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Notch loci, Drosophila melanogaster 4579. 

nuclear polyhedrosis virus mRNA, use gene mapping 439. 

nucleotide sequence, acetylcholine receptors genes, Torpedo 782. 

nucleotide sequence, glyceraldehyde-phosphate dehydrogenase mRNA, muscles, 
chickens 4176. 

oncogenes, retrovirus genes genomes, Gardner-Rasheed feline sarcoma virus 5885. 

ornithine carbamoyltransferase genes, isolation, characterization, rats 6643. 

orotidine-5'-phosphate decarboxylase genes, complementation Escherichia coli 
role, Neurospora crassa 5995. 

PaeR7 gene, Pseudomonas aeruginosa 5270. 

papilloma virus (bovine) DNA genomes 866. 

papilloma virus (human) 6605. 

parthenogenesis, reviews, mammalian cells 3167. 

pbpA gene, rodA gene, Escherichia coli 3126. 

phage Pf3, plasmid pBD214 vectors, Pseudomonas aeruginosa 4531. 

ary ca T4 DNA, restriction endonuclease mapping, gene mapping, gene expression 


phage T4 pin gene, effects on protein biosynthesis, Escherichia coli 3824. 

phage T4, uvsW gene, uvsY gene, Escherichia coli 5886. 

phage T5 early regen, promoters 6661. 

phage T5, plasmid pBR322, RNA polymerase binding 4611. 

phenylalanyl-tRNA synthetase, threonyl-tRNA synthetase, initiation factor 3 
genes, Escherichia coli 1468. 

pheR gene, Escherichia coli 384. 

6-phospho-f-D-galactosidase genes, Escherichia coli 978. 

phosphofructokinase, triosephosphate isomerase genes, Escherichia coli 410. 

phospholipase C genes, Pseudomonas aeruginosa 433. 

phospholipase C genes, pseudomonas aeruginosa 1514. 

phospholipase C genes, Pseudomonas aeruginosa, Escherichia coli 5948. 

photoreactivation, excision DNA repair genes, Saccharomyces cerevisiae 6613. 

pili, genes, Escherichia coli 5908. 

pili genes, Klebsiella pneumoniae 2101. 

plasmid pDS1, restriction endonuclease mapping 6502. 

plasmid pFJ103, Streptomyces 5254. 

plasmid pIDNA, Podospora anserina 1540. 

reo PMG, restriction-modification systems, gene expression, Escherichia coli 

plasmid pPL7065 gene expression, Bacillus pumilus 5898. 

plasmids F factors, Escherichia coli 4553. 

plasmids piM1, plasmids pIM3 vectors construction, Escherichia coli, Bacillus 
subtilis 3903. 

plasmids, Sulfolobus acidocaldarius 228. 

plasmids vectors, DNA recombinants, Escherichia coli 996. 

Plasmodium knowlesi cell surface antigens, gene expression 3214. 

potato spindle tuber viroid 864. 

preproinsulin genes, Macaca fascicularis 2985. 

preprolactin genes, cDNA nucleotide sequence, pituitary (anterior), rats 2092. 

age ae cDNA, amino acid sequence, thyroid carcinoma cells, rats 


promoters, plasmid pBRS188, Escherichia coli 3124. 

promoters, plasmids vectors construction, use tetrahydrofolate dehydrogenase 
genes, Escherichia coli 4593. 

promoters, unc operon, Escherichia coli 5791. 

prorennin genes, cattle 1505. 

prorennin genes, Escherichia coli plasmids construction, cattle 6585. 

protein A genes, Staphylococcus aureus, gene expression, Escherichia coli 4554. 

proteinase genes, Bacillus stearothermophilus, Bacillus subtilis 3780. 

pene genes, immunoglobulin A, Haemophilus influenzae, Escherichia coli 

epson Ae ated phenylalanine deaminase genes, gene expression, Escherichia 
coli ; 

proviruses DNA, el pBR22, spleen focus-forming virus 990. 

proviruses DNA, Rauscher leukemia virus 1538. 

proviruses DNA, spleen focus-forming virus 438. 

ptsH gene, Escherichia coli 1476. 

purine-nucleoside phosphorylase genes, man 5970. 

pyruvate orthophosphate dikinase genes, Zea mays 5934. 

tas gene, Rasheed sarcoma virus 1542. 

recB gene, recC gene, Escherichia coli 1943. 

c-rel gene, chickens cell lines 774. 

renin genes, submandibular gland, mice 6601. 

renin genes, submaxillary gland, mice 2490. 
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repeated sequence, DNA, Drosophila melanogaster 5782. 

repeated sequence DNA, liver, mice 3168. 

repeated sequence DNA, retrovirus 2486. 

repeated sequence gene families, monkeys 5796. 

repeated sequence, tissues specificity, liver, mice 5038. 

replicons, DNA biosynthesis initiation regions, CHO cells 4550. 

restriction endonuclease mapping, spo gene, phage #105, association 
transduction, Bacillus subtilis 399. 

retrovirus live DNA, mice 6680. 

rho gene, Escherichia coli 371. 

rho gene, Escherichia coli 2100. 

ribonuclease || genes, Escherichia coli 2659. 

ribosomes DNA, repeated sequence, Chironomus thummi 3830. 

ribosomes genes, rats 2644. 

riposomes recognition sites coupling SV40 antigen t genes 354. 

ribulosebisphosphate carboxylase genes, Anacystis nidulans 4998. 

RNA genomes, Abelson leukemia virus 1775. 

RNA genomes, hop stunt disease virus 6277. 

RNA, methodology, rotavirus (simian) SA11 970. 

RNA, nucleotide sequence, La Crosse virus 6245. 

RNA polymerase II loci, use transposons hybridization, Drosophila 3189. 

RNA polymerase promoters, gene expression 3165. 

mRNA precursors, globin biosynthesis, rabbits 4542. 

mRNA reverse transcription, variants cell surface glycoproteins, oligonucleotides 5 
primers, Trypanosoma 5218. 

mRNA, use cDNA, embryos, Echinoidea 5939. 

mRNA 26S, Semliki Forest virus 1519. 

rRNA genes, chloroplasts, Spirodela oligorhiza 5031. 

tRNA genes, Saccharomyces cerevisiae 272. 

rRNA genes, Trypanosoma brucei brucei 799. 

rRNA 16S genes, association ribosomal proteins biosynthesis, Escherichia coli 
5928. 

rRNA 28S genes insertion sequences, Drosophila melanogaster 2623. 

snRNA U1 genes, rats 5048. 

tRNA Phe genes, Escherichia coli 3865. 

tRNA Phe genes, Escherichia coli 5086. 

tRNA Ser genes, phage T5 6423. 

Rous sarcoma virus, plasmid pBR 4600. 

satellite DNA, monkeys 1940. 

as1-casein genes, nucleotide sequence, cattle 5240. 

8 sleep-inducing peptide, oligodeoxyribonucleotides synthesis 5221. 

sn-glycerol-3-phosphate transport genes, Salmonella typhimurium 5269. 

sodA gene, Escherichia coli 5763. 

somatotropin genes, gene libraries, cattle 1934. 

somatotropin metallothionein genes hybrids, gene regulation, papilloma virus 
(bovine) 4547. 

sonication DNA, use nucleotide sequence analysis 3196. 

Spo0A gene, spoOC gene, use phage p11, Bacillus subtilis 3213. 

spores specificity genes, gene libraries, Dictyostelium discoideum 285. 

ssb-1 gene gene amplification, DNA-binding protein, Escherichia coli 4534. 

Staphylococcus aureus, tetracycline antibiotic resistance plasmid pTP-5, Bacillus 
subtilis 6007. 

Streptococcus mutans dextransucrase genes 1489. 

areas synthase genes, transposon DS, restriction endonuclease mapping, Zea ma\ 
94 


SV40 antigen t genes, gene expression, Escherichia coli 3147. 

synthesis genes, reviews 3335. 

T evs beatae virus, proviruses, flanking regions, long terminal repeat, man 

T-cell leukemia virus proviruses DNA 851. 

telomeres, yeasts 2076. 

testosterone induction MRNA, kidney, mice 6632. 

tetracycline antibiotic resistance, Streptococcus mutans 1465. 

tetrahydrofolate dehydrogenase genes, CHO cells 5748. 

tetrahydrofolate dehydrogenase genes, gene amplification, tetrahydrofolate 
dehydrogenase deficiency CHO cells 5942. 

thalassemia genes, association RNA splicing, man 2989. 

threonine operon, Escherichia coli 1469. 

thy-1 antigen genes, mice 1376. 

thymidine kinase genes, herpes simplex virus 1 4514. 

thymidine phosphorylase, uridine phosphorylase genes, use Bacillus subtilis DNA, 
plasmid pBR325, plasmid pBR322, Escherichia coli 5902. 

thymosin a1 genes, calf thymus 3152. 

thyroglobulin genes, rats 3151. 

tolC gene, Escherichia coli 1499. 

transformation genes, lymphoma, chickens 2469. 

transformation, genes, Neurospora crassa 3806. 

transposon Tn1,000, association proteins, Escherichia coli 3828. 

trg gene, chemotaxis, transduction, Escherichia coli 393. 

tricarboxylic acid cycle genes, Escherichia coli 908. 

tryptophan operon, Escherichia coli 969. 

tryptophan promoter, Escherichia coli 2670. 

a-tubulin, B-tubulin genes, Tripneustes gratilla 3787. 

tufB operon, Escherichia coli 1461. 

tyrR gene, Escherichia coli 966. 

UDPglucose-lipopolysaccharide glucosyltransferase | genes, Escherichia coli 457 

uncl gene, Escherichia coli 5988. 

urokinase cDNA, man 2602. 

urokinase cDNA, man 4351. 

use DNA palindromes, Escherichia coli 3122. 

use, gener mapping, gene expression, a-methylgalactoside operons, Escherichia 
coli b 

use histocompatibility locus HLA A2 region lymphoblastoid cell lines 3183. 

use plasmid pTP4 vectors, protoplasts transformation, Bacillus 418. 

use plasmid pUC directed mutagenesis 1503. 

use, Rhodococcus erythropolis+ phage PEC 3819. 

uvrA gene, Escherichia coli 1463. 

were uvrB gene, uvrC gene, gene products characterization, Escherichia cc 

uvrD gene, Escherichia coli 1504. 

uxaB gene, ColE1, Escherichia coli 1549. 

vaccinia virus DNA, genomes 3188. 

varicella-zoster virus 5685. 

vector construction, use phage A 3833. 

vectors, construction, characterization, Bacillus subtilis 3198. 


Hloning, (continued) 
vectors, construction, plasmid pBR329 2638. 
vectors, construction, transformation qa-2 gene, Neurospora crassa 4533. 
9) vectors, DNA methylase EcoRI, endodeoxyribonuclease EcoRI genes, 
'  restriction-modification 3877. 
' vectors, DNA restriction fragments, phage M13 993. 
‘vectors, host range, Ti plasmids, Agrobacterium tumefaciens 954. 
! vectors, lacUV5 promoter, Escherichia coli 1485. 
4 vectors, mitochondria plasmids, genetic engineering, eukaryotes, reviews 6110. 
vectors, reviews, association, plasmids, phages, Bacillus 3800. 
- vectors, transposon Tn7 use, Escherichia coli, Methylophilus methylotrophus, 
{ Pseudomonas aeruginosa 5967. 
vectors, use phage f1, phage fd, phage M13, reviews 570. 
i) vectors, use plasmid pVA838 1507. 
i) vectors, use R factor SA 1506. 
' vectors, use transposon P, gene transfer, Drosophila melanogaster 6663. 
viruses, genes, vectors, transformation, mammalian cells 3812. 
xylABC operon, xyIDEGF operon, xylIR gene, TOL plasmid 5986. 
* zein genes, restriction endonuclease mapping, Zea mays 1916. 
cloning vectors, 
8: Ay pSG111, construction, transformation Anacystis nidulans, Escherichia coli 
clostridium acetobu 
plasmids isolation 2384. 
"protoplasts, transformation, DNA, phage CA1 942. 
)Clostridium butyricum, 


licum, 


5705. 
Clostridium perfringens, 
' DNA, secondary structure, linear dichroism 3683. 
enterotoxins, inhibition protein biosynthesis, Vero cells 49. 
enterotoxins, inhibition protein biosynthesis, Vero cells 1720. 
plasmids, reviews 5. 
i sodium DNA, C-form 3056. 
‘Clostridium thermocellum, 
cellulase genes, cloning, Characterization 5951. 
‘Clover yellow mosaic v rus, 
RNA, 3’-terminus, 5'-terminus nucleotide sequence 1386. 
Clupea eh 15 
guanosine oligonucleotides isolation, DNA, spermatocytes 1232. 
sodium DNA, C-form 3056. 
‘CMP, 
interaction ribonuclease A, thermodynamics 6689. 
| Coagulation factor IX, 
genes, cloning, cDNA nucleotide sequence, gene libraries, liver, man 3017. 
genes, fragments, oligodeoxyribonucleotides synthesis, use hybridization 
analysis, cDNA, liver, man 3645. 


tar, 
induction DNA cross-linkage, yeasts, bacteria, thymus cattle 3532. 
Coat protein, 
binding sites, conformational analysis, RNA, alfalfa mosaic virus 3315. 


cistrons, localization, genomes, red clover necrotic mosaic virus 1835. 
4187. 


virus 4718. 

DNA complex, phages, X-ray diffraction 5410. 
genes, cloning, RNA nucleotide sequence, tobacco mosaic virus 4193. 
_ interaction RNA, N.M.R., brome mosaic virus, belladonna mottle virus, cowpea 
| mosaic virus 555. 
___ interaction RNA binding sites, characterization, phage R17 4714. 
__ phage R17, interaction RNA binding sites, kinetics, thermodynamics 4715. 

MRNA translation, cucumber virus 3 4933. 

mRNA translation, tobacco rattle virus 4244. 

spores genes, gene mapping, germination defective mutant, Bacillus subtilis 5080. 
__ tobacco mosaic virus, association, disease resistance, N’ gene role, Nicotiana 
tabacum 4455. 


It, 
bleomycin, DNA, interactions, C.D., E.S.R. 1280. 
effects on poly(dG-dC) B-form Z-form transitions 1700. 
Cobalt chloride, 
immunostimulation DNA biosynthesis, lymphoid cells, guinea-pigs 1448. 
Cobitidae, 
development, nuclei, RNA levels 3475. 
Cochlearia pyrendica, 
chromosomes duplication effects on DNH, RNA, proteins 2190. 
ne syndrome, 
cells, U.V. radiation effects on DNA biosynthesis, man 4277. 
U.V. radiation induction DNA breaks, effect on DNA repair, man 4468. 
U.V. radiation inhibition RNA biosynthesis, man 2886. 
Cocos nucifera, 
nuclei, RNA biosynthesis, phytochrome regulation 1817. 
Codons, 
anticodons interaction effects on aminoacyl-tRNA binding ribosomes 5550. 
choice, statistical genetics, 3170. 
deletion, choriogonadotropin subunits size, man, comparison mice 5046. 
initiation, translation thymidine kinase MRNA, herpes simplex virus 2901. 
“Phalar genes, gene expression 4557. 
phenylalanine, oligoribonucleotides conformation, N.M.R. 6191. 
etl genes, correlation tRNA levels, Escherichia coli 3395. 
recognition, aminoacyl-tRNA, Physarum polycephalum 613. 
relationship, gene expression, bacteria 952. 
tRNA interaction, tRNA role transfer reaction mechanisms, yeasts, Escherichia 
coli 5533. 
tRNA termination, synthesis, oligonucleotides 2228. 
termination dissociation gene expression, use B-D-galactosidase genes, 
Escherichia coli 5968. 
Colchicine, 
resistance, genes transformation, role gene amplification, hamsters 5933. 


induction rRNA biosynthesis, relationship rRNA cistrons levels, Triticum 5621. 
ColE1, 
plasmids, tritium, mutagenesis, DNA inactivation 748. 


combustion products, induction sister chromatid exchange, use macrophages 3963. 
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Coleoptile, 
poly(A)-containing mRNA translation, cell-free system, indole-3-acetic acid 
effects on 4896. 
Colicin, 
gene regulation, plasmid TP110 5266. 
Colicin A, 
mRNA, secondary structure, role translation 1839. 
Colicin E1, 
promoters, initiation sites, analysis, Escherichia coli 5314. 
Colicin E2, 
gene expression, autoinduction, plasmids ColE2-P9 containing Escherichia coli 
5953. 
mRNA, secondary structure, role translation 1839. 
Colicin E3, 
genes, DNA nucleotide sequence, ColE3 1328. 
genes, DNA nucleotide sequence, ColE3 plasmids 4992. 
MRNA, secondary structure, role translation 1839. 
Colicin E3 inhibitor, 
genes, DNA nucleotide sequence, ColE3 plasmids 4992. 
Colicin V, 
genes, cloning, ColV plasmids 975. 
genes, gene mapping, ColV,|-K94 plasmids 850. 
Colicins, 
genes, homology, restriction endonuclease mapping, Co1E2 plasmid, Escherichia 
coli 2462. 
resistance genes, plasmids ColE3-CA38, restriction endonuclease mapping 2608. 


plasmid pSSK1, plasmid pSSK2, plasmid pSSK3, restriction endonuclease mappingColitis, 


development, RNA biosynthesis, rifampicin effects on, phages 5614. 
Collagen, 
a2-chain genes, DNA methylation relationship gene expression, chickens 1957. 
a2-chain genes, structure, regulation, gene libraries, chick embryos, reviews 
3332. 
re. hybridization analysis, gene expression, cloning, Drosophila melanogaster 
150. 
mRNA, localization, use hybridization analysis, hepatocytes, mice 6236. 
type Il genes, cloning, chick embryos 6662. 
a2-Collagen, 
genes, 3'-terminus mapping, chickens 6469. 
Colletotrichum lindemuthianum, 
elicitor, induction chalcone synthase, phenylalanine ammonia-lyase mRNA 
transcription, Phaseolus vulgaris 2882. 
Colon, 
carcinogenesis inheritance, labelling, thymidine markers, man 4065. 
carcinoma, RNA incorporation 5-fluorouridine, 5-fluorouracil, man 4742. 
carcinoma, 5-fluorouracil, 5-fluorouridine effects on mRNA translation, man 4818. 
ontogeny, DNA biosynthesis, glucocorticoids effects on, offspring, rats 5189. 
tumor cell lines, Kirsten sarcoma virus, transformation genes, gene mapping, 
characterization, man 2437. 
tumor cell lines, ras gene, gene expression, man 2062. 
tumors, gene expression, mice 2097. 
Colonial characteristics, 
carcinogenicity, association, transformation, Streptococcus mutans 5263. 
relationship oats expression virulence plasmids, Yersinia enterocolitica 3817. 
Colony-stimulating factor, 


cistrons, RNA 3'-terminus nucleotide sequence, cucumber green mottle mosaic virus mRNA, mice lymphoma cell lines, microinjection, translation, oocytes, Xenopus 


laevis 4230. 


DNA association, calorimetry, thermodynamics, U.V. spectroscopy, Chilo iridescent Colorimetry, 


biotin labelled DNA probes, use, hybridization analysis 4947. 
Columba, 
a-globin genes, cloning 5211. 
Combustion products, 
coal, induction sister chromatid exchange, use macrophages 3963. 
Competence, 
Escherichia coli, plasmids, DNA repair 2042. 
induction, role heat shock, Escherichia coli 2691. 
Complement, 
interaction, double-stranded DNA 3947. 
resistance genes, nucleotide sequence, plasmid R100, Escherichia coli 754. 
Complement component C4, 
MRNA, translation, mice 6214. 
Complementation, 
cDNA isolation, Saccharomyces cerevisiae 5978. 
Escherichia coli, role, cloning, orotidine-S'-phosphate decarboxylase genes, 
Neurospora Crassa 5995. 
Pseudorabies virus, temperature-sensitive mutant, gene mapping, closed-circular 
DNA 225. 
Computer programs, 
DNA repeated sequence analysis 5768. 
cDNA nucleotide sequence data banks 5765. 
Concanavalin A, 
+ Freund's adjuvant, effects on RNA, DNA levels, nuclease activity, spleen, 
liver, rats 6684. 
Concatemers, 
phage T7 DNA 1407. 
Conductance, 
DNA, calf thymus 3688. 
Conferences, 
books, gene regulation 6798. 
DNA, pathogens, books 1069. 
gene expression, gene regulation 5421. 
yeasts genetics, books 3321. 
Conformation, 
aminoacyl-tRNA synthetase, tRNA binding, activation effects on 42. 
double-stranded DNA, use deoxyguanylate, deoxycytidylate antibodies probes 501. 
histone H1, C.D., U.V. spectroscopy, calf thymus, Ceratitis capitate 511. 
histone H1, N.M.R., chromatin, calf thymus 534. 
ie ag Meer a C.D. 27. 
Conformational analysis, 
deoxyribopyrimidine nucleotides, deoxyribopyrimidine nucleosides 15. 
DNA, models 292. 
Conglycinin, 
genes, cloning, restriction endonuclease mapping, Glycine max 1990. 
genes, nucleotide sequence, homology, hybridization analysis, Glycine max 1989. 
Conjugation, 
association, R factor R68.45 transfer, virulence, Rhizobium meliloti 5892. 
Escherichia coli plasmids role genes mobilization, Vibrio cholerae 959. 
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Conjugation, (continued) ' 
Escherichia coli, R factor R64drd11, DNA, replication 1466. 
R factor NR1 R factor RSF2124 recombination, Escherichia coli 382. ; 
gene regulation, use hybridization, gene fusion, F factors, Escherichia coli 
6598. 
prodigiosin biosynthesis gene transfer, Serratia marcescens 4519. 
Pseudomonas aeruginosa R factor RP4 transmission, association, Pseudomonas 
pseudomallei, Pseudomonas mallei 5910. 4 
transfer gene, association, plasmids, Escherichia coli 2686. 
Conjunctivitis, : eS 
epidemics, enterovirus (human) 70 isolates, fingerprinting, man 4867. 
Connective tissue diseases, 2a P 
Sm antigen, ribonucleoproteins protein composition, RNA biosynthesis 
aiitoantibodies probes, reviews, man 2214. 
Contact dermatitis, 
idoxuridine side effects, treatment papilloma virus (human), herpes simplex 
virus. case reports, man 6142. 
Contraceptives (oral), 
effects on sister chromatid exchange, lymphocyies, man 4690. 
Copper(il), 
interaction daunorubicin DNA complex, C.D., calf thymus 1278 
interaction DNA, thermal stability 4983 


+hydroquinone, inactivation transformation DNA, Bacillus subtilis 2393. 
Copper, 

ascorbic acid, induction DNA fragmentation, fibroblasts, melanoma cells, man 

4964. 

complex, x-ray crystallography, guanosine 2'-monophosphate 1095. 

interaction DNA, viscometry 4442 

interactions IMP, N.M.R. 1671. 

interactions inosine, N.M.R. 1087. 


+1,10-phenanthroline complex cleavage DNA, relationship micrococcal endonuclease 


194. 


Copy number control, 

plasmids, ColE1, R factor RSF10630, RNA transcripts, secondary structure 6270. 
Core particles, 

denaturation, calorimetry 6522. 

deoxyribanucleoproteins, structure, C.D., adenovirus (human) 2 2140. 


distance, nucleosomes, histone H5 induction rearrangement, erythrocytes, chickens 


4671. 
DNA dynamics, C.D., chromatin 2750. 
histone H4 acetylation effects on conformation, erythrocytes, chickens 2751. 
histones dissociation 1603. 
histones, interaction DNA, Raman spectroscopy 2146, 
histones, nucleosomes, helix, models 5354. 
histones, structures, X-ray scattering, nucleosomes, calf thymus 6744. 
nucleosomes, distribution, chromatin structure 3993. 
nucleosomes, histone H1 association 2765. 
nucleosomes, micrococcal endonuclease digestion induction fragments, 
erythrocytes, chickens 6062. 
structure, nucleosomes, chickens erythrocytes histones, association Lytechinus 
variegatus DNA 4696. 
trypsin proteolysis, chromatin, erythrocytes, chickens 3959. 
Core protein, 
adenovirus, interaction DNA, induction superhelix 4020. 
DNA binding, fluorescence 6088. 
Cornea, 
endothelium, DNA biosynthesis, rabbits, cats eye aqueous fluids effects on, 
cattle 2590. 
Coronavirus, 
nucleotide sequence, homology, mice, man 5019. 
mRNA nucleotide sequence, association, nucleocapsids proteins 5577. 
epteed nucleotide sequence nucleocapsids, association, nucleocapsids proteins 
Coronavirus (murine), 
infected cells, mRNA translation, genetic code 1228. 
nucleocapsids, genes, RNA, nucleotide sequence 3443. 
RNA, hybridization analysis, use cDNA probes 1760. 
Cortex, 
neurons, cytochemistry, chromatin, ribonucleoproteins, autopsy, rats 1042. 
neurons, DNA-binding protein characterization, development, rats 1057. 
neurons, glial cells, chromatin structure, relationship aging 6748. 
neurons, glial cells, histone H1 distribution, cattle 2150. 
eer some proteins phosphorylation, polyribosomes formation effects on, rats 
RNA labeling, metabolism, rats 4834. 
Corticoliberin, 
precursors, cloning, CDNA nucleotide sequence, sheep 2993. 
Corticotropin, 
effects on RNA biosyrithesis, Tetrahymena 5607. 
pears precursors genes, nucleotide sequence association pseudogenes, mice 


Cortisone, 
effects on RNA polymerase activity, liver, rats 2702. 
effects on RNA polymerase activity, liver, rats 2703. 
Corynebacterium, 
cell walls, DNA base composition 3518. 
DNA hybridization analysis, comparison, strains, bacteria 244. 
Corynebacterium fascians, 
lasmids, homology, restriction endonuclease mapping 1354. 
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persistance SV40 plasmid pBR322 recombinants vectors 162. 
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Bacillus subtilis, recombinants, cloning, plasmids, hemolysins gene expression 
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Coupling factor 1, (continued) 
sequence, chloroplasts, Spinacea oleracea 2975. 
subunits, 5-subunits mRNA, translational, cell-free system, 
chloroplasts, Spinacea oleracea 2893. 
Coupling methods, 
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hybridization analysis 1950. 
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hybridization analysis 1950. 
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DNA, transcription+ translation, Cell-free system, Escherichia coli 394. 
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genetic engineering, phage 434 437. 
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chromosome aberrations, chromosome 11, hamsters 2184. 
Cross-linkage, 
elongation factor G+ribosomal subunit 70S, Escherichia coli 74. 
Cross-linking, 
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analysis 1323. 
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N-(5'-phosphoribosyl)-anthranilate isomerase genes, 5'-terminus flanking regions 
regulation, Saccharomyces cerevisiae 3844. 

plasmid pMG7, restriction-modification systems, Escherichia coli 1500. 

plasmid pPL7065, cloning, Bacillus pumilus 5898. 

plasmids genes, chromosomes, transformation, Bacillus subtilis 5965. 
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preproinsulin | genes, rats 4565. 

procollagen, methylation inhibition, SV40 transformed cells, fibroblasts, man 
366. 
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promoters identification, detection, assays, Bacillus subtilis 5275. 

proopiomelanocortin, dopamine agonists, antagonists effects on, pituitary, rats 
4218. 

proteins genes, spermatogenesis, hybridization analysis, Caenorhabditis elegans 
5290. 

Proteus morganii phenylalanine deaminase genes, Escherichia coli 5292. 

proviruses, retrovirus replication, teratocarcinoma cells 4195. 
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uvrB gene, role promoters, Escherichia coli 3060. 

virulence plasmids, relationship colonial characteristics, Yersinia 
enterocolitica 3817. 

viruses promoters gene regulation, reviews, eukaryotes 6106. 

vitellogenin, estrogens induction, hepatocytes, Xenopus 4206. 
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repeated sequence, cloning, nucleotide sequence, transcription, monkeys 5796. 
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Xenopus oocytes, DNA nucleotide sequence, tRNA genes, Caenorhabditis elegans 


endodeoxyribonuclease EcoRI, repeated sequence, restriction endonuclease mapping, 


coagulation factor IX genes, cloning, cDNA nucleotide sequence, liver, man 3017. 


Biochemistry Abstracts 2 vol. 13 


Gene libraries, (continued) 
pice peomeipsae genes, cDNA nucleotide sequence, pancreas, Ictalurus punctatus 
3023. 
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trimethoprim drug resistance genes, Escherichia coli 2428. 

a-tubulin gene families, electron microscopy, Drosophila melanogaster 5809. 

use CDNA, murine leukemia virus proviruses 2964. 

uxaB gene, ColE1, Escherichia coli 1549. 

Vibrio cholerae toxins 311. 

H-1 virus 2943. 

Gene products, 

A1S9 locus, temperature-sensitive mutant, polyoma virus DNA biosynthesis, L cells 
3709. 

cde gene, role, cell cycle dependent pathways, Saccharomyces cerevisiae 4503. 


94 


Gene products, (continued) 

chloroplasts DNA, Acetabularia mediterranea 3342. 
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recB gene, gene products, role maintenance plasmid pBR322, Escherichia coli 2099. 

recB gene, restriction endonuclease mapping, cloning, Escherichia coli 1943. 

recC gene, gene products, role maintenance plasmid pBR322, Escherichia coli 2099. 

recC gene, restriction endonuclease mapping, cloning, Escherichia coli 1943. 

fecF gene products, relationship DNA gyrase activity, Escherichia coli 5329. 

recF gene, recombination, relationship protein Z, Escherichia coli 1467. 

recombination mechanisms, books 6792. 

recombination, plasmids use, Escherichia coli 3851. 

v-rel gene, avian reticuloendotheliosis virus, homology c-rel gene, chickens cell 
lines 774. 

c-rel gene, chickens cell lines, cloning, hybridization analysis, homology v-rel 
gene, avian reticuloendotheliosis virus 774. 

renin, cloning, cDNA nucleotide sequence, Escherichia coli gene expression, 
submandibular gland, mice 6601. 

renin, DNA nucleotide sequence, cloning, restriction endonuclease mapping, 
submaxillary gland, mice 2490. 

renin, hybridization analysis, chromosome 1, submaxillary gland, mice 822. 

rep gene, gene mapping, Escherichia coli 233. 

repeated sequence, reviews, eukaryotes 2992. 

replacement, gene amplification, methodology, chromosomes, bacteria 6593. 

replication, comparison F factors, plasmid pSU5C 2956. 

replication initiation proteins, nucleotide sequence, R factor R6K 252. 

egeere, killer factor, viruses, double-stranded RNA, Saccharomyces cerevisiae 

resolvase, DNA nucleotide sequence, role repression transposase gene expression, 
transposon yé 3008. 

restriction modification, transcription, nucleotide sequence, plasmid p15B, phage 
P1, Escherichia coli 5083. 

retrovirus, reviews, mice 987. 

rexA gene, gene regulation, phage \ 3845. 

rexB gene, gene regulation, phage \ 3845. 

Rhizobium leguminosarum plasmids, role nitrogen fixation 3882. 

rho gene, cloning, gene mapping, Escherichia coli 371. 

rho gene, cloning, gene mapping, gene regulation, Escherichia coli 2100. 

tho gene, DNA nucleotide sequence, Escherichia coli 4404. 

rho gene, gene mapping, Escherichia coli 233. 

ribitol dehydrogenase, duplication, hybridization analysis, mutants, Klebsiella 
aerogenes 229. 

ribonuclease Ii, cloning, gene expression, restriction endonuclease mapping 
transcription initiation, sites, Escherichia coli 2659. 

ribosomal protein L29, mutation, role cycloheximide drug resistance, 
Saccharornyces cerevisiae 4150. 

ribosomal protein S10, DNA nucleotide sequence, Saccharomyces cerevisiae, 
Saccharomyces carlsbergensis 271. 

ribosomal protein S20, gene expression, dosage effects on, Escherichia coli 2877. 

ribosomal protein S4, DNA nucleotide sequence, chloroplasts, Zea mays 5816. 

ribosomal protein 59, hybridization analysis, Saccharomyces cerevisiae 2967. 

ribosomal proteins, detection, Saccharomyces carlsbergensis 719. 

ribosomal proteins, DNA nucleotide sequence, chloroplasts, Nicotiana tabacum 
5087. 

ribosomal proteins, hybridization analysis, Xenopus laevis 1309. 

ribosomal proteins, nuclei, chloroplasts, Chlamydomonas reinhardtii, homology 
Escherichia coli 6402. 

ribosomal proteins, organization, restriction endonuclease mapping, gene 
libraries, Drosophila 259. 

ribosomal proteins, transcription, heat shock effects on, Saccharomyces 
cerevisiae 1814. 

ribosomes, cloning, rats 2644. 

ribosomes, DNA transcription, RNA polymerase, cell-free system, yeasts 688. 

ribosomes, restriction endonuclease mapping, vertebrates 288. 

ribulosebisphosphate carboxylase catalytic subunits, CDNA nucleotide sequence, 
Synechococcus 6506. 

Housobisnhoarnate carboxylase, cDNA nucleotide sequence, Nicotiana sylvestris 
3570. 

ribulosebisphosphate carboxylase, cloning, nucleotide sequence, Anacystis 
nidulans 4998. 

ribulosebisphosphate carboxylase, DNA nucleotide sequence, chloroplasts, 
Chlamydomonas reinhardii 2976. 

ribulosebisphosphate carboxylase, families, nucleotide sequence, gene expression, 
Glycine max 3613. 

ribulosebisphosphate carboxylase, hybridization analysis, nucleotide sequence, 
Anabaena 3649. 

ribulosebisphosphate carboxylase, restriction endonuclease mapping, Pisum sativum 
4346 


ribulosebisphosphate carboxylase, restriction endonuclease mapping, DNA 
nucleotide sequence, Petunia 5045. 

ribulosebisphosphate carboxylase, subunits, nucleotide sequence, chloroplasts, 
Nicotiana tabacum 3636. 

RNA degradation, restriction endonuclease mapping, plasmid R483, F factors 232. 

RNA polymerase, nuclei, chloroplasts, Chlamydomonas reinhardtii, homology 
Escherichia coli 6402. 
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RNA polymerase, rpoBC operon, rifampicin effects on transcription, Escherichia 
coli 687. 
RNA 58, transcription complex, Xenopus laevis 419. 
hnRNA, 5,6-dichloro-1 ,8-D-ribofuranosylbenzimidazole inhibition transcription 
initiation, Chironomus tentans 130. 
mRNA, gene expression, liver erythroblasts, mice 5599. 
mRNA pyruvate kinase, nucleotide sequence, muscles, chickens 6256. 
rRNA activity, hybridization analysis, species comparison, nucleolus organizer 
region, genomes, Drosophila 5101. 
rRNA, amplification, gene expression, Tetrahymena thermophila 3140. 
rRNA, cDNA nucleotide, Lupinus luteus 3041. 
rRNA, characterization, restriction endonuclease mapping, methylation, Nicotiana 
glauca 824. 
rRNA, chloroplasts DNA nucleotide sequence, transcription, Spinacea oleracea 
3317. 
rRNA, chromatin, structure, Tetrahymena 1038. 
rRNA, chromatin structure, transcription effects on, Dictyostelium discoideum 
4701. 
rRNA, chromosomes distribution, gene amplification, erythroleukemia, rats 4945. 
rRNA, cloning, nucleotide sequence, chloroplasts, Spirodela oligorhiza 5031. 
rRNA, cloning, restriction endonuclease mapping, Saccharomyces cerevisiae 272. 
rRNA, cloning, restriction endonuclease mapping, Trypanosoma brucei brucei 799. 
rRNA, content, callus formation, Helianthus tuberosus, Daucus carota 4257. 
tRNA, deoxyribonuclease | sensitivity, methylation, Xenopus laevis comparison, 
Xenopus borealis 3266. 
rRNA, DNA nucleotide sequence, Drosophila melanogaster 1335. 
rRNA, DNA nucleotide sequence, kinetoplasts, Trypanosoma brucei 1953. 
rRNA, DNA nucleotide sequence, restriction endonuclease mapping, species 
comparison, extrachromosomal inheritance, Tetrahymena 5100. 
rRNA, DNA nucleotide sequence, transcription initiation sites, rats 1938. 
rRNA, DNA restriction endonuclease mapping, hybridization analysis, Attacus 
ricini 263. 
rRNA, flanking regions, DNA nucleotide sequence, chloroplasts, Spirodela 
oligorhiza 6490. 
rRNA, gene amplification, X chromosome, Drosophila melanogaster 5714. 
rRNA, gene mapping, DNA, mitochondria, Zea mays 1306. 
rRNA, gene mapping, Methanococcus vannielii 2498. 
rRNA, gene mapping, mitochondria, Podospora anserina 5003. 
rRNA, gene regulation, role DNA regions, Escherichia coli 5899. 
rRNA, hybridization analysis, Cyanophyta 1298. 
rRNA, hybridization analysis, polytene chromosomes, Drosophila melanogaster 2444 
BB hae analysis, restriction endonuclease mapping, Warramaba virgo 
2452. 
tRNA, hybridization analysis, Trypanosoma brucei 4270. 
rRNA, hybridization analysis, Vicia, Allium cepa 6496. 
rRNA, inactivation, man somatotropin genes insertion rats 3860. 
tRNA, insertion sequences, gene expression, gene amplification, Drosophila 
melanogaster 6587. 
rRNA, introns containing, replication, ovary nurse cells, Calliphora 
erythrocephala 2535. 
adh introns, nucleotide sequence homology, secondary structure, mitochondria, 
ingi 660. 
rRNA, inverted repeat, nucleotide sequence, secondary structure, Physarum 
polycephalum 5700. 
tRNA, localization, characterization, Saccharomyces cerevisiae 792. 
rRNA, methylation correlation transcription, Linum usitatissimum 4564. 
HD cil dea restriction endonuclease mapping, Tetrahymena thermophila 
rRNA, micrococcal nuclease degradation, chromatin, Tetrahymena 3972. 
rRNA, mitochondria DNA, Achyla ambisexualis 3002. 
rRNA, mitochondria, transcription initiation, yeasts 1786. 
rRNA, nuclei, cytology, books 6794. 
rRNA, nucleolus organizer region, actinomycin D induction chromosome aberrations 
Hordeum 4698. 
raucous organizer region, polytene, salivary gland, Drosophila hydei 
rRNA, nucleosomes, micrococcal nuclease probes, Tretahymena thermophila 3985 
rRNA, nucleotide sequence, Dictyostelium discoideum, comparison Saccharomyce: 
cerevisiae, Tetrahymena pyriformis 3592. 
rRNA, nucleotide sequence, envolutionary genetics, mice 6448. 
rRNA, nucleotide sequence, heterogeneity, restriction endonuclease mapping, 
Raphanus sativus 5712. 
rRNA, occurance, X chromosome, relationship ribosomal proteins levels, Drosophil: 
melanogaster 2262. 
rRNA, organization, hybridization analysis, Lupinus luteus 3041. 
rRNA, organization, role crossing-over, Drosophila virilis comparison Drosophila 
melanogaster 4426. 
rRNA, organization, Schizosaccharomyces pombe 270. 
eres sequence, restriction endonuclease mapping, Aspergillus nidulans 
rRNA, repeated sequence spacer regions, DNA nucleotide sequence, mice 2522. 
rRNA, repeated sequence, X chromosome, nucleolus organizer region, Drosophila 
melanogaster 6392. 
rRNA, replication regulation, Saccharomyces cerevisiae 3112. 
RNA, restriction endonuclease mapping, chloroplasts, mitochondria DNA, 
cytoplasmic male sterility analysis, Brassica napus 294. 
rRNA, restriction endonuclease mapping, cytosol, Daucus carota 1932. 
rRNA, restriction endonuclease mapping, liver, rats 6487. 
rRNA, restriction endonuclease mapping, X chromosome, comparison Drosophila 
melanogaster, Drosophila hydei 2446. 
ANY Br ats mutagenesis, structure-activity relationships, Escherichia 
coli i 
rRNA, spacer region, chromatin structure, DNA nucleotide sequence, comparison 
Xenopus laevis, Xenopus borealis 6761. 
rRNA, spacer regions, DNA nucleotide sequence, transcription, Drosophila 
melanogaster 2328. 
rRNA, spacer sequence: RNA polymerase | recognition sites, DNA nucleotide 
sequence, restriction endonuclease mapping, Drosophila melanogaster 300. 
rRNA, spacer sequence, RNA polymerase | recognition sites, DNA nucleotide 
sequence, Drosophila melanogaster 305. 
rRNA, transcription, Aspergillus nidulans 4872. 
rRNA, transcription, Calliphora erythrocephala 4884. 
tRNA, transcription, characterization, man 3468. 
rRNA, transcription, gene regulation, Escherichia coli 1782. 
rRNA, transcription initiation, cell culture, mice 4873. 
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tRNA, transcription, initiation factors, cells extracts, mice, man 2883. 

tRNA, transcription, promoters DNA nucleotide sequence, mitochondria, 
Kluyveromyces lactis 838. 

rRNA, transcription, RNA polymerase | nucleotide sequence specificity, 
initiation, mice 1788. 

RNA, transcription spacer regions heterogeneity, restriction endonuclease 
mapping, Xenopus laevis 3632. 

tRNA, tRNA, guanosine 3'-diphosphate 5'-diphosphate regulation gene expression, 
Escherichia coli 132. 

rRNA, tRNA, restriction endonuclease mapping, hybridization analysis, DNA, 
chloroplasts, Phaseolus vulgaris 6456. 

tRNA, variegation chromatin structure, mice 6081. 

“rahe? cloning, association ribosomal proteins biosynthesis, Escherichia coli 

tRNA 16S, DNA nucleotide sequence, chloroplasts, Euglena gracilis, comparison 
Escherichia coli, Zea mays 213. 

tRNA 18S, DNA nucleotide sequence, oocytes, Xenopus laevis 820. 

tRNA 18S, DNA nucleotide sequence, rats, comparison yeasts, frogs 5731. 

rRNA 188, nucleotide sequence, mitochondria, Zea mays 4365. 

rRNA ee tRNA 288, hybridization analysis, restriction endonuclease mapping, 
fats : 

FRNA 18S, rRNA 285, replication timing, CHO cells 5836. 

MRNA 21S, DNA nucleotide sequence, mitochondria, Saccharomyces cerevisiae 2966. 

tRNA 21S, identification erythromycin resistance mutation, mitochondria genomes, 
yeasts 785. 

tRNA 23S, DNA nucleotide sequence, chloroplasts, Chlamydomonas reinhardtii 282. 

rRNA 23S, rRNA 5S, rRNA 16S, gene mapping, Thermoplasma acidophilum 805. 

tRNA 24S, introns, DNA nucleotide sequence, role splicing, mitochondria, 
Neurospora crassa 1920. 

rRNA 288, insertion sequences, cloning, gene expression, distribution, 
hybridization analysis, Drosophila melanogaster 2623. 

tRNA 288, localization, hybridization analysis, spermatocytes nucleoli, man 2905. 

tRNA 35S, chromatin structure, yeasts 2162. Z 

Pes. transcription initiation sites, mapping, DNA nucleotide sequence, rats 

tRNA 5S, content, comparison Xenopus laevis, Triturus cristatus carnifex, 
Ambystoma mexicanum 3520. 

tRNA 5S, DNA induction, transcription factor IIIA induction, Xenopus 3938. 

rRNA 5S, DNA methylation, restriction endonuclease mapping, liver, erythrocytes, 
Xenopus laevis 2517. 

tRNA 5S, DNA nucleotide sequence, restriction endonuclease mapping, Lupinus 
luteus 2997. 

rRNA 5S, DNA polymerase III transcription, oocytes, Xenopus laevis 4635. 

rRNA 5S, hybridization analysis, Bacillus subtilis 1326. 

rRNA 5S, hybridization analysis, mice 5730. 

tRNA 5S, hybridization analysis, Xenopus 3644. 

rRNA 5S, methylation, transcription factors localization, Xenopus 4544. 

rRNA 5S, nucleotide sequence, association chromatin structure, nucleosomes, 
Xenopus laevis 4668. 

tRNA 5S, nucleotide sequence comparison pseudogenes, Xenopus laevis 3573. 

tRNA 5S, nucleotide sequence, mitochondria, Zea mays 4365. 

“pats rRNA 4.5S, DNA nucleotide sequence, chloroplasts, Spirodela oligorhiza 

7. 

rRNA 5S, transcription factor A binding, Xenopus 4018. 

tRNA 58, transcription, regulation, role initiation factors, Xenopus 3471. 

tRNA 5S, transcription, relationship, chromatin structure, oocytes, Xenopus 
laevis 1791. 

rRNA 6S, nucleotide sequence, restriction endonuclease mapping, chloroplasts, 
pugens gracilis 3657. 

snRNA, hybridization analysis, polytene chromosomes, salivary gland, Drosophila 
melanogaster 2440. 

snRNA, nucleotide sequence, restriction endonuclease mapping, cell lines, 
Potorous tridactylus, Cricetulus griseus 2969. 

snRNA, repeated sequence, hybridization analysis, restriction endonuclease 
mapping, embryos, Lytechinus variegatus 1909. 

snRNA U1, cloning, hybridization analysis, rats 5048. 

snRNA U1, hybridization analysis, DNA nucleotide sequence, gene libraries, mice 
6494. 

snRNA U1, nucleotide sequence, man 2970. 

snRNA U1, transcription, Xenopus laevis, HeLa cells 2856. 

tRNA Ala, rRNA 5S, comparison DNA nucleotide sequence, Bombyx mori 811. 

tRNA Asn, isolation, DNA nucleotide sequence, gene libraries, Petunia 1981. 

tRNA, cDNA nucleotide sequence, gene libraries, Bacillus subtilis 4360. 

tRNA, deletion mutant, effects on tufB gene gene expression, plasmid pTUB2 5122. 

tRNA, deletion mutant, mitochondria DNA, tumors, rats 3863. 

tRNA, DNA hybridization analysis, mitochondria, Saccharomyces cerevisiae 794. 

tRNA, DNA nucleotide sequence, Bacillus subtilis 5778. 

tRNA, DNA nucleotide sequence, collections 2523. 

tRNA, DNA nucleotide sequence, gene expression, Xenopus oocytes, Caenorhabditis 
elegans 2471. 

tRNA, Escherichia coli, Euglena gracilis chloroplasts, transcription, HeLa cells 


tRNA, gene mapping, suppressor mutant, Saccharomyces cerevisiae 3563. 

tRNA, genetic analysis, mutants, Saccharomyces cerevisiae 3383. 

tRNA Glu, cloning, gene expression, man 4569. 

tRNA Gly, frameshift mutant, DNA nucleotide sequence, Saccharomyces cerevisiae 
1299. 


tRNA Gly, tRNA Ser, DNA nucleotide sequence, mitochondria, Drosophila yakuba, 
comparison mammals 3579. 

tRNA, hybridization analysis, synthetic oligodeoxyribonucleotids probes, 
chloroplasts, Euglena gracilis 1922. 

tRNA Ile, tRNA Ala, DNA, nucleotide sequence 2491. 

tRNA Leu, introns, 5'-terminus flanking regions, role transcription, MRNA 

licing, yeasts 6673. 

tRNA Leu, transcription initiation, yeasts 1785. 

tRNA Lys, DNA nucieotide sequence, Drosophila melanogaster 266. 

tRNA Lys, nucleotide sequence, mice 3628. 

tRNA lys, suppressors, thalassemia B-globin mutation, oocytes, man 4558. 

tRNA Met, DNA nucleotide sequence, chloroplasts, Nicotiana tabacum 2996. 

tRNA Phe, cloning, cDNA nucleotide sequence, Escherichia coli 5086. 

tRNA Phe, cloning, restriction endonuclease mapping, Escherichia coli 3865. 

tRNA Pro, tRNA Gly, cDNA nucleotide sequence, mice 5730. 

tRNA, recombination, Schizosaccharomyces pombe 3217. 

tRNA, Salmonella typhimurium, microinjection, gene expression, oocytes, Xenopus 
laevis 4562. 
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tRNA Ser, cloning, nucleotide sequence, hybridization analysis, phage T5 6423. 

tRNA Ser, point mutation, characterization, mitochondria, Saccharomyces 
cerevisiae 4123. 

tRNA, snRNA U1, restriction endonuclease mapping, man 6446. 

tRNA, suppressor mutant, SV40, effects on herpes simplex virus 1 thymidine kinase 
nonsense mutant, mammalian cells 5242. 

tRNA, transcription, use RNA polymerase III, Escherichia coli, oocytes, Xenopus 
948. : 

ups Trp, DNA nucleotide sequence, mitochondria genomes, Paramecium tetraaurelia 

tRNA Tyr, interaction ribonuclease P, Escherichia coli 4785. 

tRNA Tyr introns, role RNA biosynthesis, yeasts 3394. 

tRNA Tyr, Saccharomyces cerevisiae, Xenopus RNA polymerase III transcription 667. 

tRNA val, characterization, DNA, chioroplasts, Triticum vulgare 5283. 

tRNA Val, DNA nucleotide sequence, chloroplasts, Nicotiana tabacum 2996. 

tRNA 5S, organizatton, transposon B104 insertion effects on, Drosophila 
melanogaster 267. 

roe cit cloning, gene mapping, gene expression, gene products, Escherichia 
coli 3126. 3 

Rous sarcoma virus choriogonadotropin, transfection, fibroblasts, chickens 3210. 

RP2 gene, DNA nucleotide sequence polymorphism, mice 3647. 

mpmH gene, nucleotide sequence, Escherichia coli 231. 

trnB gene promoters, cloning, use, rRNA biosynthesis regulation, Escherichia coli 
5955. 

S4 gene, reovirus 2, role inhibition, RNA biosynthesis, protein biosynthesis, L 
cells 120. 

S4 gene, role, reovirus, persistent infection, L cells 356. 

5S rRNA, Bacillus subtilis 284. 

as1-casein, cloning, nucleotide sequence, cattle 5240. 

secretory protein IV, restriction endonuclease mapping, cDNA nucleotide sequence, 
gene libraries, seminal vesicle, rats 4375. 

seminal vesicle androgens regulation secretion proteins, DNA nucleotide sequence, 
restriction endonuclease mapping, rats 6455. 

sfiA gene, gene expression, role genetic control cell division, Escherichia coli 
1553. 

Sgs4 gene, restriction endonuclease mapping, gene expression, salivary gland, 
larvae, Drosophila melanogaster 2441. 

single-stranded DNA-binding protein, gene mapping, gene products, F factors, 
Escherichia coli 6400. 

single-stranded RNA-binding protein, RNA nucleotide sequence, reovirus 6276. 

SIR gene, effects on chromatin structure, role gene regulation transcription 
mating types, Saccharomyces cerevisiae 527. 

sn-glycerol-3-phosphate transport, cloning, Salmonella typhimurium 5269. 

sodA gene, cloning, gene mapping, Escherichia coli 5763. 

somatostatin, gene mapping, chromosomes, hybridization analysis, man 5059. 

somatotropin, chromatin, pituitary, rats 3991. 

somatotropin, cloning, DNA nucleotide sequence, gene libraries, cattle 1934. 

somatotropin, gene expression, hybridization analysis, hepatoma, liver, pituitary 
(anterior), rats 6624. 

somatotropin,.man, insertion, inactivation rRNA genes, rats 3860. 

somatotropin metallothionein hybrids, gene regulation, cloning, papilloma virus 
(bovine) 4547. 

somatotropin, nucleotide sequence, mice 5023. 

somatotropin, rats, genetic engineering, mice 2636. 

somatotropin, restriction endonuclease mapping, dwarf, mice 5739. 

somatotropin, restriction endonuclease mapping, placenta gene libraries, man 
5042. 

somatotropin, site-directed mutagenesis, cattle 4566. 

spo gene, cloning, restriction endonuclease mapping, phage ©105, association 
transduction, Bacillus subtilis 399. 

spo0A gene, spo0C gene, cloning, use phage p11, Bacillus subtilis 3213. 

spores coat protein, gene mapping, germination defective mutant, Bacillus 
subtilis 5080. 

spores specificity, cloning, restriction endonuclease mapping, Dictyostelium 
discoideum 285. 

sporulation, cloning, restriction endonuclease mapping, phage 105, 
association transduction, Bacillus subtilis 399. 

spoVC gene, promoters, interaction RNA polymerase, Bacillus subtilis 2116. 

spoVG gene, gene expression, role RNA polymerase oa factor, promoters 
recognition, Bacillus subtilis 6696. 

src gene, sites directed temperature sensitive deletion mutant, Rous sarcoma 
virus 1547. 

ssb-1 gene, gene amplification, DNA-binding protein, cloning, Escherichia coli 
4534. 

storage proteins, cDNA nucleotide sequence, Pisum sativum 3583. 

str gene, transformation 949. 

streptomycin antibiotic resistance, mutants, selection, methodology, Escherichia 
coli 2689. 

structural proteins, deletion mutant, DNA nucleotide sequence, SV40 855. 

structural proteins, DNA, restriction endonuclease mapping, gene expression, 
phage 14 862. 

SUC gene families, gene mapping, Saccharomyces 1951. 

sucrose synthase, restriction endonuclease mapping, Zea mays 6453. 

sucrose synthase, transposon DS isolation, cloning, restriction endonuclease 
mapping, Zea mays 946. 

sulfonamide drug resistance, nucleotide sequence, plasmids, Escherichia coli 
5115. 

SUP4 gene, mutants, mapping, Saccharomyces cerevisiae 800. 

sup2 gene, temperature-sensitive mutant, cycloheximide effects on gene 
expression, Saccharomyces cerevisiae 938. 

SV40 antigen t, cloning, gene expression, Escherichia coli 3147. 

svs IV gene, incorporation plasmid pSVS 3.3, structure, endonuclease S1 
(Aspergillus) sensitivity, seminal vesicle, rats 6525. 

symbiosis, plasmids construction, characterization, Rhizobium meliloti 2671. 

synthesis, cloning, reviews 3335. 

T cell leukemia virus envelopes, homology histocompatibility locus HLA B region, 
man 5758. 

tem1 gene, nucleotide sequence, Saccharomyces cerevisiae 5066. 

terminal protein, organization, DNA nucleotide sequence, foot-and-mouth disease 
virus 220. 

termination factor rho, isolation, Bacillus subtilis 5057. 

termini, transposon Tn10, association enzymes function, transposition 3945. 

tet gene, gal gene, Escherichia coli, regulation, phage &X174 promoters 992. 

tet gene, mechanisms antibiotic resistance, transposon Tn10, Escherichia coli 
5923. 


103 


Subject Index 


Genes, (continued) 

tet gene, transposon Tn1721, tetracycline drug resistance, gene mapping 1322. 

tetracycline antibiotic resistance, DNA nucleotide sequence, transposon Tn10 
2952. 

tetracycline antibiotic resistance, Escherichia coli, gene expression, Bacillus 
subtilis 5972. 

tetracycline antibiotic resistance, nucleotide sequence, plasmid pBR322 5769. 

tetracycline antibiotic resistance, restriction fragments deletion, plasmid 
pBR322 6667. 

tetracycline antibiotic resistance, tetA gene, tetR gene, DNA nucleotide 
sequence, R factor RP1 homology transposon Tn1721 6504 

tetracycline, plasmid pACYC184, SV40 promoters gene regulation 940. 

tetracycline resistance, plasmids, mutation effects on antibiotic resistance, 
Escherichia coli 5926. 

tetrahydrofolate dehydrogenase, cDNA SV40 transfection, gene expression, gene 
amplification, CHO cells 3185. 

tetrahydrofolate dehydrogenase, cloning, gene amplification, tetrahydrofolate 
dehydrogenase deficiency CHO cells 5942. 

tetrahydrofolate dehydrogenase, cloning, hybridization analysis, restriction 
endonuclease mapping, CHO cells 5748. 

tetrahydrofolate dehydrogenase, cloning, mice 3163. 

tetrahydrofolate dehydrogenase, DNA nucleotide sequence, transposon Tn7 5761. 

tetrahydrofolate dehydrogenase, gene amplification, fluorescence, CHO cells 5650. 

tetrahydrofolate dehydrogenase, herpesvirus, Harvey sarcoma virus repeated 
sequence, chimeras, construction, transfection NIH 3T3 cells 1455. 

tetrahydrofolate dehydrogenase, methylation, mice 5785. 

tetrahydrofolate dehydrogenase, mice, gene expression, plasmid pPL608-TR1 role, 
Bacillus subtilis 5288. 

tetrahydrofolate dehydrogenase, nucleotide sequence, man comparison chickens, 
mice, cattle 5746. 

tetrahydrofolate dehydrogenase, nucleotide sequence, trimethoprim drug resistance 
mutants, Escherichia coli 1318. 

tetrahydrofolate dehydrogenase, replication timing, CHO cells 5836. 

tetrahydrofolate dehydrogenase, restriction endonuclease mapping, hybridization 
analysis, CHO cell, hamsters 3635. 

tetrahydrofolate dehydrogenase, transfection, gene amplification, CHO cells 4551. 

tetrahydrofolate dehydrogenase, use plasmids vectors construction, promoters 
cloning, Escherichia coli 4593. 

tetrahydrofolate reductase, genetic engineering 415. 

f-thalassaemia, clones, transcription, RNA splicing defects 3862. 

thaiassemia B-globin, point mutation, activation splicing sites, man 4543. 

thalassemia, nucleotide sequence, association RNA splicing, cloning, man 2989. 

threonine biosynthesis, transduction, Streptomyces venezuelae 5961. 

threonyl-tRNA synthetase, cloning, gene expression, Escherichia coli 1468. 

thy-1 antigen, cloning, DNA nucleotide sequence, mice 1376. 

thymidine kinase, association thymidine kinase, retrovirus (murine) DNA | 
terminal repeat effect on, mice 3138. 

thymidine kinase, cloning, gene expression, herpes simplex virus 1 4514. 

thymidine kinase, deficient mutant, gene mapping, vaccinia virus 5020. 

thymidine kinase, deletion mutant, herpes simplex virus 1 1459. 

thymidine kinase, DNA nucleotide sequence, frameshift mutant, vaccinia virus 
3045 
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thymidine kinase, gene expression, chromatin structure modulation, herpes simplex 
virus 1, transformed cells, fibroblasts, mice 2149. 

thymidine kinase, gene expression, herpes simplex virus 1529. 

thymidine kinase, gene mapping, mRNA characterization, vaccinia virus 852. 

thymidine kinase, gene regulation, promoters, herpes simplex virus 1 5245. 

thymidine kinase, gene transfer, methodology, transformation, cell lines, mice 
3155. 

thymidine kinase, herpes simplex virus, cloning, CHO cells 3182. 

thymidine kinase, herpes simplex virus, gene transfer, L cells, electric currents 
2091, 

thymidine kinase, herpes simplex virus, genetic variance relationship changes, 
gene expression, mice 6603. 

thymidine kinase, herpes simplex virus, heat shock promoters gene regulation, 
Xenopus 982. 

thymidine kinase, herpes simplex virus pariiioma virus (bovine) DNA plasmid 
pBR322 recombinants, recovery, Escherichia coli transformation 4575. 

thymidine kinase, herpes simplex virus 1, gene expression, plasmids, mammalian 
cells, cells, Escherichia coli 5990. 

thymidine kinase, herpes simplex virus 1, herpes simplex virus 2, transfection, 
restriction endonuclease mapping 398. R 

thymidine kinase, herpes simplex virus 1, splicing signals, polyadenylation 
signals, substitution, gene libraries, Cercopithecus aethiops 2654. 

thymidine kinase, herpes simplex virus 1, transformation, mammalian cells 3810. 

thymidine kinase, nonsense mutant, herpes simplex virus 1, SV40 tRNA suppressor 
mutant effects on, mammalian cells 5242 

thymidine kinase nucleotide sequence, herpes simplex virus 2 3673. 

thymidine kinase promoters, restriction endonuclease mapping, hypersensitivity 
regions, relationship, gene expression, mice 1935. 

thymidine kinase, transcription, role templates topography, herpes simplex virus 
2651. 

thymidine kinase, 3-terminus, localization promoters, herpes simplex virus 1 654. 

thymidine phosphorylase, uridine phosphorylase, cloning, use Bacillus subtilis 
DNA, plasmid pBR325, pean pBR322, Escherichia coli 5902. 

thymidylate synthase, DNA nucleotide sequence, homology Lactobacillus casei, 
Escherichia coli 6397. 

thymidylate synthase, genetic engineering, Escherichia coli 3883. 

thymosin «1, cloning, transcription, calf thymus 3152. 

thyroglobulin, cDNA, gene expression 5992. 

thyroglobulin, cloning, rats 3151. 

thyroglobulin, hybridization analysis, restriction endonuclease mapping, man 
3643. 


thyrotropin B-subunit, cloning, cDNA nucleotide sequence, mice 3835. 

Tn1 gene, recombination, association DNA biosynthesis, Escherichia coli 3854. 

tnpA, initiation mutation, characterization, Tn3 transposon 420. 

tolC gene, cloning, Escherichia coli 1499. 

tolC gene, DNA nucleotide sequence, Escherichia coli 6499. 

tolC gene proteins precursors, signal peptides role, Escherichia coli 5909. 

tra gene, restriction endonuclease mapping, gene mapping, gene expression, phage 
d 3861. 

traD gene, Escherichia coli, mutation, effects on phage MS2 RNA biosynthesis 
1205. 

tral gene association DNA helicase |, role F factors, identification, Escherichia 
coli 6040. 

transcription initiation, regulation, tRNA Tyr, Saccharomyces cerevisiae 3216. 
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transduction, mammalian cells, Moloney sarcoma virus vectors 4517. 

transduction, methodology, adenylate cyclase deletion mutant, Escherichia coli 
3798. 

transfer, herpes simplex virus thymidine kinase genes, CHO cells 3182. 

transfer, plasmids, Bacillus subtilis 1477. 

transformation, colchicine resistance, role gene amplification, hamsters 5933. 

transformation, DNA mediation, Nostoc muscorum 5228. 

transformation, DNA nucleotide sequence, cloning, lymphoma, chickens 2469. 

transformation, DNA nucleotide sequence, Fujinami sarcoma virus 261. 

transformation, gene expression, lymphocytes, 

transformation, identification, DNA nucleotide sequence, polyoma virus 6416. 

transformation, identification, transposon Tn5 mutagenesis, adenovirus (human) 5 
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antibodies, cerebrospinal fluid, neurological diseases, man 1019. 
assays, methodology 2217. 
bases, bonding interactions, N.M.R. 3347. 
biochemistry, molecular biology, books 6790. 
biosynthesis, yy radiation effects on, development, brain, rats 2579. 
cis-platinum diamminodichloride derivatives binding, structure-activity 
relationships, 5487. 
cis-platinum diamminodichloride effects on, cell surface, tumor cells 348. 
conformation, reviews 6136. 
conformational analysis, models, reviews 6120. 
double-stranded helix, ethidium analogs cross-linking 5494. 
electrophoresis, books 569. 
extraction, methodology, gel electrophoresis, potato spindle tuber viroid 4957. 
hydrogen bonds, comparison, X-ray diffraction, neutron diffraction 4758. 
low molecular weight, identification, Streptomyces aureofaciens 6139. 
metabolism, dAMP, substrate preferences, Saccharomyces cerevisiae 591. 
monomers, C.D. 4086. 
proteins interaction, dynamics, cross-linking, methodology 2774. 
proteins interactions, crystal structure 4110. 
purification, fractionation, methodology 1678. 
tadioactive labelling, RNA biosynthesis, DNA biosynthesis, bacteria, algae 335. 
role genetics, reviews 2215. 
secondary structure, computer applications 829. 
structure, interaction proteins, books 6797. 
structure, X-ray diffraction, N.M.R., books 6801. 
Nucleocapsids, 
assembly, vesicular stomatitis virus 1066. 
DNA topoisomerase activity, cytomegalovirus (human) 1016. 
genes, RNA nucleotide sequence, coronavirus (murine) 3443. 
proteins, genes, cloning, vesicular stomatitis virus 2054. 
Nucleoids, 
conformation, Bacillus subtilis spores 4010. 
DONA association, influenza virus, chick embryos 156. 
DNA, bleomycin binding, Escherichia coli 4308. 
DNA, isolation, conformation, Bacillus licheniformis 2727. 
DNA structure, Escherichia coli 1404. 
gradients, comparison, sucrose, DNA repair mechanisms, fibroblasts, man 2039. 
HeLa cells, nuclei matrix DNA complex 3990. 
structure, mitomycin C effects on, Escherichia coli 3998. 
structure, properties, reviews, Escherichia coli 540. 
structure, repair, heat shock, Escherichia coli 5172. 


141 


Subject Index 


OE a nie iam 
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aflatoxin B1 binding, chromatin, RNA polymerase, Escherichia coli, RNA polymerase variegatus DNA 4696. ~% 
| probes, rats 6057. core particles, trypsin proteolysis effects on, C.D., restriction endonuclease 
chromatin, protein B23, protein C23 distribution 6740. mapping, chickens 3261. 4 
chromatin structure, hepatocytes, rats 6071 cores, assembly, topoisomerase effects on, erythrocytes, chickens 494. 
chromatin structure, relationship rRNA biosynthesis, hepatocytes, rats 6079. daunorubicin binding, electric dichroism, calf thymus 3302. 
formation, polytene chromosomes, salivary gland, Drosophila melanogaster 1605. DNA binding proteins, dissociation, sodium dodecyl sulfate 5400. 
formation, silver staining use, prophase, meiosis, spermatocytes, mice 6758. DNA conformation, erythrocytes, chickens 2743. 
proteins, mitosis, electron microscopy, HeLa cells 3259. DNA levels 2390. 
rRNA 28S genes, localization, hybridization analysis, spermatocytes, man 2905. DNA topoisomerase | association, HeLa cells 3246. » 
role, rRNA biosynthesis, reviews 4733. endodeoxyribonucleose BspRl, immunoglobulins «-chain joining region, constant 
ultrastructure, association RNA biosynthesis, oocytes development, pigs 2860. region genes, endodeoxyribonucleose BspRI sensitivity, liver, mice 4706. 
ultrastructure, ecdysone effects on, autoradiography, Drosophila 5609. ethidium bromide association, models 2191. 
Nucleolus, formation, adenovirus DNA, scanning electron microscopy, HeLa cells 1023. 
ribosomes gene amplification, thioacetamide effects on, cell lines 1890. formation, poly(ADP-ribose) modification histone H1 effects on 2737. 
Nucleolus organizer region, formation, role histone H2A C-terminus, N-terminus 5389. 
analysis tetraploidy, diploidy, Biomphalaria, Bulinus 6781. high mobility group protein 17 affinity, HeLa cells 3284. 
characterization, ribosomes cDNA, hybridization analysis, Triticum, Aegilops 919. high mobility group protein 17 binding, HeLa cells 4684. 
B chromosome, cytogenetics, Calycadenia 518. high mobility group proteins binding, erythrocytes, chickens 528 
X chromosome, rRNA genes, repeated sequence, Drosophila melanogaster 6392. histone H2A ubiquitin conjugation, lymphocytes transformed cells, chickens 2736 
localization, rRNA genes activity, hybridization analysis, species comparison, histones core particles, helix, models 5354. 
genomes, Drosophila 5101. histones core particles structures, X-ray scattering, calf thymus 6744. 
lymphocytes, chickens 2155. interactions DNA, chromatin, vertebrates 1049. 
morphology, banding, man 6450. ligands intercalation, association chromatin structure, models 2145. 
proteins, chromatin distribution, cell lines, man 3274. mapping, chromatin, Drosophila melanogaster 522. 
rRNA genes, polytene, salivary gland, Drosophila hyde! 5980. mapping, methodology, chromatin structure 5351. 
sex chromosomes, content, rRNA biosynthesis regulation, Drosophila melanogaster organization, chromatin 521. 
5594. organization, chromatin, Saccharomyces cerevisiae 4703. 
silver stainning, sulfhydryl groups role 6070. organization, chromatin structure, ions effects on, erythrocytes, chickens 3280. 
structure-activity relationship, silver staining 6760. periodicity, histone H5, chromatin, erythroid cells, spermatozoa, Echinoidea 
ultrastructure localizaton, carcinoma, breast, man 519. 5367. 
ultrastructure, relationship aging, fibroblasts, man 4697. restriction endonuclease mapping, chromatin, differentiation, neurons, brain, 
Nucleopeptides, rats 2178. 
interaction DNA, poly(A) 5655. tRNA genes, micrococcal nuclease probes, Tretahymena thermophila 3985. 
Nucleoproteins, tRNA 5S genes nucleotide sequence, association chromatin structure, Xenopus 
chromatin organization, spermatozoa, Mytilus edulis 4663. laevis 4668. 
coiling, adenovirus (human) 12, electron microscopy 4657. structure, C.D., thermal stability, erythrocytes, chickens 2747. 
distribution, migration, nuclei, oocytes, Xenopus 6780. structure, cytosine arabinoside effects on, MSB cells 6769. 
DNA complex, characterization, adenovirus 3260. structure, electron microscopy, hybridization analysis, polytene chromosomes, 
DNA complex, progesterone receptors ae: methodology, oviduct, chickens 2013. salivary gland, Drosophila melanogaster 2729. 
DNA complexes, isolation, characterization, SV40 2724. structure, erythrocytes, chickens 2746. 
isolation, characterization, parvovirus Lulll 3957. structure, role histone H1a, chromatin, liver, rats 6061. 
localization, nuclei, oocytes, reviews, Rana 5425. structure, role histone H1, relationship DNA repair 2748. 
phosphorylation, cyclic AMP, eukaryotes 6642. thermal stability, acetylation effects on 2142. 
phosphorylation, fractionation, characterization, salivary gland, Chironomus trypsin digestion, effects on chromatin structure 3293. 
tentans 6053. X-ray diffraction, transmission electron microscopy, freeze-fracture, 
RNA, DNA complex, reviews, viruses 1073. chromosomes, Drosophila 5388. 
mRNA translation, gene products, snowshoe hare virus 5633. Nucleotidase, 
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tumors, reviews 4732, 5335. 
Nucleoside methylphosphonates, Nucleotide sequence, 
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Nucleoside triphosphatase, v-abl gene, c-abl gene, tyrosine phosphorylation sites, man, homology Abelson 
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purification, characterization, RNA role, ascites tumor cells 2126. acetohydroxy acid synthase genes, Escherichia coli 5789. 
Nucleosides, N-acetoxy-2-acetylaminofluorene induction mutation, plasmid pBR322 6474. 
analogs, antiviral activity, cytomegalovirus 6160. acetylcholine receptors a-subunit mRNA, Torpedo marmorata 3454. 
analogs, phospholipids conjugate, synthesis, use antineoplastic drugs 3360. acid phosphatase genes 5'-terminus, DNA, Saccharomyces cerevisiae 2506. 
analogs, synthesis 1660. actin genes, Caenorhabditis elegans 3663. 
cis-platinum diamminodichloride interactions, N.M.R. 13. a-actin genes cDNA, skeletal muscle, man 4416. 
conformational analysis, methodology, N.M.R. 6155. B-actin genes, cytoplasm, rats 3620. 
cyclization, sugars chains oxidation, Acetobacter suboxydans 5454. actin genes, Drosophila 3567. 
detection, high-performance liquid chromatography, blood serum, man 4050. actin genes, epidermis, man 4853. 
doxorubicin interaction 3356. actin genes, hybridization analysis, mice 5743. 
Sfustowadl jo Seong 8 fuoraaisice. high-performance liquid chromatography actin genes, Saccharomyces carlsbergensis, comparison Saccharomyces cerevis 
assays 1672. 3590. 
fractionation, tricholoroacetic acid extracts, cells 1086. actin genes, Strongylocentrotus purpuratus 1972. 
high-performance liquid chromatography analysis 4059. adenine phosphoribosyltransferase genes, ethylmethanesulfonate alterations, 
high-performance liquid chromatography, reviews 1074. restriction endonuclease mapping, CHO cells 1868. 
yie hobicity, ionic strength effects on 2223. adeno-associated virus, genomes 1344. 
identification, mass spectroscopy, tRNA, Escherichia coli 1118. adenosinetriphosphatase complex genes, comparison Spinacea, Petunia hybride 
methylation, tRNA, brain, rats, cattle 1123. Spirodela oligorhiza 5030. 
separation, high-performance liquid chromatography 9. adenosinetriphosphatase operons promoters regions, Escherichia coli 2418. 
separation, high-performance liquid chromatography 5452. adenosinetriphosphatase subunit 8 genes, mitochondria, Saccharomyces cerevis 
separation, high-performance liquid chromatography 5453. 5105. 
separation, thin-layer chromatography 5434. adenovirus (human) 2+SV40 recombinants 5073. 
separation, use chromatography 5450. adenovirus (simian) 7, transformed cells, tumor cells, rats, hamsters 4433. 
trimethylsilyl derivatives, mass spectroscopy 1664. alcohol dehydrogenase genes, Drosophila melanogaster 6434, 
use, antiviral agents, reviews 1093. alcohol dehydrogenase genes introns, Drosophila 2445. 
use RNA labelling, viruses 4203. alcohol dehydrogenase mRNA, 5' terminus, flanking regions, Drosophila 
Nucleosomes, melanogaster 5584. 
aggregation, chromatin fibers, erythrocytes, chickens 4670. algorithms, DNA homology 5014. 
arrangement, chromatin, models 5355. algorithms, mathematical models 4336. 
arrangement, role DNA topography 3299. alterations, association transforming genes mutation, cell lines 3638. 
arrangement, role histone HS 4676. aminoacylation RNA, viruses, reviews 4725. 
assembly, MSB-1 cells 4683. ampC promoter, insertion sequences, insertion sequence 2 incorporation, 
characterization, chromatin, Porphyridium aerugineum 2735. Escherichia coli 3605. 
chemical modification, effects on DNA folding, erythrocytes, chickens 1055. a-amylase genes, Bacillus subtilis 2495. 
chromatin, C.D., erythrocytes, birds, thymus, cattle 525. amylase genes, insulin genes, pancreas, rats 6485. 
chromatin, structure 517. a-amylase genes promoters, N-terminus signal peptides, Bacillus subtilis 
conformation, histones acetylation effects on, lymphoblastoid cell lines 5353. 4342. 
conformational analysis, DNA association histones, reviews 1045. analysis, cloning, sonication DNA 3196. 
core particles distance, histone H5 induction rearrangement, erythrocytes, angiotensin genes, liver, rats 3576. 
chickens 4671. ant gene promoters, phage P22 2434. 
core particies, distribution, chromatin structure 3993, antigen D, antigen L loci, histocompatibility locus H-2 D region, mice 6508. 
core particles, high mobility group proteins binding, neutron scattering, antigen K88 genes, Escherichia coli 5077. 
erythrocytes, chickens 3298. antigen T genes, deletion mutant, SV40 1343. 
core particles, histone Hi association 2765. antigen T genes, replication origin, JC virus 779. 
core particles, histone H3 histone H3 interaction, fluorescence, erythrocytes, antigen T genes, SV40 304. 
chickens 1046. antigenic variants, visna virus 104. 
core particles, micrococcal endonuclease digestion induction fragments, antithrombin Ill, genes, man 2635. 
erythrocytes, chickens 6062. antithrombin Ill, man 4424. 
core particles, RNA polymerase Il, thymus, cattle, binding, myeloma, mice 3237. apolipoprotein A-| genes, liver, man 5051. 
core particles structure, chickens erythrocytes histones, association Lytechinus apolipoprotein A-I genes, man 1939. 
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apolipoprotein A-| genes, man 4366. 

apolipoprotein (very low density) genes, chickens 4368. 

argenine operon promoters, operators, Escherichia coli 1969. 

arginine operon, Escherichia coli 238. 

arginine operon regulation regions, Escherichia coli 836. 

arginine regulon, identification arginine operator, Escherichia coli 6006. 

argininosuccinate synthetase genes, man 6491. 

association transcription, SV40 superhelix DNA 4397. 

avian myeloblastosis virus, v-myb gene, c-myb gene, comparison 1351. 

Balbiani rings genes, hybridization analysis, evolution, salivary gland, 
Chironomus tentans 3036. 

- Balbiani rings, repeated sequence, Chironomus tentans 6403. 

BamHI family repeated sequence, mice 5811. 

base composition, phage fd, phage ®X174 2476. 

BK virus, SV40 3054. 

bleomycin A2, talisomycin cleavage sites specificity, role DNA topology 2396. 

bluetongue virus RNA, serotypes 2853. 

box gene introns mutants, mitochondria, yeasts 2973. 

oe protein genes cDNA, serotypes comparison, foot-and-mouth disease virus 


capsid protein genes, foot-and-mouth disease virus 310. 

capsid protein genes, respiratory syncytial virus 6260. 

capsid protein genes, rotavirus (bovine) 4865. 

capsid protein, membrane glycoproteins genes, Ross River virus 6411. 

capsules genes, homology, Escherichia coli, Neisseria meningitidis 4395. 

carB gene association carbamoy!-phosphate synthetase (glutamine-hydrolysing), 
Escherichia coli 5775. 

€-casein genes cDNA, mice 2990. 

cassava latent virus DNA 1345. 

cell surface glycoproteins genes, Trypanosoma brucei 788. 

Ome glycoproteins mRNA, comparison VSG 117 gene, Trypanosoma brucei 


tah chromosome 3, comparison chromosome 11, Saccharomyces cerevisiae 

87. 

centromeres, chromosome 6, Saccharomyces cerevisiae 1945. 

k-chain joining region genes, hybridization analysis, restriction 
endonuclease mapping, comparison mice, rats 1959. 

characterization, use plasmid pUC directed mutagenesis 1503. 

chloroplasts DNA rRNA genes, Spinacea oleracea 3317. 

chorion cDNA, gene libraries, hybridization analysis, Bombyx mori 5112. 

chorion genes, Antheraea polyphemus 5095. 

chorion genes, genes families, Antheraea polyphemus 4338. 

Eeoeatn structure, histones acetylation, role, expression polyoma virus, SV40 

1775. 

chymosin genes cDNA, cattle 2983. 

clil gene, phage \ 2432. 

Citrobacter freundii regulation regions, Citrobacter freundii, comparison, 
Escherichia coli, Salmonella typhimurium 241. 

cloacin genes, C10 DF13 plasmids 3582. 

coagulation factor 1X genes cDNA, liver, man 3645. 

coagulation factor IX genes, gene libraries, liver, man 3017. 

coat protein genes, tobacco mosaic virus 4193. 

coding, characterization, eukaryotes 5069. 

col-1 gene, col-2 gene, hybridization analysis, restriction endonuclease mapping, 
Caenorhabditis elegans 1978. 

colicin E3, colicin E3 inhibitor genes, ColE3 plasmids 4992. 

colicin E3 genes, ColE3 1328. 

collections, eukaryotes, mammals, mitochondria, books 6800. 

collections, viruses, phages, procaryotes, books 6799. 

comparison algorithms 3015. 

comparison, algorithms 4364. 

comparison, endogenous retrovirus, genomes, avian leukosis virus 5011. 

comparison micronuclei, macronuclei DNA, Stylonychia pustulata 5102. 

complement resistance genes, plasmid R100, Escherichia coli 754. 

composition, RNA 7.5S, ribonucleoproteins, man 2135. 

computer programs analysis, DNA repeated sequence 5768. 

conservation, RNA, species specificity, rotavirus 6275. 

coupling factor 1 «-chain genes, chloroplasts, Nicotiana 3618. 

creatine kinase genes, liver muscles, chick embryos 3162. 

y-Ccrystallin genes, eye lens, rats 3032. 

Cuticle genes families, Drosophila 2442. 

cya gene, restriction endonuclease mapping, Escherichia coli 3656. 

cytochrome b genes introns splicing signals, mitochondria genomes, Saccharomyces 
cerevisiae 787. 

cytochrome b genes, mitochondria, rats 1402. 

cytochrome b genes mutants, role mRNA splicing, Saccharomyces cerevisiae 1924. 

cytochrome b, tRNA Pro, tRNA Thr, tRNA Glu genes, mitochondria DNA, rats 3614. 

cytochrome c oxidase genes, mitochondria DNA, Aspergillus nidulans 4329. 

cytochrome c oxidase genes, Neurospora crassa 817. 

cytochrome c oxidase genes, Neurospora crassa 4398. 

cytochrome P-450 genes, liver, rats 5790. 

cytoplasmic male sterility, restriction endonuclease mapping, Brassica napus 
5029. 


data banks 2981. 
deletion, albumin mRNA, splicing, rats 4908. 
deletion mutant, B-globin thalassemia genes, man 2454. 
determination, DNA, methodology 5792. 
~ determination, oligodeoxyribonucleotides, methodology 2230. 
DNA, B-actin pseudogenes, gene libraries, man 1312. 
DNA, a-casein, y-casein genes, homology comparison, rats 1996. 
DNA, y-interferon genes, man 1385. 
DNA, y-subunit, acetylcholine receptors, electric organs, Torpedo californica 
3004. 


DNA, 3'-terminus, genomes, murine leukemia virus 772. 

DNA, a-tubulin genes, pseudogenes, rats 3028. 

DNA, B-tubulin pseudogenes, multipleforms, man 2984. 

DNA A-form B-form models, association structure 4094. 

DNA, actin genes, Acanthamoeba castellanii 814. 

DNA, actin genes, skeletal muscle, rats 3009. 

DNA (adenine-6-)-methyltransferase genes, Escherichia coli 3609. 

DNA, ampC gene genes mutants, promoters, Escherichia coli 2954. 

DNA, analysis, methocology 2980. 

DNA, analysis, use plasmid pUR 250 236. 

DNA, association histocompatibility locus HLA genetic code, evolution, mammalian 
cells 3164. 
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ONA, association virulence, cauliflower mosaic virus 853. 

DNA biosynthesis, Epstein-Barr virus 3061. 

ONA, bromouracil mutagenesis effects on, phage \ 1254. 

DNA, choriogonadotropin 3-subunit genes, man 3021. 

DNA correlation centrifugation, man 6452. 

ONA, coupling factor 0 genes, chloroplasts, Triticum 2977. 

DNA, coupling factor 1 B-subunits, «-subunits genes, chloroplasts, 
Spinacea oleracea 2975. 

DNA, determination, methodology 2999. 

DNA, function, evolution, papilloma virus (bovine) 1 3681. 

DNA genomes, mitochondria, Drosophila yakuba 306. 

DNA genomes organization, Dictyostelium 2968. 

DNA, genomes, vaccinia virus 215. 

DNA, hepatitis B subtypes, cloning, Escherichia coli 2962. 

DNA, histocompatibility antigen HLA, DR determinants, a-chain, cloning, cell 
culture, man 977. 

DNA, histone H2B genes, homology, chickens 1313. 

DNA, homology, reviews 4731. 

DNA, introns, cytochrome oxidase genes, mitochondria, yeasts 289. 

DNA, junctions, adenovirus (human) 12, cells, hamsters 859. 

DNA, lectins genes, MRNA hybridization analysis, Phaseolus vulgaris 2945. 

DNA, nuclei, embryos, Triticum 3641. 

DNA, ompF gene, Escherichia coli 753. 

DNA, palindromes, statistical analysis 1398. 

DNA, repeated sequence, Balbiani rings, Chironomus thummi 810, 

DNA, repeated sequence, cloning, Gross leukemia virus 1341. 

DNA, repeated sequence, genomes, mice 1305. 

ain repeated sequence, monkeys, transformation, L cells, genetic engineering 

87. 

DNA, restriction endonuclease mapping, herpesvirus (equine) 1 3043. 

DNA, role gene regulation, « gene, herpes simplex virus 1293. 

DNA, role insertion, adenovirus (human) 2, mammalian cells 224. 

DNA, role transcription termination, Saccharomyces cerevisiae 212. 

DONA, rRNA 18S genes, oocytes, Xenopus laevis 820. 

DNA, secretion proteins genes, seminal vesicles, rats 3010. 

DNA, somatotropin genes, gene libraries, cattle 1934. 

DNA, statistical analysis 2468. 

DNA, statistical analysis 2472. 

DNA, suppressor mutant, transcription initiation, Saccharomyces cerevisiae 3216. 

DNA, SV40 deletion mutant 1352. 

DNA, Testudo horsfieldi 763. 

DNA, transcription initiation sites, rRNA genes, rats 1938. 

DNA, tRNA Lys, tRNA Gin, tRNA Leu, man 1937. 

DNA, tyrosyl-tRNA synthetase genes, Bacillus stearothermophilus comparison, 
Escherichia coli 1332. 

DNA, use U.V. radiation cleavage 741. 

DNA, vaccinia virus 210. 

DNA Z-form, man 835. 

DNA, zein genes, Zea mays 819. 

DNA-binding protein 5412. 

DNA-binding protein, amino acid sequence, temperature-sensitive mutant, 
adenovirus (human) 5 2768. 

DNA-binding protein genes mutation, adenovirus 3596. 

DNA-binding protein genes, mutation, adenovirus (human) 2+SV40 hybrids €510. 

dnaA gene, dnaN gene, Escherichia coli 803. 

dnaA gene promoters, rpmH gene, Escherichia coli 231. 

cDNA, e-globin genes, homology, B-globin, p-globin genes, chick 
embryos 2988. 

cDNA, acetylcholine receptors genes, Torpedo 782. 

cDNA, adenosinetriphosphatase precursors genes, Neurospora crassa 813. 

oe A1 gene, B1 gene, hybridization analysis, linkage analysis, Xenopus laevis 

cDNA clones, phosphoglycerate kinase genes, hybridization analysis, man 3627. 

cDNA, comparison, zein genes families 1979. 

cDNA, corticoliberin precursors, sheep 2993. 

cDNA data banks, computer programs 5765. 

cDNA gastrin genes, man 5234. 

cDNA, gastrin, rats 95. 

cDNA, immunoglobulins heavy chains constant region, myeloma, man 842. 

cDNA, keratin, epidermis, man 1988. 

cDNA, methodology 6470. 

cDNA, methodology, mice 3623. 

cDNA, preproinsulin, Oncorhynchus keta 3653. 

cDNA, preprolactin genes, cloning, pituitary (anterior), rats 2092. 

cDNA, relaxin, pigs 1973. 

dnaG gene promoters, Escherichia coli 2504. 

double-stranded RNA, cloning, reovirus 3, rotavirus 3444. 

Drosophila melanogaster genes complementation Saccharomyces cerevisiae mutations 
3825. 

early region, adenovirus (human) 4320. 

early region, adenovirus (human) 7 4317. 

early region repeated sequence transcription termination sites, phage SPO1 4414. 

effects on radiation induction DNA damage 1273. 

egg-laying hormone genes families, Aplysia 2458. 

elongation factor Tu genes, chloroplasts, Euglena gracilis 6503. 

elt gene, enterotoxins genes, restriction endonuclease mapping, Escherichia coli 
3659. 

endoribonuclease H genes, role activity, Escherichia coli 3055. 

enterotoxins B-subunit genes, Escherichia coli 235. 

enterotoxins genes, Escherichia coli 2413. 

enterotoxins genes, Escherichia coli 5721. 

env gene, Friend leukemia virus 769. 

env gene nucleotide sequence correlation gene products amino acid sequence, 
spleen focus-forming virus 6409. 

env gene, proviruses, murine leukemia virus 2488. 

env gene, Rous sarcoma virus 3670. 

envelopes nucleotide sequence, feline leukemia virus, homology mink cell 
focus-forming virus 3678. 

epidermal growth factor, mice 5025. 

Epstein-Barr virus, hybridization analysis, Burkitt's lymphoma cell lines, 
lymphocytes B transformed cells 3837. 

Escherichia coli genes, Escherichia coli 1303. 

v-fes gene, feline sarcoma virus 264. 

a-fetoprotein, homology, albumin, serum, man, rodents 5049. 

a-fetoprotein MRNA, man 6258. 
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fibrinogen a-chain genes, liver gene libraries, man 5797. 

fibrinogen B-chain genes, liver gene libraries, man S800. 

fibrinogen y-chain genes, liver gene libraries, man 5802. 

fibronectin genes, gene libraries, chickens 5044. 

flagellin genes, Salmonella 5097. 

flanking regions, deletion, polyoma virus DNA, integration chromosomes 
transtormed cells, rats 1903. 

fnr gene, Escherichia coli 286. 

c-fos gene, v-fos gene, murine sarcoma virus 3666. 

8-D-fructofuranosidase genes, Saccharomyces 3000. 

B-D-fructofuranosidase genes, Saccharomyces cerevisiae 1952. 

ftsl gene, gene products, penicillin-binding protein, Escherichia coli 5806. 

galactose operon, Escherichia coli 3602. 

eee repressor, Escherichia coli 2494. 
gene, characterization, mice 3589. 

L gene, comparison defective-interfering particles, vesicular stomatitis virus 
106. 


gene expression activation, papilloma virus (bovine) 4322. 
gene families, Drosophila melanogaster 4434. 
gene libraries, hybridization analysis, Plasmodium falciparum 4563. 
a mapping, mitochondria, Drosophila melanogaster 5784. 
gene missense mutant, phage ®X174 218. 
A gene, SV40 1364. 
gene 28, cloning, Bacillus subtilis phage SPO1 4427. 
gene 3, gene 4, phage ©29 217. 
gene 8, RNA cloning methodology, rotavirus (simian) SA11 970. 
gene 9, phage P22 812. 


Nucleotide sequence, (continued) 
homology, mammalian cells, hybridization analysis, cytomegalovirus 5686. 
homology, picornavirus 4403. 
homology, RNA, strains, reovirus 4174. 
homology rRNA genes introns, mitochondria, fungi 660. 
homology, transposons mutagenesis, Rhizobium trifolii 4354. 
hybridization analysis, Equus hemionus onager, Equus asinus 5773. 
hybridization analysis, lutropin subunits genes, rats 6468. 
hybridization analysis, organization, Hordeum vuigare 5720. 
hybridization analysis, peanut stunt virus 4386. 
hybridization analysis, Primates, Staphylococcus cohnii 2960. 
hybridization analysis, RNA complexity, Matthiola incana 5732. 
hybridization analysis, tRNA Ser genes, phage T5 6423. 
hypoxanthine phosphoribosyltransferase genes, mice, hamsters 2514. 
la antigen genes heavy chains, histocompatibility locus H-2 | region, mice 4323. 
ilvB gene regulation regions, Escherichia coli 2419. 
immunoglobulin A A-chain genes 5753. 
immunoglobulin E e-chain genes, man 3595. 
immunoglobulin E «-chain genes, myeloma cell lines, man 283. 
immunoglobulin E e-chain genes, rats 251. 
immunoglobulin G -y-chains genes, mice 281. 
immunoglobulins j.-chain constant region genes, chickens 5752. 
immunoglobulins «-chain constant region genes, liver, mice 4422. 
immunoglobulins \-chain constant region genes, man 3615. 
immunoglobulins «-chain constant region genes, mice 5724. 
immunoglobulins e-chain genes, mice, comparison man 253. 
immunoglobulins x-chain genes, rabbits 5750. 
immunoglobulins 5-chain heavy chains genes, rats 3604. 


genes, cytochrome oxidase mRNA maturation regulation, mitochondria, Saccharomyces immunoglobulins .-chain joining region constant region introns, man 


cerevisiae 2512. 

genes, Sendai virus 5689. 

genomes, mice 6390. 

genomes, proviruses, avian myelocytomatosis virus MC29 5065. 

genomes, statistical analysis, reviews 3334. 

genomes, structural proteins, Herpesvirus aotus, electrophoresis 1368. 

gliadins genes, cloning, cDNA gene libraries, Triticum 4376, 

ginA gene, restriction endonuclease mapping, Salmonella typhimurium 5096. 

8-globin genes, association thalassemia, hemoglobin A2 levels, man 4370. 

a'-globin genes, chick embryos 3030. 

a-globin genes, flanking regions, ducks 3637. 

B-giobin genes, man 825. 

8-globin genes, monkeys 4349. 

B-globin genes mutation, effects on transcription, thalassemia, man 5736. 

¢-globin genes, pseudogenes, man 1910. 

B-globin genes, repeated sequence, mice 2474. 

globin genes, reviews, man 278. 

B-globin genes, thalassemia, man 4380. 

a-globin genes, Xenopus laevis 3654. 

B-globin mRNA deletion mutant, thalassemia, man 2307. 

globin mRNA, erythrocytes, Xenopus laevis 2323. 

d-globin pseudogenes, Papio doguera 4361. 

glutamate dehydrogenase (NAD (P)*) genes, Escherichia coli 298. 

glutamate dehydrogenase (NADP *) genes, Escherichia coli 5759. 

glyA gene, Escherichia coli 3625. 

glyceraldehyde-phosphate dehydrogenase genes, chickens 4381. 

glyceraldehyde-phosphate dehydrogenase mRNA, heart, chickens 4182. 

glyceraldehyde-phosphate dehydrogenase MRNA, muscles, chickens 4176. 

glycerol-3-phosphate dehydrogenase (NAD") cDNA, hybridization analysis, 
restriction endonuclease mapping, mice 6454. 

glycine hydroxymethyltransferase genes, Escherichia coli 5779. 

glycoproteins+neuraminidase mRNA, influenza B virus 6248 

glycoproteins gene 118, Trypanosoma brucei 5696. 

glycoproteins genes, herpes simplex virus 1 2958. 

glycoproteins genes, mink cell focus-forming virus 5691. 

glycoproteins genes, mutants, Sindbis virus 6399. 

glycoproteins genes, vesicular stomatitis virus 2483. 

glycoproteins mRNA, cDNA, cloning, adenovirus (human) 2 2854. 

haptoglobin genes, man 6484. 

heat shock genes, Caenorhabditis elegans 4378. 

heat shock genes, Saccharomyces cerevisiae, comparison Drosophila 290. 

heat shock proteins genes, Drosophila melanogaster 4432. 

hemagglutinins genes, influenza A virus 1388. 

hemagglutinins genes, strains comparison, influenza B virus 4862. 

hemolysin genes, homology, chromosomes, plasmids, Escherichia coli 1390. 

hepatitis B virus Pes genomes 5120. 

herpes simplex virus double-stranded DNA terminus, role, inversion, DNA 
production 1377. 

herpes simplex virus 1 DNA, association glycoproteins 1321. 

histidine promoter, Escherichia coli 5799. 

histocompatibility locus H-2 I-E region, mice 5751. 

histocompatibility locus H-2, K region, hybridization analysis 4389. 

histocompatibility locus H-2, K region, mice 4328. 

histocompatibility locus H-2 K region variants, mice 4419. 

histocompatibility locus HLA DR region a-chain cDNA, man, man, 
histocompatibility locus HLA DR region a-chain, B-chain, cloning, cDNA 
nucleotide sequence 5227. 

histocompatibility locus HLA, DR region, chromosome 6, man 4327 

histocompatibility locus HLA DR region heavy chains, man 5733. 

histocompatibility locus HLA homology histocompatibility locus H-2 5749. 

histone H1 genes, gene libraries, Xenopus laevis 5054. 

histone H2A genes variants, gene libraries, chick embryos 5062. 

histone H3, histone H4 genes, Lytechnius pictus 2459. 

histone H3, histone H4 genes, Neurospora crassa 5810. 

histone H4 genes, gene libraries, Triticum aestivum 6486. 

histone HS genes, gene libraries, chickens 3633. 

histones genes, Strongylocentrotus purpuratus 3652. 

homology, Acholeplasma species 2460. 

homology, actin, Drosophila melanogaster, Acanthamoeba castellanii 2499. 

homology, barley stripe mosaic virus 4186. 

homology, Campylobacter fetus, man, animals 5084. 

homology, clindamycin resistance, Bacteroides 4313. 

homology, coronavirus, mice, man 5019. 

homology, crossing-over, gene conversion, genes families, eukaryotes 4546. 

homology, electron microscopy, parvovirus (murine) 4994. 

homology, herpes simplex virus 1, pseudorabies virus 4401. 

homology, hybridization analysis, conglycinin genes, Glycine max 1989. 


comparison mice 5755. 

immunoglobulins k-chain MRNA, allotypes, rabbits 5581. 

immunoglobulins constant region a-chain genes, lymphocytes B, mice 249. 

immunoglobulins constant region pseudogenes, man 3035. 

immunoglobulins genes, plasmid p8-1, bacteria 1396. 

immunoglobulins genes, variable region, Caiman crocodylus 4420. 

immunoglobulins heavy chains, evolutionary genetics, mice 260. 

immunoglobulins J region genes, mice 269. 

immunoglobulins variable region \-chain genes, point mutation sites, mice 
255. 

immunoglobulins variable region genes, man 5734. 

immunoglobulins variable region heavy chains genes, mice 4417. 

incompatibility regions, R factor Rts1 5781. 

induction erythroleukemia, gene mapping, Friend leukemia virus 3669. 

influenza A virus RNA 2315. 

insertion, deletion, DNA, mitochondria, man 5740. 

insertion sequence 26, transposon Tn2680, Escherichia coli 6495. 

insertion sequence 50, Halobacterium halobium 4430, 

insertion sequences, transposon Tn7 2421. 

integrase promoters, relationship terminators, phage \, phage 434 5055. 

a-interferon genes families, mice 3593. 

y-interferon genes, gene libraries, man 1375. 

a-interteron genes, man 2510. 

interleukin 2, cloning, man 4522. 

inverted repeat, rRNA genes, Physarum polycephalum 5700. 

inverted repeat, single-stranded, testis, Bombyx mori 5078. 

isolation, role, gene expression polyoma virus transforming genes, mice 4247. 

isoleucine-valine operon promoters binding regions, gene regulation, Escherichia 
coli 1333. 

3-isopropylmalate dehydrogenase genes, yeasts 1930. 

\Va2 gene, adenovirus (human) 7 768. 

junctions, DNA, SV40+adenovirus (human) 2 hybrids 858. 

kanamycin kinase genes, localization, transposon Tn5 1330. 

keratin gene families organization, wool, sheep 6461. 

B-lactamase ampC gene, Escherichia coli 1327. 

B-lactamase genes, Bacillus cereus 5125. 

lactose operator, Escherichia coli 2612. 

lipoproteins genes homology, outer membranes, Escherichia coli 3660. 

locus 67B1, Drosophila 542. 

long terminal repeat DNA, murine leukemia virus related mice genomes 6420. 

long terminal repeat, proviruses, murine leukemia virus 5004. 

long terminal repeat, retrovirus like gene families, mice 5688. 

lysozyme genes, albumen, chickens 6489. 

lysozyme genes, phage T4 4418. 

macronuclei, Oxytricha fallax 1919. 

malB operon, Escherichia coli 5774. 

malK gene, Escherichia coli 802. 

maltose promoters, Escherichia coli 1317. 

mammary tumor virus, RNA 2852. 

mating factor « genes, yeasts 274. 

a-mating pheromone genes, gene libraries, Saccharomyces cerevisiae 4405. 

vee temperature, correlation helix-coil transitions, mathematical models 

19. 

metallothionein |, metallothionein Il DNA, CHO cells 3446. 

methionyl-tRNA synthetase genes, Escherichia coli 806. 

methionyl-tRNA synthetase genes, Saccharomyces cerevisiae 5052. 

mice repeated sequence DNA, homology murine leukemia virus proviruses 2971 

micrococcal endonuclease genes, Staphylococcus aureus 5762. 

minute virus of mice 1982. 

mitochondria DNA, Drosophila yakuba 4423. 

mitochondria DNA, male sterility, Zea mays 5058. 

mitochondria DNA, rats 3587, 

mitochondria DNA, rats, comparison man, mice, cattle 4350. 

mitochondria DNA, replication origin, mice 3031. 

mitochondria ONA, restriction endonuclease mapping, Dekkera, Brettanomyces 435 

reecponeiie DNA, resiriction endonuclease mapping, Mus musculus, Mus domestic 

mitochondria DNA, senescence, Podospora anserina 3650. 

c-mos gene, mice, homology viruses long terminal repeat 4429. 

v-mos gene, Moloney sarcoma virus, variability, transformed cells 1358. 

mup gene, genes families, gene mapping, mice 4371. 

mutagenicity testing, Salmonella 2422. 

v-myc gene, avian myelocytomatosis virus MC29 2520. 

v-myc gene, c-myc gene, avian myelocytomatosis virus, chickens 3588. 

c-myc gene cDNA, man 5033. 

c-myc gene, chromosome 15, hybridization analysis, association translocations 
lymphocytes B neoplasia, chromosome 15, mice 6492. 
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i Nucleotide sequence, (continued) 


c-myc gene, man, homology v-myc gene, avian myelocytomatosis virus MC29 2963. 

myoglobin genes, Halichoerus grypus 1908. 

myosin heavy chains genes, characterization, Caenorhabditis elegans 5735. 

myosin light chains mRNA, heart, chick embryos 4860. 

nerve growth factor precursors, mice 3440. 

neuraminidase genes, influenza A virus 107. 

neuraminidase genes, influenza A virus 256. 

neuraminidase genes, influenza B virus 653. 

Neurospora crassa trp-1 gene, Escherichia coli 6396. 

nif gene, homology, plasmids, strains, Rhizobium japonicum 5094. 

nif gene, hybridization analysis, restriction endonuclease mapping, Rhizobium 
meliloti 5082. 

nifH gene, nifDK gene, operons, Rhizobium japonicum 5709. 

nitrogen fixation, Klebsiella pneumoniae 4431. 

nitrogenase genes, Anabaena 6449. 

nitrogenase iron protein genes, Rhizobium 6500. 

nitrogenase iron protein, molybdenum-iron protein a-subunit genes, Rhizobium 
trifolii 6501. 

nitrogenase molybdenum-iron protein genes, Anabaena 783. 

nodulins genes, Glycine max 6466. 

nopaline synthase genes, plasmid pTiT37, Agrobacterium tumefaciens 3610. 

nopaline synthase genes, Ti plasmid, Agrobacterium tumefaciens 2951. 

NS gene, mutation, influenza A virus 1187. 

NS gene, temperature-sensitive mutant, fowl plague virus 5027. 

nuclei, homology episome mitochondria, Zea mays 6488. 

nuclei, homology mitochondria DNA, yeasts 2493. 

nucleocapsids genes, coronavirus (murine) 3443. 

nutL gene mutants, DNA, phage \ 5116. 

octopine synthase genes, Ti plasmid, Agrobacterium tumefaciens 3612. 

ompC gene, promoters, Escherichia coli 2001. 

onc gene, avian myelocytomatosis virus MC29, relationship, genomes, man 273. 

onc gene hybridization analysis, carcinoma cell lines, urinary bladder, man 1970. 

origin DNA biosynthesis, R factor RSF 1030, Escherichia coli 1356. 

eon replication, RNA biosynthesis, plasmid p15A 2000. 

oriT gene, R factor RK2, Escherichia coli 5092. 

ovalbumin genes, chickens 3011. 

ovomucoid genes, initiation, polyadenylation sites, chickens 4353. 

oxytocin, neurophysin | precursors, cattle 5695. 

Packaging, phage \ 5411. 

papilloma virus (human) 6, papilloma virus (human) 11, genitalia, larynx, cervix 
carcinoma, man 3578. 

parathyrin mRNA, cDNA hybridization analysis, cattle 4178. 

phage \ DNA 2431. 

phage \+plasmid pBR322 recombinants 5089. 

phage T4, genes 1339. 

phage T7 4993. 

phage ©X174 DNA, statistical analysis 5091. 

phaseolin genes, Phaseolus vulgaris 3575. 

ros gene, association acid phosphatase biosynthesis, Saccharomyces cerevisiae 

661. 

phoE gene, Escherichia coli 3619. 

phosp Eres carboxykinase (GTP) genes, restriction endonuclease mapping, 
rats 6459. 

phosphoglycerate kinase genes, Saccharomyces cerevisiae 791. 

Plasmids, mitochondria, Podospora anserina 6436. 

plasmids, restriction endonuclease mapping, Neisseria gonorrhoeae 3655. 

poly(A)-containing mRNA 3'-terminus, adenovirus (human) 2 662. 

poly(A)-containing mRNA, 5'-terminus, mitochondria, liver, rats 4856. 

poly(A)-containing mRNA, hybridization analysis, polyribosomes, liver, kidney, 
spleen, Bos taurus 4179. 

poly(A)-containing repeated sequence RNA, liver, mice 6268. 

poly(A)-containing rRNA 7S genes, mitochondria, HeLa cells 1992. 

poliovirus 1 genomes 6418. 

polyadenylation sites, mRNA, adenovirus (human) 2 6253. 

polymorphism, RP2 gene, mice 3647. 

polyoma virus DNA 6426. 

polytene chromosomes, Drosophila melanogaster 3658. 

potato spindle tuber viroid cDNA 864. 

preproenkephalin genes analysis, cattle, man 1955. 

preproglucagon, characterization, pancreas, hamsters 4411. 

preproglucagon genes, man, homology hamsters 6442. 

preproinsulin genes cDNA, Macaca fascicularis 2985. 

preproinsulin genes, Cyprinus carpio 5109. 

preproparathyroid hormone genes, gene libraries, man 3580. 

preprosomatocrinin genes, pancreas, man 6467. 

Preprosomatostatin genes cDNA, gene libraries, pancreas, Ictalurus punctatus 
3023. 


preprovicilin genes, Pisum sativum 3646. 

procollagen a-chain cDNA, man, comparison chickens 5018. 

procollagen genes, chickens 4383. 

procollagen genes DNA, mice 2467. 

procollagen a2-chain genes, chick embryos 1961. 

proenkephalin genes, adrenal gland man, gene expression, rats 1936. 

proenkephalin, hybridization analysis, reviews, man 2210. 

progesterone receptors binding sites, DNA, oviduct, chickens 287. 

prokininogen mRNA multiple forms, cattle 2847. 

prolactin, somatotropin genes, mice 4372. 

promoters, compilation, analysis, Escherichia coli 3606. 

promoters, Epstein-Barr virus 3584. 

promoters, maltose operon operons, Streptococcus pneumoniae 4415. 

Proopiomelanotropin genes, man 2982. 

proteins genes, eye lens, frogs 6451. 

proteolysis cleavage sites, vicilin, Pisum sativum 5795. 

prothrombin genes, cDNA, characterization, man 4340. 

proviruses repeated sequence DNA, mammary tumor virus 1974. 

pyrB gene association aspartate carbamoyltransferase, Escherichia coli 5085. 

pyrBl operon, Escherichia coli 2429. 

pyrBl operon, Escherichia coli 5267. 

c-ras gene, homology v-ras gene, urinary bladder carcinoma, man 2436. 

rearrangement, ColV plasmid+!-K94 plasmid, Escherichia coli 2479. 

recombination sites, SV40 857. 

renin genes, submandibular gland, mice 6601. 

frenin genes, submaxillary gland, mice 2490. 

repeated sequence, 5'-terminus, feline sarcoma virus, comparison mammals 
retrovirus 865. 


Nucleotide sequence, (continued) 


repeated sequence, DNA, Epstein-Barr virus 778. 

repeated sequence DNA, Epstein-Barr virus 4413. 

repeated sequence, DNA, Epstein-Barr virus 6498. 

repeated sequence DNA, mice 3016. 

repeated sequence DNA, retrovirus 2486. 

repeated sequence DNA, vaccinia virus 1397. 

repeated sequence gene families, monkeys 5796. 

repeated sequence, genomes, Cercopithecus sabaeus 3585. 

repeated sequence, localization, Drosophila gymnobasis, cattle 6430. 

repeated sequence, phage T3 1962. 

repeated sequence, Ti plasmid, Agrobacterium tumefaciens 2420. 

repeated sequence, transcription termination, DNA, Moloney leukemia virus 698. 

repeated sequence, transposon TnS 1324. 

replication initiation proteins genes, R factor R6K 252. 

replication initiation sites, mitochondria DNA, Paramecium aurelia 3662. 

replication origin, adenovirus (human) 1383. 

replication origin, Escherichia coli 6483. 

replication origin, plasmid pSC101 5776. 

replication origins, JC virus 2489. 

replication origins, Vibrio harveyi 3187. 

resolvase genes, transposon yd 3008. 

restriction endonuclease mapping, chloroplasts, Aegilops, Triticum 5718. 

restriction endonuclease mapping, genomes, chloroplasts, Brassica 5716. 

restriction endonuclease mapping, nuclear polyhedrosis virus 4400. 

restriction endonuclease mapping sites, mutants, nuclear polyhedrosis virus 4402. 

restriction modification genes, plasmid p15B, phage P1, Escherichia coli 5083. 

retrovirus (avian) DNA 258. 

retrovirus (avian) DNA, repeated sequence 1360. 

retrovirus homology, man 4396. 

reviews, mutants, vesicular stomatitis virus 5679. 

rho gene, Escherichia coli 4404. 

ribosomal protein S10 genes, Saccharomyces cerevisiae, Saccharomyces 
carlsbergensis 271. 

ribosomal protein S10 operon, promoters, Escherichia coli 230. 

ribosomal protein S4 genes, chloroplasts, Zea mays 5816. 

ribosomal proteins genes, chloroplasts, Nicotiana tabacum 5087. 

ribosomal proteins spc operon, Escherichia coli 4356. 

ribosomes DNA, Triticum 5040. 

ribosomes DNA, Triticum 5043. 

ribosomes, restriction endonuclease mapping, Misgurnus fossilis 5056. 

ribulosebisphosphate carboxylase catalytic subunits genes, Synechococcus 6506. 

ribulosebisphosphate carboxylase genes, Anacystis nidulans 4998. 

ribulosebisphosphate carboxylase genes, chloroplasts, Chlamydomonas reinhardii 
2976. 

ribulosebisphosphate carboxylase genes families, Glycine max 3613. 

ribulosebisphosphate carboxylase genes, hybridization analysis, Anabaena 3649. 

ribulosebisphosphate carboxylase genes, Nicotiana sylvestris 3570. 

ribulogebisphosphate carboxylase genes, Petunia 5045. 

revccesepnenr tate carboxylase genes, subunits, chloroplasts, Nicotiana tabacum 

RNA 5’-terminus, alfalfa mosaic virus 3457. 

RNA 5'-terminus, alphavirus 6249. 

RNA, 3’-terminus, bluetongue virus 2849. 

RNA 3'-terminus, nuclear polyhedrosis virus 1186. 

RNA, alfalfa mosaic virus 2313. 

RNA, alfalfa mosaic virus 3463. 

RNA, association defective-interfering particles, influenza A virus 93. 

RNA, cDNA hybridization analysis, association DNA mitochondria origin, embryos, 
Strongylocentrotus purpuratus 4181. 

RNA, collagen genes, cloning, Drosophila melanogaster 3150. / 

RNA, comparison, Kirsten sarcoma virus, Moloney leukemia virus, Gross leukemia 
virus 4850. 

RNA, comparison snowshoe hare virus, La Crosse virus 1776. 

RNA, DNA polymerase (RNA-dependent) cistrons initiation eons, phage fr 4192. 

RNA, DNA polymerase (RNA-dependent) genes, deletion, defective-interfering 
particles, influenza A virus 1774. 

RNA double-stranded genomes, phage ®6 1795. 

RNA genomes, hop stunt disease virus 6277. 

RNA genomes, poliovirus 3 2311. 

RNA genomes repeated sequence, proviruses, retrovirus (avian) 1190. 

RNA genomes 3-terminus, encephalomyocarditis virus 6279. 

RNA, hybridization analysis, probes 3456. 

RNA, La Crosse virus 6245. 

RNA leaders, vesicular stomatitis virus 2317. 

RNA, lucerne transient streak virus 6251. 

RNA, +melting temperature, correlation helix-coil transitions, comparison DNA, 
mathematical models 6265. 

RNA, phage MX1 3461. 

RNA polymerase, foot-and-mouth disease 5041. 

RNA polymerase (RNA-dependent) recognition sites, Marek's disease virus 4630. 

RNA, proviruses, spleen focus-forming virus 6252. 

RNA 4.5S, HeLa cells 103. 

RNA, Sindbis virus, infected, BHK cells, Aedes albopictus cells, 3'-terminus, 
5'-terminus 1180. 

RNA 7SL poly(A)-containing, HeLa cells 2842. 

MRNA 5S'-terminus, polyoma virus 108. 

mRNA 5'-terminus, thyroglobulin, cattle 2845. 

mRNA, adenovirus (human) 2 6246. 

mRNA, anti 2-phenyloxazolone monoclonal antibodies, heavy chains, light chains, 
mice 1769. 

mRNA, association nucleocapsids proteins, coronavirus 5577. 

mRNA, comparison herpes simplex virus 1, herpes simplex virus 2 6271. 

mRNA, env gene, mammary tumor virus, proviruses 5570. 

mRNA, E1A locus, adenovirus (human) 5 6250. 

MRNA, fibrinogen chains, man 5586. 

lier genetic analysis heterogeneity, immunoglobulin G response 2-phenyloxazolone 
5582. 

mRNA hybridization analysis, keratin polymorphism, epithelium, man 4175, 

MRNA, immunoglobulins -chain, chickens 4859. 

mRNA, mouse hepatitis virus 3458. 

MRNA, polyoma virus 109. 

MRNA, pyruvate kinase genes, muscles, chickens 6256. 

mRNA translation initiation sites 658. 

rRNA, Crithidia fasciculata 2325. 

tRNA genes, chloroplasts, Spirodela oligorhiza 5031. 
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Nucleotide sequence, (continued) 

rRNA genes deletion mutant, Escherichia coli 4592. 

rRNA genes, Dictyostelium discoideum, comparison Saccharomyces cerevisiae, 
Tetrahymena pyriformis 3592. 

tRNA genes, Drosophila melanogaster 1335. 

rRNA genes, envolutionary genetics, mice 6448. 

rRNA genes fianking regions, chloroplasts, Spirodela oligorhiza 6490. 

rRNA genes, heterogeneity, restriction endonuclease mapping, Raphanus sativus 
5712. 

rRNA genes, kinetoplasts, Trypanosoma brucei 1953. 

tRNA genes promoters, mitochondria, Kluyveromyces lactis 838. 

rRNA genes repeated sequence spacer regions, mice 2522. 

rRNA genes spacer region, comparison Xenopus laevis, Xenopus borealis 6761. 

rRNA genes spacer regions, Drosophila melanogaster 2328. 

rRNA genes spacer sequence, RNA polymerase | recognition sites, Drosophila 
melanogaster 300. 

rRNA genes spacer sequence, RNA polymerase | recognition sites, Drosophila 
melanogaster 305. 

rRNA genes, species comparison, extrachromosomal inheritance, Tetrahymena 5100. 

rRNA introns, homology Saccharomyces cerevisiae, mitochondria, Kluyveromyces 
thermoiolerans 2978. 

rRNA 16S genes, Anacystis nidulans, homology, chloroplasts, Nicotiana tabacum, 
Escherichia coli 5588. 

rRNA 16S genes, Chlamydomonas reinhardtii 795. 

tRNA 16S genes, chloroplasts, Euglena gracilis, comparison Escherichia coli, Zea 
mays 213. 

rRNA 16S, Methanothrix soehngenii 3452. 

rRNA 16S rRNA 23S genes spacer regions, localization tRNA lle, tRNA Ala genes, 
Anacystis nidulans 2491. 

tRNA 18S genes, rats, comparison yeasts, frogs 5731. 

rRNA 18S, Neurospora crassa 656. 

rRNA 18S rRNA 28S spacer regions, mice 4185. 

tRNA 21S genes, mitochondria, Saccharomyces cerevisiae 2966. 

rRNA 23S genes, chloroplasts, Chlamydomonas reinhardtii 282. 

tRNA 24S genes introns, mitochondria, Neurospora crassa 1920. 

rRNA 45S genes transcription initiation sites, rats 4382. 

tRNA 5 S, Halichondria panicea, Hymeniacidon sanguinea, Haliclona oculata 91. 

rRNA 5S, Anthopleura japonica 1761. 

rRNA 5S, Asterias vulgaris, Illex illecebrosus, Phascolopsis gouldii, Aurelia 
aurita 5589. 


rRNASS, Azotobacter vinelandii, Pseudomonas aeruginosa, Pseudomonas fluorescens 


2841. 

rRNA 5S, Chilomonas paramecium 1766. 

rRNA 58, chloroplasts, Spinacea oleracea 1765. 

rRNA 5S, comparison Brachionus plicatilis, Rnhabditis tokai, Caenorhabditis 
elegans 1767. 

rRNA 5S, comparison Dugesia japonica, Planocera reticulata 3441. 

rRNA 5S, comparison Perinereis brevicirris, Sabellastarte japonica, Urechis 
unicinctus 4184. 

tRNA 5S genes, hybridization analysis, association chromatin structure, 
nucleosomes, Xenopus /aevis 4668. 

rRNA 5S genes, Lupinus luteus 2997. 

rRNA 5S genes, tRNA Ala genes, Bombyx mori 811. 

rRNA 58S, Gracilaria compressa, Porphyra tenera 4871. 

rRNA 58, Halichondria japonica, Halocynthis roretzi 3455. 

rRNA 5S, Holocynthia roretzi 4854. 

rRNA 5S, homology chloroplasts, plants, Synechococcus lividus 1772. 


rRNASS, Marchantia polymorpha, Lophocolea heterophylla, Plagiomnium trichomanes, 


Anthoceros punctatus 6257. 
tRNA 5S, Porphyra yezoensis 1762. 
tRNA 5S pseudogenes, genes, comparison, Xenopus laevis 3573. 
tRNA 5S, rRNA 18S genes, mitochondria, Zea mays 4365. 
ca 5S, rRNA 4.5S genes, flanking regions, chloroplasts, Spirodela oligorhiza 
7. 
rRNA 5S, rRNA 5.88, collections 2326. 
rRNA 5S, Scenedesmus obliquus, comparison Chlorella 90. 
rRNA 5S, secondary structure 1768, 
rRNA 5S, Spirocodon saltatrix, Nemopsis dofleini, Aurelia aurita, Chrysosaora 
quinquecirrha 1763. 
rRNA 5S, Spiroplasma, Mycoplasma mycoides 94. 
deine phe Stichopus oshimae, Asterina pectinifera, Hemicentrotus pulcherrimus 
590. 
rRNA 5S, structure analysis, reviews, prokaryotes, eukaryotes 6261. 
aga 5S, Sulfolobus solfataricus, Bacillus acidocaldarius, Thermus aquaticus 
70. 
rRNA 5S, Thermus aquaticus 1771. 
rRNA 5S, Thraustochytrium visurgense, Schizochytrium Brotegatim 1177. 
rRNA 58S, Ulva pertusa, Eisenia bicyclis, Sargassum fulvellum 2846. 
rRNA 6S gece. chloroplasts, Euglena gracilis 3657. 
rRNA 5.8S genes, Lupinus luteus 3041. 
snRNA genes, restriction endonuclease mapping, cell lines, Potorous tridactylus, 
Cricetulus griseus 2969. 
snRNA multiple forms comparison 6255. 
snRNA U1 genes, gene libraries, mice 6494. 
snRNA U1 genes, man 2970. 
snRNA U1, genomes, pseudogenes, reviews, man 2780. 
tRNA Ala, tRNA Val multiple forms, Halobacterium cutirubrum 5526, 
tRNA Arg, liver, cattle 3389. 
tRNA Asn genes, gene libraries, Petunia 1981. 
tRNA, collections 2242. 
tRNA fMet, Archebacteria 609. 
tRNA genes, Bacillus subtilis 5778. 
tRNA genes, collections 2523. 
tRNA genes, gene expression, Xenopus oocytes, Caenorhabditis elegans 2471. 
tRNA genes, gene libraries, Bacillus subtilis 4360. 
tRNA genes, replication origin, mitochondria genomes, Xenopus laevis 5726. 
tRNA Glu, liver, rats 3385. 
tRNA Gly genes frameshift mutant, Saccharomyces cerevisiae 1299. 
tRNA Gly, tRNA Ser genes, mitochondria, Drosophila yakuba, comparison mammals 
3579. 
tRNA His, antigens complex, mammalian cells 3951. 
tRNA Leu, Bacillus stearothermophilus 4118. 
tRNA Lys genes, Drosophila melanogaster 266. 
tRNA Lys genes, mice 3628. 
tRNA Met, Thermoplasma acidophilum 3392. 
tRNA Met, tRNA Val genes, chloroplasts, Nicotiana tabacum 2996. 


Nucleotide sequence, (continued) 
tRNA Phe, Agmenellum quadruplicatum 35. 
tRNA Phe genes, Escherichia coli 5086. 
tRNA Phe, Xenopus laevis 2803. 
tRNA phe, Xenopus laevis 3390, 
tRNA Pro, tRNA Gly genes, mice 5730. 
tRNA Ser anticodons, comparison amber mutant suppressor mutant, Escherichia 
4119. 
tRNA Ser, liver, cattle 1707. 
tRNA Trp genes, mitochondria genomes, Paramecium tetraaurelia 790. 
tRNA Tyr, mitochondria, Saccharomyces cerevisiae 2804. 
role base stacking, nuclear Overhauser effect, B-form DNA 5817. 
role, DNA binding specificity, autoantibodies, systemic lupus erythematosus, ma 
6051. 
Rous sarcoma virus, integration ascites tumor cells, DNA polymerase 
susceptibility 6749. 
Rous sarcoma virus, RNA 3574. 
satellite DNA, Ascaris lumbricoides 3025. 
satellite DNA, cattle 1995. 
satellite DNA, comparison Rattus rattus, Rattus norvegicus 3001. 
satellite DNA, divergence, conservation, cattle 6431. 
satellite DNA, genomes, Cercopithecus sabaeus 5794. 
satellite DNA, hybridization analysis, Drosophila 5103. 
satellite DNA, man 4373. 
satellite DNA, monkeys 1940. 
satellite DNA, repeated sequence, 5-methyicytosine role, restriction endonuclea: 
mapping, guinea-pigs 1966. 
satellite DNA, Trypanosoma brucei, Trypanosoma cruzi 5698. 
satellite RNA, cucumber mosaic virus 1777. 
satellite RNA, cucumber mosaic virus 4189. 
a$1-casein genes, cattle 5240. 
secretion proteins genes, restriction endonuclease mapping, DNA, nucleotide 
sequence, seminal vesicles 3010. 
secretory protein IV genes, gene libraries, seminal vesicle, rats 4375. 
seminal vesicle androgens regulation secretion proteins genes, rats 6455. 
Sendai virus, defective-interfering particles, RNA, 3'-terminus 1185. 
single-stranded RNA-binding protein genes, reovirus 6276. 
v-Sis gene, association, platelets growth factors, simian sarcoma virus 6477. 
somatotropin genes, mice 5023. 
specificity, RNA polymerase |, initiation, transcription, rRNA genes, mice 1788. 
¢-sre gene, flanking regions, chickens 3577. 
sst Il locus, genetic control packaging, retrovirus 6408. 
statistical analysis 4337. 
storage proteins genes, Pisum sativum 3583. 
structural proteins genes deletion mutant, SV40 855. 
structure, transposons, gene families, Drosophila melanogaster 6429. 
SV 40 RNA biosynthesis, mutation effects on 2868. 
SV40 DNA sites role control RNA biosynthesis 1367. 
SV40 integration sites, genomes, rats 2959. 
SV40 restriction endonuclease mapping, DNA 3046. 
tem1 gene, Saccharomyces cerevisiae 5066. 
terminal protein genes, organization, foot-and-mouth disease virus 220. 
termination factor rho binding regions, J gene, phage A 4319. 
termini inverted repeat, adenovirus (avian), comparison adenovirus (equine), 
adenovirus (canine) 2974. 
termini repeated sequence, development, Tetrahymena 1949. 
3'-terminus, 5'-terminus, RNA, clover yellow mosaic virus 1386. 
5'-terminus, characterization, proteins, mitochondria, Aspergillus nidulans 4341 
3'-terminus, chromatography RNA, beet necrotic yellow vein virus 4868. 
3'-terminus DNA, murine leukemia virus 766. 
5'-terminus, homology, double-stranded RNA, phage 6 1189. 
5'-terminus mRNA, herpes simplex virus 1 3459. 
3'-terminus, poly(A), reviews 4724. 
5'-terminus RNA, alfalfa mosaic virus 3462. 
3'-terminus, RNA, cistrons, cucumber green mottle mosaic virus 4187. 
3'-terminus RNA genomes, bovine leukemia virus 6272. 
3'-terminus RNA, rotavirus 4849. 
5'-terminus RNA, snowshoe hare virus 6274. 
eee antibiotic resistance genes, R factor RP1 homology transposon Tn1 
tetracycline antibiotic resistance genes, transposon Tn10 2952. 
tetrahydrofolate dehydrogenase genes, man comparison chickens, mice, cattle 57 
tetrahydrofolate dehydrogenase genes, transposon Tn7 5761. 
tetrahydrofolate dehydrogenase genes, trimethoprim drug resistance mutants, 
Escherichia coli 1318. 
tetrahydrofolate dehydrogenase, R factor R483 5798. 
thalassemia genes, association RNA splicing, cloning, man 2989. 
thy-1 antigen genes, mice 1376. 
thymidine kinase genes, frameshift mutant, vaccinia virus 3045, 
thymidine kinase genes, herpes simplex virus 2 3673. 
thymidylate synthase genes, Escherichia coli, homology Lactobacillus casei 63S 
thyrotropin 8-subunit genes, mice 3835. 
Ti plasmid, crown gall, Agrobacterium tumefaciens, Nicotiana 2515. 
Ti plasmid, induction tumors, Agrobacterium tumefaciens 3674. 
tobacco mosaic virus, CDNA 222. 
tobacco rattle virus, strains 2851. 
tolC gene, Escherichia coli 6499. 
transcription initiation sites, MRNA, phage P2 6425. 
transformation genes, cloning, lymphoma, chickens 2469. 
transformation genes, Fujinami sarcoma virus 261. 
transformation genes, polyoma virus 6416. 
transformation genes, Rous sarcoma virus, homology, infected cells 2438. 
translation, effects on tRNA suppressor mutant translation, lac! gene, 
Escherichia coli 4803. 
transposon FB DNA, Drosophila 2448. 
transposon Tcl, Caenorhabditis elegans 5037. 
transposon Tcl, Caenorhabditis elegans 6393. 
transposon Tn10, insertion sequence 10 1325. 
transposon Tn2680 flanking regions repeated sequence 2950. 
triosephosphate isomerase genes, Saccharomyces cerevisiae 3594, 
tropomyosins genes, man 5723. 
tryptophan operon regulation regions, Klebsiella aerogenes 240. 
B-tubulin genes, Saccharomyces cerevisiae 4384. 
8-tubulin isoenzymes, man 3608. 
U1 gene, clones, man 5745. 
umuC locus, role chemicals, U.V. radiation mutagenesis, Escherichia coli 4435. 


146 


Biochemistry Abstracts 2 vol. 13 


lucieotide sequence, (continued) 

use, prenatal diagnosis, methodology, man 6432. 
uteroglobin genes, gene libraries, rabbits 3642. 

varl gene, gene mapping, respiration deficient mutant, yeasts 1389. 
vari gene, mitochondria, Saccharomyces cerevisiae 257. 
variance, genomes, species, Triticum 4369. 
Vibrio cholerae toxins operons 4428. 
vimentin genes, chickens 4344. 

vimentin genes, hamsters 5015. 
H-1 virus DNA 2943. 

yp2 gene, yp1 gene, Drosophila 3664. 
zein genes, Zea mays 2456. 

_-zein genes, Zea mays 5729. 

jucieotides, 

~ analogs inhibition RNA biosynthesis, Escherichia coli 4636. 
assays, high-performance liquid chromatography, Tetrahymena 20. 
cis-platinum diamminodichloride reaction 5478. 
distribution, variance, cistrons 5107. 
doxorubicin interaction 3356. 
5-fluorouracil, 5'-deoxy-5-fluorouridine, high-performance liquid chromatography 
assays 1672. 
fractionation, tricholoroacetic acid extracts, cells 1086. 
high-performance liquid chromatography, reviews 1074. 
hydrophobicity, ionic strength effects on 2223. 
interaction tricyclic antidepressants amines 4759. 
ligands exchange, chromatography analysis 4070. 
modification, mitomycin C binding DNA, characterization 4985. 
separation, high-performance liquid chromatography 5452. 
separation, identification, use high-performance liquid chromatography, mass 
spectroscopy 5483. 

separation, thin-layer chromatography 5434. 
separation, use chromatography 5450. 
synthesis 5481. 


“NusA protein, 

| effects on transcription termination, tryptophan operon operons, Escherichia coli 
697. 

| Nutrition, 

effects on mRNA 3,3',5-triiodothyronine, mRNA, liver, rats 1797. 
a vinaceus, Streptomyces coelicolor, genes, cloning 447. 

, n, 

_ biodegradation enzymes genes, plasmid pOAD2, Flavobacterium, cloning, 
hybridization analysis, Escherichia coli 5257. 


O6-alkyiguanine, 
DNA repair, toxins induction, liver, Rodentia 3737. 
residues, DNA repair, chromatin, liver, rats 3741. 
' Occupational exposure, 
asbestos, genotoxicity, sister chromatide exchange, man 3268. 
carcinogens, carcinogenicity, leukemia, man 5196. 
2,4,5-trichlorophenol, carcinogenicity, man 3275. 
Ochre mutant, 
tRNA, suppression alcohol dehydrogenase genes nonsense mutant, Drosophila 
melanogaster 2243. 


coli 3836. 


\ Octopine synthase, 


genes, nucleotide sequence, transcripts mapping, Ti plasmid, Agrobacterium 
tumefaciens 3612. 
Odocoileus hemionus, 
isolation, deer fibromavirus, DNA, hybridization analysis, restriction 
endonuclease mapping 711. 


| Odocolleus virginianus, 


isolation, deer fibromavirus, DNA, hybridization analysis, restriction 
endonuclease mapping 711. 


; Oenothera, 


restriction endonuclease mapping, DNA, plastids 839. 
Oenothera berteriana, 
mitochondria, closed circular DNA, hybridization analysis, restriction: 
endonuclease mapping 3033. 


Okazaki fragments, 
DNA biosynthesis, ligation, aphidicolin inhibition, melanoma, man 5863. 
fragments, 
DNA biosynthesis, y radiation effects on, lymphoblastoid cell lines, ataxia 
telangiectasia 4309. 


DNA replication intermediates, melanoma cells, man 3063. 
RNA priming, replication forks, DNA biosynthesis, Escherichia coli 6536. 
turnover, aging effects on, DNA, rats 3697. 
Oleandomycin, 
biosynthesis association, DNA fragments, hybridization analysis, Streptomyces 
antibioticus 5684. 


Gtigo(C), 

oar complex formation, |.R. spectroscopy 1692. 
a 
on on : complex formation, |.R. spectroscopy 1692. 


containing hnRNA, isolation methodology, Friend erythroleukemia cells 5561. 
2’,5'-Oligo(A), 

analogs, biological activity 4112. 

analogs, inhibition viruses replication 6194. 

analogs, structure-activity relationships 4111. 

dependent endonuclease, assays 6685. 

derivatives, assays, cell lines 6171. 

fluorescence analogs, 2',5'-oligo(A) polymerase substrate specificity 4770. 

high-performance liquid chromatography 5486. 

ele iy ttre liquid chromatography 6188. 

inhibition DNA biosynthesis, characterization, cell cycle, 3T3 cells 3772. 

purification, fractionation, synthesis 6198. 

ribonuclease F activation 998. 

structure, immunochemistry 5512. 

synthesis 6175. 

synthesis 6199. 

synthesis, assays 6168. 


suppressor tRNA Tyr genes, Saccharomyces cerevisiae, gene expression, Escherichia 


2',5’-Oligo(A), (continued) 
synthesis, assays, chromatography 6170. 
synthesis, interferon, books 6791. 
3’-5'-Oligo(A), 
ribonuclease F activation 998. 
2',5’-Oligo(A) polymerase, 
activity, epidermal growth factor stimulation, relationship interferon 
mitogenicity 6695. 
activity, regeneration liver, rats 4628. 
assays 6693. 
assays 6694. 
auxin regulation, Pisum sativum 3914. 
2',5'-oligo(A) fluorescence analogs substrate specificity 4770. 
purification, assays 6692. 
2,5-Oligo(A) synthetase, 
theophylline induction, 3T3 cells 1567. 
Pligotac); 
cDNA, annealing oligo(dG) plasmids, transformation Escherichia coli 6655. 
ys 
plasmid pBR322, use, cloning interferon cDNA, man 6654. 
plasmids, annealing oligo(dC) cDNA, transtormation Escherichia coli 6655. 


Oligo(dA-dT), 

double-stranded, helix structure, N.M.R. 4103. 
Oligo(dG-dC), 

structure, C.D., N.M.R. 4766. 


Oligo(lysyl-alanyl-alanine), 
interaction DNA, thermal stability, C.D. 3689. 
Oligoadenylates, 
synthesis, use nuclease 6687. 
Oligo[(dC-dA)-dG-dT)], 
plasmids incorporation, formation Z-form DNA 3375. 
Oligodeoxyribonucleoside methylphosphonates, 
synthesis 6177. 
Oligodeoxyribonucleotides, 
analogs, binding polyribonucleotides, polydeoxyribonucleotides, U.V. spectroscopy 
4762. 
binding gene 5 proteins, N.M.R., phage fd 5398. 
binding netropsin, actinomycin, N.M.R. 4774. 
chemical modification, synthesis, properties 1687. 
cis-platinum diamminodichloride complex, conformational analysis, N.M.R. 6182. 
conformation correlation, electropotential 1693. 
conformation, methylation effects on, nuclear Overhauser effect 4107. 
conformation, 2-aminofluorene, 2-acetylaminofluorene 6187. 
conformational analysis, salts, temperature effects on 4091. 
conformational sah ry statistical analysis 5514. 
double-stranded, N.M.R. 1695. 
double-stranded, conformation, melting, N.M.R. mathematical models 3377. 
double-stranded, dynamics, hydrogen-deuterium exchange, N.M.R. 3374. 
double¢stranded, netropsin interaction, nuclear Overhauser effect, 
Streptoverticillium netropsis 557. 
double-stranded, structure, dynamics, N.M.R., calorimetry, reviews 6122. 
double-stranded, structure, nuclear Overhauser effect 4088. 
electrophoresis, fractionation, use analysis exodeoxyribonuclease specificity 
3227. 
B-form, model, secondary structure 1691. 
galactose operon fragments, catabolite activator protein binding, C.D., 
Escherichia coli 6787. 
guanine residues, cis-platinum diaminodihydrate chelation 1683. 
helix-coil transitions, solvents effects on 4106. 
ion-exchange chromatography 3364. 
N.M.R. conformational analysis 5505. 
nucleotide sequence determination, methodology 2230. 
O6-methylguanine containing, synthesis, physicochemical properties 4074. 
phage M13 helix-destabilizing protein complex, N.M.R. 4015. 
ribosomes recognition sites, synthesis 354. 
synthesis, 6 sleep-inducing peptide cloning 5221. 
synthesis, C.D., thermal stability 1689. 
synthesis, a-interferon genes, leukocytes, man 6669. 
synthesis, coagulation factor IX genes fragments 3645. 
synthesis, complementary RNA, phage MS2 1682. 
synthesis, conformation, C.D., Helix-coil transitions thermodynamics 27. 
synthesis, deoxyadenosine protecting groups use 1108. 
synthesis, endodeoxyribonuclease Kpni recognition sites substrate specificity 
4080. 
synthesis, lactose operator fragments, Escherichia coli 5497. 
synthesis, methodology 25. 
synthesis, methodology 29. 
synthesis, methodology 1102. 
synthesis, methodology 1105. 
synthesis, methodology 1106. 
synthesis, methodology 4073. 
synthesis, methodology 5492. 
synthesis, N-methylimidazole catalysts 1685. 
synthesis, phage T5 early region promoters 6661. 
synthesis, phosphotriester method 5504. 
synthesis, role methylimidazole, use silica gel 6176. 
synthesis, role solvents 6174. 
synthesis, solid phase methods 2227. 
synthesis, solid phase methods 4078. 
synthesis, solid phase methods 4761. 
synthesis, spectroscopy analysis 3369. 
synthesis, use 3'-O-formyl-(N-acyl)-2'-deoxyribonucleosides 6185. 
synthesis, use protecting groups 2229. 


synthesis, methodology 1684. 
synthetic probes, tRNA genes, hybridization analysis, chloroplasts, Euglena 
gracilis 1922. 
Oligonucleosomes, 
transcription, models chromatin 539. 
Oligonucleotides, 
analogs, phage T4 polyribonucleotide synthetase (ATP) substrate specificity 1701 
anion-exchange chromatography 6172. 
bonds formation, use ribose protecting groups 4072. 
condensation 5488. 
conformation, N.M.R. 6189. 
conformational analysis, N.M.R. 4096. 


147 


Subject index 


Oligonucleotides, (continued) 

conformational analysis, N.M.R., reviews 6138. 
Stal structure, base stacking, hydrogen bonding, reviews 6137. 

DNA Z-form, X-ray diffraction 2232. 

double-stranded, formation, kinetics 1112. 

double-stranded, helix formation 4097. 

drugs intercalation, N.M.R., reviews 6114. 

drugs intercalation, reviews 6129. 

electronegativity, conformational analysis, N.M.R. 3376. 

glucose association, isolation, characterization, Ehrlich ascites turnor cells 
1099. b 

praca isolation, DNA, spermatocytes, Clupea harengus 1232. 

igh-performance liquid chromatography 5486. 

junctions structure, formation 5509. 

mutagenesis, B-lactamase genes, plasmid pBR322 955. 

primers, variants cell surface glycoproteins mRNA reverse transcription, 
Trypanosoma 5218. 

radioimmunoassay 6169. 

ribavirin containing, synthesis 4076. 

role, fusion, restriction termini, DNA 3684. 

separation, anion-exchange chromatography 2797. 

Separation: high-performance liquid chromatography 5484. 

solid-phase methods synthesis, purification 6183. 

structure characterization methodology 1679. 

structure, Raman spectroscopy 2231. 

synthesis 594. 

synthesis 595. 

synthesis, glucose incorporation, Ehrlich ascites tumor cells 1103. 

synthesis, phosphorylation guanosine effects on 1686. 

synthesis, phosphotriester method 5501. 

synthesis, protecting gue removal, use zinc bromide 4079. 

synthesis, role phosphates protecting groups 1100. 

synthesis, silica gel ities Ad separation, solid-phase methods 6180. 

synthesis, solid phase methods 5502. 

synthesis, tRNA termination codons 2228. 

synthesis, use chloroform 6173. 

synthesis, use protecting groups 1104. 

synthesis, use 8-quinolinesulfone (3-nitro-1 ,2,4-triazolide) 26. 

thymidine, U.V. radiation effects on, role evolution 596. 

use, diagnosis sickle cell disease B-globin genes, man 4261. 

Oligoribonucleotides, 

conformation, N.M.R. 4102. 

conformation, nuclear Overhauser effect 1698. 

conformational analysis 1694. 

C.D., conformational analysis 4108. 


double-stranded helix formation, role base stacking, base pairs, thermodynamics 


1697. 
double-stranded, protons exchange, N.M.R. 1696. 
fingerprinting, genetic variance, geographical distribution, dengue virus 2 6254. 
fingerprinting RNA, avian leukosis virus MH2 6505. 
lucocorticoids receptors binding, liver, rats 3318. 
linkage DNA, isolation, hybridization analysis, cauliflower mosaic virus 
infection Brassica rapa 2482. 
melting, N.M.R. 1699. 
phenylalanine codons, conformation, N.M.R. 6191. 


primers, role DNA biosynthesis, embryos cell-free system, Drosophila melanogaster 
4450. 


mRNA caps, synthesis, characterization 4077. 

single-stranded, conformational analysis, N.M.R. 4085. 

structure, pH effects on, chromatography 5507. 

synthesis methodology 3365. 

synthesis, methodology 5493. 

synthesis, tRNA analogs, phosphotriester method 5489. 

synthesis, use adenosine protecting aoa 4075. 

synthesis, use Bacillus intermedius ribonuclease immobilized enzymes 6197. 
synthesis, use protecting groups 1101. 


synthesis 1109. 
2’,5'-Oligo(A)synthetase, 
heparin inhibition 2235, 
Olivomycin, 
binding DNA, fluorescent probes 4976. 
DNA binding 4293. 
suppression rRNA synthesis, sensitivity hepatoma, Ehrlich ascites tumor 4911. 
O06-methy!-dGMP, 
DNA incorporation, DNA polymerase | 5482. 
04-methyl-dTMP, 
DNA incorporation, DNA polymerase | 5482. 
02-methyl. P, 
dTTP replacement, effects on DNA polymerase | replication double stranded 
poly(dA-dT), Escherichia coli 6708. 
04-methyl-dTTP, 
dTTP replacement, effects on DNA Fee | replication double stranded 
poly(dA-dT), Escherichia coli 6708. 
yiguanine, 


containing fg orate ese ai synthesis, physicochemical properties 4074. 


DNA repair, Escherichia coli 2040. 
excision, role DNA (guanine-6)-methyltransferase, enzymes inactivation, 
Escherichia coli 5176. 
focal V79 cells 2790. 
06-methyiguanine transferase, 
activity, Karyotypes, lymphoblastoid cell lines, man 6726. 
Oncorhynchus keta, 
nucleotide sequence, cDNA, preproinsulin 3653. 
Oocytes, 
chromatin characterization, Pleurodeles waltii 3269. 
ee structure, rRNA 5S genes, transcription, relationship, Xenopus laevis 
1791. 
development, RNA biosynthesis, mice 2351. 
development, RNA biosynthesis, mice 2362. 
DNA, catenation, Xenopus laevis 3247. 
DNA mitochondria conformation, enesis, Xenopus laevis 4437. 
DNA polymerase Iil transcription rRNA 5S genes, Xenopus laevis 4635. 
Ae isoenzymes, isolation, characterization, Asterina pectinifera 


DNA polymerase localization, development, Bufo bufo japonicus 2125. 


Oocytes, (continued) 
electron microscopy, chromatin, Xenopus laevis 529. 
Escherichia coli tRNA genes transcription, use RNA polymerase III, Xenopus 9 
gene expression Salmonella typhimurium tRNA, genes, Xenopus laevis 4562. 
germinal vesicles, RNA biosynthesis, Xenopus laevis 6290. 
-globin mRNA, splicing, man, Xenopus 3469. 
eat shock protein biosynthesis, role mRNA translation regulation, Xenopus la« 
707. 
man interleukin 2 poly(A)-containing mRNA, translation, Xenopus laevis 1827. 
meiosis, chromosomes condensation, protein biosynthesis inhibition induction, 
mice 6770. 
modification Saccharomyces cerevisiae tRNA Arg, Xenopus laevis 3396. 
mus(1)101+ gene, role regulation mutants spermatozoa mutagenesis, Drosopt 
melanogaster 2626. 
nuceloproteins microinjection, localization, Xenopus, Pleurodeles waltlii 5346. 
nuclei, nucleoproteins migration, distribution, Xenopus 6780. 
nuclei, RNA, nucleoproteins localization, reviews, Rana 5425. 
nucleoli ultrastructure, association RNA biosynthesis, development, pigs 2860. 
ornithine decarboxylase stimulation rRNA synthesis, Xenopus laevis 4875. 
plasmids DNA biosynthesis initiation, Xenopus laevis 2594. 
polyribonucleotide synthetase (ATP), RNA 3'-terminal phosphate cyclase, activ 
Xenopus 2713. 
ribonucleoproteins, fractionation, characterization, interaction hnRNA, Triturus 
cristatus 523. 
ribonucleoproteins microinjection, accumulation kinetics, Artemia salina, Xenop 
laevis 5344. 
bu -e protein S6, progesterone stimulation phosphorylation, Xenopus laevi 
1730. 
ribosomes DNA gene amplification, Flectonotus pygmaeus 2596. 
RNA localization, Xenopus laevis 2297. 
RNA eseecrest ll, DNA templates specificity, Xenopus laevis 476. 
RNA-binding protein protein kinase activity, amphibians 4713. 
RNA-binding protein, protein kinase activity, Rana temporaria 1614. 
rRNA 18S genes DNA nucleotide sequence, Xenopus laevis 820. 
rRNA 5S genes, transcription, activation proteins, purification, Xenopus laevis 
1789. 
tRNA, aminoacylation, assays, Xenopus laevis 1704. 
thalassemia 8-globin mutation, suppressors tRNA lys genes, man 4558. 
Tilapiamosaiahica peters, use, translation B-interferon mRNA, fibroblasts, 
man 6336. 
Torpedo ocellata acetylcholinesterase mRNA translation, Xenopus laevis 2898. 
Xenopus, adenovirus early region DNA microinjection, gene expression 2621. 
Xenopus, gene expression, DNA nucleotide sequence, tRNA genes, Caenorhat 
elegans 2471. 
Xenopus, gene expression man tRNA Glu genes 4569. 
rp laevis, adenovirus (human) 2 gene expression, DNA methylation effec’ 
127. 
Xenopus laevis, cell-free system, hemocyanin MRNA translation, Sepia officing 
Loligo vulgaris 704. 
Xenopus laevis, Moloney leukemia virus proviruses DNA microinjection, 
transcription 4205. 
Xenopus laevis, translation B-interferon MRNA, man 6335. 
Xenopus, splicing SV40 late region MRNA 1800. 
Xenopus, translation cats skeletal muscle acetylcholine receptors mRNA 4229. 
Oogenesis, 
heat shock mRNA, levels, gene regulation, Drosophila melanogaster 5925. 
histone H1A levels, Xenopus laevis 5376. 
Poly(A)-containing mRNA+ribosomes complex, mice 4817. 
polyamines biosynthesis inhibition, effects on rRNA gene expression, Ophryotr 
labronica 4881. 
Open reading frame, 
characterization, DNA nucleotide sequence, nitrogen fixation, Klebsiella 
pneumoniae 4431. 
Operators, 
argenine operon, DNA nucleotide sequence, Escherichia coli 1969. 
arginine operator, role arginine regulon gene regulation, Escherichia coli 6006. 
glutamine operon, localization, gene regulation, Escherichia coli 2633. 
lactose operator, cruciform structure, Escherichia coli 3691. 
lactose operator DNA, interaction lactose repressor, fluorescence, C.D., 
Escherichia coli 5406. 
lactose operator, Escherichia coli recognition, reviews, Escherichia coli 3326. 
lactose operator, interaction lactose repressor, N.M.R., Escherichia coli 4719. 
ree site-directed mutagenesis, use acetylaminofluorene, Escheric 
coli 5 
ane operator, synthesis, cloning, nucleotide sequence, Escherichia coli 261 
phage j, 
phage A, repressors interaction, reviews 5422. 
recA gene, mutation, repressors binding, Escherichia coli 3807. 
structure, Ue bell phage A 5405. 
tet operator, +TET repressor complex, thermal stability 551. 
Operons, 
beth ke aspen e promoters regions DNA nucleotide sequence, Escher 
coli 
ampC operon, hybridization analysis, comparison gram-negative bacteria, 
scherichia coli 5801. 
ao operon, promoters, operators, DNA nucleotide sequence, Escherichiz 
arginine operon, DNA nucleotide 


ini uence, Escherichia coli 238. 
. operon, regulation regions, 


INA nucleotide sequence, Escherichia co 


bio operon, gene mapping, electron microscopy, Escherichia coli 867. 

biotin operon, structure, gene mapping, Escherichia coli 307. 

cea gene imm gene organization, ColE1 plasmids 3822. 

deo operon, cyclic AMP receptors binding sites, DNA, Escherichia coli 552. 

frd operon, hybridization analysis, comparison gram-negative bacteria, 
Escherichia coli 5801. 

galactose operon, activity, phage \ promoters regions inactivation effects 
on, Escherichia coli 2605, 

apn ahold expression, phage ©X174 promoters effects on, Escherichiz 
coli i 

galactose operon, GAL4 gene role gene regulation, Saccharomyces cerevisiae 

galactose operon gene expression, deletion mutant effects on promoters 
regulation, Escherichia coli 5981. 

galactose operon, gene regulation, Escherichia coli 441. 

galactose operon, localization, nucleotide sequence, Escherichia coli 3602. 

galactose operon, oligodeoxyribonucleotides fragments, catabolite activator 


148 


Biochemistry Abstracts 2 vol. 13 


|) Iperons, (continued) 
protein binding, C.D., Escherichia coli 6787. 
P ae Operon, regulatory region, site-directed mutagenesis, Escherichia coli 
glactose operon, RNA polymerase+ catabolite activator protein interaction, 
: Escherichia coli 6101. 
} ee open promoters, operators, localization, Escherichia coli , Escherichia 
- coli 3 
© his3 operon promoter binding regions, deletion mutant, revertants, yeasts 1944. 
histidine operon, cloning, gene expression, Escherichia coli 450. 
histidine operon, restriction endonuclease mapping, Escherichia coli 5799. 
' ilv operon, gene regulation, Salmonella typhimurium 446. 
isoleucine-valine operon gene expression, spectomycin antibiotic resistance 
mutation, effects on, Escherichia coli 5914. 
isoleucine-valine operon gene expression, streptomycin, antibiotic resistance 
mutation effects on, Escherichia coli 5913. 
isoleucine-valine operon, gene regulation, threonine, isoleucine role, 
Escherichia coli 6003. 
isoleucine-valine operon, promoters binding regions, nucleotide sequence, gene 
regulation, Escherichia coli 1333. 
aoce operator, binding lactose operator repressor, N.M.R., Escherichia coli 
1 


lactose operator DNA, lactose repressor interaction, N.M.R., Escherichia coli 


lactose operon, gene expression, catabolite activator protein stimulation, 
Escherichia coli 1207. 
lactose operon inversion, association, insertion sequence 3 recombination, 
Escherichia coli 5915. 
lactose operon, putA gene, lactose operon gene fusion, proline utilization, 
Salmonella typhimurium 3792. 
aes Operon transcription, pts gene mutation effects on, Escherichia coli 
lactose operon, transposon Tn1 incorporation, Escherichia coli 4552. 
ace repressor DNA, lactose represor interaction, N.M.R., Escherichia coli 
leucine operon, gene regulation, role transcription attenuation, Salmonella 
typhimurium 2600. 
malB operon, nucleotide sequence, Escherichia coli 5774. 
malB operon, RNA biosynthesis, Escherichia coli 3476. 
malPQ operon, gene expression, promoters alterations, Escherichia coli 2641. 
maltose operon, gene expression, role cyclic AMP, catabolite activator protein, 
Escherichia coli 3892. 
maltose operon, promoters nucleotide sequence, Streptococcus pneumoniae 4415. 
maltose operon, transcription regulation regions, gene mapping, Escherichia coli 
2412. 
methionine operons, cloning, restriction endonuclease mapping, gene mapping, 
Escherichia coli 234. 
a-methylgalactoside, Escherichia coli, gene mapping, gene expression, use, 
cloning, transposons mutagenesis 1483. 
nifH gene, nifDK gene, nucleotide sequence, hybridization analysis, Rhizobium 
japonicum 5709. 
nitrate reductase operon, gene expression, Escherichia coli 425. 
nitrate reductase operon, gene regulation, Escherichia coli 1502. 
nitrogen fixation, cloning, gene expression, Klebsiella pneumoniae 3121. 
nitrogen fixation, DNA nucleotide sequence, gene expression, open reading frame 
characterization, Klebsiella pneumoniae 4431. 
phosphate operon, organization, regulation, reviews, Escherichia coli 1. 
pR ron, phage A, gene regulation 4513. 
pyrBl operon, gene mapping, gene expression, gene regulation, DNA nucleotide 
sequence, Escherichia coli 2429. 
~pyrBl operon, nucleotide sequence, expression relationship attenuation, 
Escherichia coli 5267. 
Pyrimidine operon, gene regulation, aspartate carbamoyltransferase biosynthesis, 
Escherichia coli 3120. 
ag protein S10 operon, promoters, DNA nucleotide sequence, Escherichia 
coli i 
ribosomal proteins spc operon, DNA nucleotide sequence, transcription, 
Escherichia coli 4356. 
RNA polymerase, transposon Tné insertion sequences, Escherichia coli 971. 
rRNA gene mapping, replication origin regions, Bacillus subtilis 2953. 
tnA operon, gene regulation rRNA promoters, Escherichia coli 5903. 
tRNA, RNA polymerase initiation transcription, coupling translation, ‘genetic 
control, Escherichia coli 1216. 
rpluL - rpoBC operon, role transcription regulation, Escherichia coli 5593. 
BC operon, genes, rifampicin effects on transcription, Escherichia coli 687. 
10 operon, transcription, ribosomal protein L4 regulation, Escherichia coli 
4202. 
sfiA operon, Escherichia coli, SOS repair suppressors effects on expression 1493. 
threonine operon, cloning, transcription, Escherichia coli 1469. 
threonine operon, leucine operon, isoleucine-valine operon, gene expression 
repression, DL-a-amino-8-hydroxyvaleric acid, 
5',5',5'-trifluoro-DL-leucine resistance, Escherichia coli 5258. 
transcription termination, restriction endonuclease mapping, phage \ 116. 
trp operon, translation initiation, Escherichia coli, Serratia marcescens, 
Salmonella typhimurium 4829. 
tryptophan operon, cloning, Escherichia coli 969. 
tryptophan operon, deletion, transposon TnA effects on, R factor RSF2124 347. 
| tryptophan operon, gene expression, relationship growth rate, Escherichia coli 
3466 


tryptophan operon, NusA protein effects on transcription termination, Escherichia 
coli 697. 
lophan operon promoter binding sites, indolmycin inhibition transcription, 
scherichia coli 1552. 
tryptophan operon, regulation regions, nucleotide sequence, Klebsiella aerogenes 
240. 
tryptophan operon, regulation regions, nucleotide sequence, Citrobacter freundii, 
comparison, Escherichia coli, Salmonella peel 241. 
tryptophan operon, transcription termination, RNA secondary structure regulation, 
rratia marcescens 4153. 
tufB operon, cloning, gene regulation, Escherichia coli 1461. 
unc operon, mRNA, 5'-terminus, hybridization analysis, Escherichia coli 5587. 
unc operon, promoters, cloning, gene mapping, Escherichia coli 5791. 
Vibrio cholerae toxins, DNA nucleotide sequence 4428. 
XyIABC operon, cloning, TOL plasmid 5986. 
xyIDEGF operon, cloning, TOL plasmid 5986. 


Ophryotrocha labronica, 
oogenesis, polyamines biosynthesis inhibition, effects on rRNA gene expression 
4881. 
Oral apparatus, 
regeneration, RNA, electrophoresis, Stentor coeruleus 4838. 
Orcinus orca, 
ONA, hybridization analysis, Cetacea 1393. 
Organelles, 
DNA, density, restriction endonuclease mapping, Cyanophora paradoxa 5001. 
genomes structure, evolution, reviews 786. 
Organisms, 
DNA repair, role recombination, association sexual reproduction, reviews 4025. 
Orgyia pseudotsugata, 
5 elec polyhedrosis virus genomes RNA molecular weight 1183. 
rigins, 
replication, Enterobacteriaceae chromosomes, cloning, Escherichia coli 968. 
Ornithine carbamoyltransferase, 
genes, cloning, isolation, characterization, rats 6643. 
Ornithine decarboxylase, 
genes, characterization, comparison, Ti plasmid, chromosomes, Agrobacterium 
tumefaciens 5279. 
RNA polymerase | modification, regulation RNA polymerase | activity, liver, rats 
5315. 
stimulation rRNA synthesis, oocytes, Xenopus laevis 4875. 
Orotidine-5’-phosphate decarboxylase, 
genes, cloning, complementation Escherichia coli, role, Neurospora crassa 5995. 
genes, Dictyostelium discoideum, transformation, cloning, Saccharomyces 
cerevisiae 4605. 
genes, Neurospora crassa, gene transfer, hybridization analysis, Aspergillus 
nidulans 4606. 
Orthocladius bipunctellus, 
salivary gland, chromatin localization, chromosomes banding 5387. 
Oryza sativa, 
INA, RNA levels, industrial effluents effects on 6359. 
embryos, histones, characterization 3287. 
embryos, histones mRNA, isolation, characterization 2836. 
ribonuclease, isolation, characterization 3219. 
use, translation cell-free system, assays 2813. 
Outer membranes, 
coum genomes replication origin binding, Escherichia coli 564. 
a, 
histones levels, biosynthesis, Urechis caupo 5348. 
Ovalbumin, 
gene expression, relationship genes association nuclei matrix, oviduct, chickens 
6757. 
genes, estrogen effects on, chromatin, chickens 2047. 
genes families, chromatin structure, restriction endonuclease mapping, 
hybridization analysis, oviduct, chickens 2188. 
genes; methylation, repeated sequence, DNA nucleotide sequence, restriction 
endonuclease mapping, chickens 3011. 
Ovary, 
nurse Cells, introns containing rRNA genes, replication, Calliphora 
erythrocephala 2535. 
Overlaid genes, 
codons, gene expression 4557. 
Oviduct, 
chromatin structure, ovalbumin genes families, restriction endonuclease mapping, 
hybridization analysis, chickens 2188. 
DNA, nucleotide sequence, progesterone receptors binding sites 287. 
genetic engineering, lysozyme genes, gene expression, progesterone, dexamethasone 
regulation, chickens 2065. 
high mobility group protein 2, high mobility group protein 1, isolation, 
characterization, nuclei, chickens 4687. 
ouaerns gene expression, relationship genes association nuclei matrix, chickens 
piopesterone receptors binding DNA, DNA nucleoproteins complex, methodology, 
chickens 2013. 
progesterone receptors, DNA binding sites specificity, restriction endonuclease 
mapping, chickens 3316. 
progesterone receptors, DNA binding, sodium tungstate inhibition, chickens 1636. 
RNA precursors, nuclei, chickens 135. 
Ovomucoid, yore 
genes, initiation, polyadenylation sites, nucleotide sequence, chickens 4353. 
Oxidation, 
Srecie: effects on DNA secondary structure, phage T4 transforming activity 
4 F 
Oxolinic acid, 
bil cp RNA biosynthesis, relationship DNA supercoiling, Escherichia coli 
Oxygen, 
activation translation inhibitors, reticulocytes, rabbits 50. 
effects on protein biosynthesis, heart, mice 3421. 
gene regulation nif gene, Rhodopseudomonas capsulata 368. 
regulation, catalase, iso-1-cytochrome genes transcription, RNA biosynthesis, 
accharomyces cerevisiae 1825. 
role DNA repair, y radiation induction DNA damage, lymphoma cells, mice 3077. 
role doxorubicin relationship DNA lesions, high-pressure liquid chromatography, 
L1210 cells 5659. s 
role X radiation mutagenicity, DNA repair deficient mutant, Drosophila 
melanogaster 2394. 
Oxygenation, 
role aflatoxin B1 binding DNA, embryo fibroblasts, mice 4276. 
Oxynotus centrina, 
INA reassociation kinetics, polyploidy 3057. 
Oxytocin, 
neurophysin | precursors, CDNA nucleotide sequence, cattle 5695. 
Oxytricha fallax, 
macronuclei DNA, nucleotide sequence 1919. 
Oxytricha nova, 
micronuclei genomes organization, gene libraries construction 4421. 


Pachymedusa dacnicolor, 
nuclear envelopes, chromatin, melanotropin+puromycin effects on 2726. 


149 


Subject Index 


Pachytene, 
DNA methylation, spermatocytes, man 5738. 
Packaging, 
damage DNA, phage 17 6789. 
DNA, dextrans, sucrose, sorbitol, effects on, phage T7 1632. 
Packing, 
DNA, bis-psoralen cross-linking, phage 567. 
Palindromes, 
DNA biosynthesis, cell cycle, Tetrahymena pyriformis 2541. 
DNA, use cloning, Escherichia coli 3122. 
nucleotide sequence, DNA, statistical analysis 1398. 
rRNA genes, restriction endonuclease mapping, species comparison, 
extrachromosomal! inheritance, Tetrahymena 5100. 
Pancreas, 
acinar cells, azaserine 7-carboxymethylguanine DNA adduct, rats 2927. 
amylase, insulin genes, cDNA nucleotide sequence, rats 6485. 
chromatin comparison, rats, cattle 2742. 
deoxyribonuclease T, X-ray crystallography, cattle 2695. 
DNA repair, nicotinamide stimulation, hamsters 6551. 
histone H1, ADP-ribosylation, rats 3301. 
islets of Langerhans, cyclic AMP role DNA biosynthesis, association pregnancy, 
age, rats 6572. 
preproglucagon nucleotide sequence, hamsters 4411. 
preprosomatocrinin genes, cloning, cDNA nucleotide sequence, man 6467. 
preprosomatostatin genes, cDNA nucleotide sequence, gene libraries, Ictalurus 
punctatus 3023. 
tryptophanyl-tRNA synthetase, kinetics, mechanisms, cattle 614. 
tryptophanyl-tRNA synthetase, mechanisms, kinetics, cattle 5532. 
tryptophanyl-tRNA synthetase purification, characterization, cattle 2236. 
tumors, insulin genes, gene expression, translation regulation, rats 1838. 
Panulirus argus, 
mitochondria DNA, restriction endonuclease mapping 5010. 
Papaverine, 
+ 5-hydroxytryptamine+X radiation, effects on RNA biosynthesis, liver, 
spleen, rats 3505. 
+X radiation, effects on chromatin, liver, spleen, rats 4004. 
Papilloma, 
papilloma virus (bovine) 2 DNA, restriction endonuclease mapping, isolation, 
cattle 4387. 
Papilioma virus, 
carcinoma, warts, DNA, hybridization analysis, restriction endonuclease mapping, 
rabbits 2965. 
cell lines, keratinocytes, transfection 4586. 
Papilloma virus (bovine), 
cloning, somatotropin metallothionein genes hybrids, gene regulation 4547. 
a genomes, cloning, hybridization analysis, restriction endonuclease mapping 
6. 


DONA, herpes simplex virus thymidine kinase genes plasmid pBR322 recombinants, 


recovery, Escherichia coli transformation 4575. 
DNA transformation, fibroblasts, mice 3201. 
ene expression activation, DNA nucleotide sequence 4322. 
NA, dranacrintion: restriction endonuclease mapping, hybridization analysis 
7. 
vectors, man metallothionein genes, gene expression, gene regulation 5231. 
vectors, regulation gene expression #-interferon, man 1528. 
Papilioma virus (bovine) 1, 
chromatin, deoxyribonuclease | hypersensitivity regions 3305. 
DNA nucleotide sequence, function, evolution 3681. 
DNA transcription, genetic control 3710. 
Nnomes, transcription, sarcoma cells, hamsters 3488. 
Papilloma virus (bovine) 2, 
INA, restriction endonuclease mapping, isolation, papilloma, cattle 4387. 
Papilioma virus (human), 
cloning, gene expression 6605. 
treatment, idoxuridine side effects, contact dermatitis, case reports, man 6142. 
Papilioma virus (human) 11, 
INA nucleotide sequence, genitalia, larynx, cervix carcinoma, man 3578, 
Papilloma virus (human) 13, 
INA, restriction endonuclease mapping, hybridization analysis 5074. 
Papilloma virus (human) 6, 
: INA nucleotide sequence, genitalia, larynx, cervix carcinoma, man 3578. 
0, 
INA double stranded induction interferon 2715. 
Papio doguera, 
8-globin pseudogenes, cDNA nucleotide sequence 4361. 
Papovavirus, 
gene mapping, comparison BK virus, SV40 2485. 
Paracentrotus lividus, 
embryos, histones genes, heat shock induction transcription 2355. 
Paramecium, 
DNA biosynthesis 879. 
Paramecium aurolla, 
mitochondria DNA, replication initiation sites, nucleotide sequence 3662. 
Paramecium caudatum, 
macronuclei DNA levels, association age 2389. 
Paramecium tetraaurelia, 
mitochondria genomes: tRNA Trp genes, DNA nucleotide sequence 790, 
Paramecium tetraurelia, 
cell surface proteins genes, restriction endonuclease mapping, gene expression 
1948. 
killer factor, Caedobacter taeniospiralis kappa particles, cloning, gene 
expression 3156. 
protein biosynthesis, genes dosage effects on 4794. 
Paraquat, 
Clastogenicity, Vicia faba 3981. 
Parasponia, 
Rhizobium nitrogenase iron protein genes, DNA nucleotide sequence 6500. 
Parathyrin, 
comparison calcium ionophores effect on DNA biosynthesis, bone, rats 5186. 
Parathyroid, 
calcium effects on preproparathyrin mRNA levels, cattle 4906. 
Parcentrotus lividus, 
embryos, RNA biosynthesis, role cell interactions 4225. 
Parotid gland, 
ribonuclease (pancreatic) isoenzymes, purification, characterization, cattle 


Parthenogenesis, 
cloning, reviews, mammalian cells 3167. 
Parus, 
homology, hybridization analysis, comparison, Chamaea fasciata 2986, 
Parvovirus, 
nonstructural proteins genes, gene mapping, MRNA cell-free system translation 
6345. 
RNA recombination 702. 
Parvovirus (bovine), 
infected cells, MRNA, cell-free system translation 6331. 
Parvovirus Lulill, 
DNA biosynthesis, encapsidation 3700. 
nucleoproteins, isolation, characterization 3957. 
Parvovirus (murine), 
= gene mapping, nucleotide sequence, homology, electron microscopy 4994. 
atents, 
genetic engineering, books 5420. 
Pathogenicity, 
plasmid pWR110 transfer Escherichia coli, Shigella flexneri 2603. 
Pathogens, 
DNA, conferences, books 1069. 
Patulin, 
effects on DNA biosynthesis, sister chromatid exchange, lymphocytes, man 16¢ 
Peanut stunt virus, 
nucleotide sequence, hybridization analysis 4386. 
Pediococcus, 
cheese isolates, DNA homology, Pediococcus pentosaceus, Pediococcus acidila 
3531. 
Pediococcus acidilactici, 
DNA homology, Pediococcus cheese isolates 3531. 
plasmid pIP501, transfer, restriction endonuclease mapping, Streptococcus 
faecalis 5117. 
Pediococcus pentosaceus, 
DNA homology, Pediococcus cheese isolates 3531. 
plasmid pIP501, transfer, restriction endonuclease mapping, Streptococcus 
faecalis 5117. 
Pefloxacin, 
inhibition DNA biosynthesis, Escherichia coli 1447. 
Pelargonium, 
DNA, restriction endonuclease mapping, chloroplasts 291. 
Pelecanus, 
DNA structure, genomes 2455. 
Penicillin, 
antibiotic resistance plasmids, molecular weight, Neisseria gonorrhoeae 1239, 
Penicillin-binding protein, 
gene products, fts] gene, nucleotide sequence, Escherichia coli 5806. 
Penicillinase, 
genes transfer, Escherichia coli, Bacillus subtilis 380. 
Penicillium, 
interspecific hybridization, protoplasts fusion 3797. 
Penicillium brevicompactum, 
nuclease use oligoadenylates synthesis 6687. 
ribonuclease, kinetics, mechanisms 1557. 
ribonuclease T1 active sites, N.M.R. 2106. 
Penicillium chrysogenum, 
spores, U.V. radiation effects on amino acids biosynthesis, correlation DNA 
biosynthesis 4476. 
Penicillium chrysogenum virus, 
Seighie ateenend RNA, ribosomes ribonuclease activity, embryos, Secale cereal 
Penicillium urticae, 
penn, effects on DNA biosynthesis, sister chromatid exchange, lymphocytes, | 


Pennisetum americanum, 
genomes organization, hybridization analysis 3005. 
Pennisetum typhoides, 
mitochondria DNA, structure 1913. 
Peptide hormones, 
egg-laying hormone genes, cloning, PAanpeaenes gene expression, Aplysia 139 
egg-laying hormone, genes families, DNA nucleotide sequence, Aplysia 2458. 
bir ide mapping, 
NA, phage MX1 3461. 
RNA polymerase regulation subunits, Bacillus subtilis 470. 
RNA polymerase regulation subunits, Bacillus subtilis 470. 
mRNA translation, products, respiratory syncytial virus 2902. 
Peptide synthesis, 
prebiosis, guanosine, GMP ap tn 5469. 
purines, pyrimidines containing dehydroalanine monomers 4764. 
Peptides, 
binding DNA, characterization, phosphodiester bonds 5371. 
binding DNA chemical moditication 4016. 
Ehrlich ascites tumor cells, stimulation DNA biosynthesis, Balb/c-3T3 cells 259: 
interaction DNA, chromatin models, thermal denaturation, C.D. 532. 
low molecular weight, Schizosaccharomyces pombe, role, RNA biosynthesis 5¢ 
Peptidyltransferase, 
activity, association histidine, sparsomycin analogs inhibition protein 
biosynthesis, Escherichia coli 4821. 
activity, ribosomal subunit 50S, Escherichia coli 634. 
activity, ribosomal subunit 60S, Triticum comparison ribosomes Escherichia col 
mammals 6224. 
2'(3')-O-L-phenylalanyladenosine, analogs interaction, Escherichia coli 5468. 
ribosomes, structure-activity relationships, conformation models 4136. 
sites, characterization, ribosomes 3433, 
substrate specificity, ribosomes, Escherichia coli 68. 
Peptococcus asaccharolyticus, S 
aaa composition, hybridization analysis, comparison Peptococcus indoli 
Peptococcus indolicus, 
DNA, base composition, hybridization analysis, comparison Peptococcus 
asaccharolyticus 720. 
Peptostreptococcus, 
hybridization analysis, DNA base composition 3517. 
Peracetic acid, 
induction DNA repair 4464. 
5-Perfluoroisopropyl-2’-deoxyuridine, 
synthesis 2222. 


150 


Biochemistry Abstracts 2 vol. 13 


erinereis brevicirris, 
| rRNA 5S nucleotide sequence, comparison Sabellastarte japonica, Urechis 
ick unicinctus 4184. 
\eriodicity, 
memes, histone H5, chromatin, erythroid cells, spermatozoa, Echinoidea 
| 7. 
eriodontium, 
) aging effects on RNA biosynthesis, uridine turnover, use, mice 6319. 
’eripheral nerves, 
» degeneration, stimulation DNA biosynthesis, BALB/c 3T3 cells 338. 
injuries, RNA biosynthesis, rats 134. 
schoechinoidea lividus, 
6} histones genes, chromatin structure, relationship gene expression 2144. 
\eroxidase, 
' Armoracia lapathifolia, immune response, histocompatibility locus H-2 genetic 
0 control, mice 2668. 
»eroxisomes, 
» DNA content, Candida tropicalis 155. 
)ersea americana, 
infected leaves, avocado sunblotch disease viroid RNA, isolation, 
| characterization 2291. 
ersistent infection, 
L cells, reovirus, S4 gene, role 356. 
Pesticide resistance, e 
| genes, gene mapping, Aedes aegypti 2447. 
esticides, 
if meiosis, captan, carbaril, mephosfolan, chlorpyrifos, paraquat, clastogenicity, 
Vicia faba 3981. 
9/?esticides (organophosphorus), 
Vy alkylation DNA, Salmonella typhimurium, Proteus mirabilis 3539. 
etite mutant, 
9) mitochondria genes, repeated sequence, Saccharomyces cerevisiae 5804. 
2etroselinum hortense, 
i) chalcone synthase genes, cloning, characterization 3159. 
caecore synthase genes, gene mapping, hybridization analysis 5050. 
» Petunia, 


endonuclease mapping, hybridization analysis 6462. 
| gene libraries, tRNA Asn genes, isolation, DNA nucleotide sequence 1981. 
ribuiosebisphosphate carboxylase genes, restriction endonuclease mapping, DNA 
nucleotide sequence 5045. 
Petunia hybrida, 
4) chloroplasts DNA, adenosinetriphosphatase complex genes, nucleotide sequence, 
comparison Spinacea, Spirodela oligorhiza 5030. 
metals ions induction DNA repair, pollen 1258. 
= plastids, thylakoid membranes formation, benzylaminopurine induction 1651. 
— transformation, plasmid pTiACHS5 972. 


effects on chromosomes morphology, hamsters 1031. 

effects on DNA polymerase activity, Escherichia coli 2118. 

effects on inhibition double-stranded DNA antibodies complex, dissociation, 
association, Crithidia luciliae 6052. 

effects on mitosis 6755. 

effects on tryptophan residues, conformation, enzyme activity, ribonuclease, 
Bacillus intermedius 2108. 

*) oligoribonucleotides structure, chromatography 5507. 

Phage B, 


comparison, phage w, genomes, restriction endonuclease mapping 1340. 


Ys 
transcription termination 664. 
pd os 
1 ben gene, gene mapping, gene expression 262. 
bromouracil mutagenesis effects on DNA nucleotide sequence 1254. 
cl repressor, secondary structure predictions, comparisons cro repressor 558. 
clll gene, gene mapping, DNA nucleotide sequence 2432. 
cloning, vector construction 3833. 
ColE1 integration 392. 
cro repressor, DNA binding, fluorescence 2204. 
cro repressor DNA binding sequence, synthesis 23. 
cro repressor, DNA binding specificity 2205. 
cro repressor repressors homology, amino acid sequence, supersecondary structure 
6096. : 


cro repressor, structure, N.M.R. 1625. 

cro repressor, structure, U.V. spectroscopy, N.M.R. 1626. 

cro repressor, structure, role DNA binding, reviews 3323. 

DNA, anthramycin, mitomycin C attachment sites, restriction endonuclease mapping 
1279. 

DNA, binding acridine orange, ethidium bromide 4291. 

DNA biosynthesis, reviews 6103. 

DNA, cloning, plasmid pBR322, replication, Escherichia coli 4528. 

DNA, condensation, physicochemical properties 5133. 

DNA deletion, transposon Tn9 instability, Escherichia coli 5916. 

DNA, endodeoxyribonuclease EcoRI cleavage 3225. 

DNA genomes, recombination mechanisms, role RNA 2620, 

DNA methylase EcoRIl, methylation genomes, 5-methylcytosine distribution 3528. 

DNA methylation deficiency, stimulation recombination 364. 

DNA, nucleotide sequence 2431. 

DNA, nutL gene mutants, nucleotide sequence 5116. 

DNA packaging, linear dichroism 1635. 

DNA packaging, nucleotide sequence 5411. 

DNA packaging, recA gene protein, recombination, Escherichia coli 3899. 

DNA packaging, use 8-metoxypsoralen intercalation probes, electron microscopy 
561. 


DNA packing, bis-psoralen cross-linking 567. 
DNA, psoralen photoinactivation 750. 
DNA repeated sequence, recombination, Dipodomys ordii 979. 
DNA secondary structure, fluorescence 6513. 
DNA single-stranded DNA-binding protein complex, electron microscopy 1615. 
DNA, synthesis, N.M.R.. protons 5138. 
DNA, transfer Dictyostelium discoideum 4501. 
»Qgene gene products, suppression transcription termination 548. 
- Qgene proteins, inhibition transcription termination 51. 
J gene, termination factor rho binding regions, nucleotide sequence, gene mapping 


4319. 
hybrids, repeated sequence DNA, genomes elimination 761. 
induction DNA damage, SOS repair, Escherichia coli 6131. 


Phage \, (continued) 
induction, ethionine inhibition, Escherichia coli 3743. 
infection, dnaJ gene, dnaK gene membrane proteins, role replication, Escherichia 
coli 1829. 
inhibition, psoralen cross-linking DNA replication 4469. 
insertion sequence 50 induction transposition, transposon Tn5, plasmid pBR322 
950. 
insertion sequences, insertion sequence 4 transposition, induction DNA 
duplication, transcription 3572. 
int gene, gene regulation 413. 
int gene, regulation, gene expression 5209. 
integrase promoters, nucleotide sequence, restriction endonuclease mapping, 
relationship, terminators 5055. 
integration genes, gene regulation 1516. 
life cycle relationship putrescine binding DNA, Escherichia coli 5677. 
lysogeny, comparison, lysis, development, role, cll gene, hosts hflA gene, himA 
gene, himD gene 1530. 
lysogeny, gene regulation, cro repressor, Cl repressor 1515. 
mutagenesis, y radiation 736. 
mutagenesis, role DNA repair, U.V. radiation, Escherichia coli 3739. 
mutants, amino acid sequence substitution, repressors, relationship, proteins 
stability, DNA binding 5070. 
mutation effects on transcription initiation promoters activity 3704. 
Pas ene, cloning, restriction endonuclease mapping, identification, gene 
ucts 5771. 
nut gene mutation effects on transcription termination 1365. 
operators structure, crystallography 5405. 
operons, transcription termination, restriction endonuclease mapping 116. 
phage 434 hybrids, DNA-binding protein, purification, characterization, 
Escherichia coli 4712. 
+plasmid pBR322 recombinants, nucleotide sequence 5089. 
+plasmid pCQV2, use, gene expression, protein biosynthesis, Escherichia coli 
5204. 
plasmids, cll gene, activation, promoter p1, association, lysogenesis 989. 
plasmids DNA packaging 1628. 
pR operon, gene regulation 4513. 
promoters, DNA cloning, stability, Escherichia coli 2664. 
promoters regions inactivation, effects on galactose operon activity, Escherichia 
coli 2605. 
prophages, U.V. radiation, plasmids F factors induction, Escherichia coli 3131. 
prophages, N-nitroso-N-methyl-N'-nitroguanidine induction, role recA gene 
protein, Escherichia coli 2545. 
se N activity, nusB gene suppressor mutant, nusA1 gene, Escherichia coli 
Ve 
reactivation, mutator genes, Escherichia coli 3732. 
ranciyation: platinum compounds, DNA biosynthesis inhibition, Escherichia coli 
recombination 1535. 
recombination, DNA structure-activity relationships, Escherichia coli recA gene 
protein, recBC gene protein mediation 402. 
recombination, proteins binding sites 5006. 
replication initiation 317. 
replication, kinetics, electron microscopy, Escherichia coli 5155. 
replication promoters, synthesis 3368. 
replication, transcription, gene regulation, reviews 6119. 
replicative intermediates, caffeine initiation replication 330. 
repressors, DNA-binding protein effects on cleavage, Escherichia coli 4014. 
repressors, int gene gene products, inhibition promoters 2629. 
repressors operators interaction, reviews 5422. 
rexA gene, rexB gene, gene regulation 3845. 
single-stranded DNA, electron microscopy mapping 265. 
stimulation lacZ gene recombination, Escherichia coli 3130. 
termination factors regulation RNA polymerase II transcription, man 6702. 
tra gene, restriction endonuclease mapping, gene mapping, gene expression 3861. 
transcription termination sites 3667. 
transduction, fumarate hydratase genes+gerA gene, isolation, Bacillus subtilis 
2904. 
transposon Tn3 mediation replicons fusion 991. 
transposon Tn9 insertion, genomes rearrangement association transposition 5938. 
transposon Tn9 integration, characterization 4507. 
U. a fomation Babi282) DNA repair, 2-aminopurine, Escherichia coli interaction 
U.V. radiation, induction DNA repair, Escherichia coli 3733. 
use cloning Y chromosome mice 4560. 
use, restriction endonuclease mapping, butyryl-CoA synthetase genes, Escherichia 
coli 5815. 
Xis gene proteins, role, complex, prophages attachment sites+int gene gene 
products 1633. 
Phage w, 
comparison, phage 8, genomes, restriction endonuclease mapping 1340. 
Phage AS-1, 
infection, DNA biosynthesis, Anacystis nidulans 3705. 
Phage Ba, 
deletion mutant, restriction endonuclease mapping 296. 
Phage BL20, 
DNA transformation bacitracin biosynthesis, Bacillus licheniformis 5879. 
Phage CA1, 
DNA transformation, protoplasts, Clostridium acetobutylicum 942. 
Phage Cp-1, 
DNA proteins complex, characterization 5401. 
Phage C31, 
cloning, R factors, bacteria 951. 
transfection Streptomyces coelicolor, use liposomes encapsulation DNA 426. 
Phage D3112, 
Pseudomonas aeruginosa, R factor RP4 recombinants, gene expression, Escherichia 
coli, Pseudomonas putida 4532. 
Phage ¢e, 
DNA, restriction endonuclease mapping 3679. 
Phage PEC, 
+Rhodococcus erythropolis, use genes cloning 3819. 
Phage fd, 
DNA nucleotide sequence, base composition 2476. 
DNA structure, N.M.R. 1994. 
gene 5 proteins, oligodeoxyribonucleotides binding, N.M.R. 5398. 
single-stranded DNA, recA gene protein dATP complex formation, DNA-binding 
protein effects on, Escherichia coli 6782. 


151 


Subject Index 


ea ae 


Phage fd, (continued) 
use cloning vectors, reviews 570. 
Phage fr, 
DNA polymerase (RNA-dependent) cistrons initiation regions, RNA, nucleotide 
sequence 4192. 
RNA polymerase (RNA-dependent) loci, transcription initiation sites, mapping 663. 
Phage f1, 
infacted cells, RNA biosynthesis, Escherichia coli 5605. 
infection, effects on transcription, Escherichia coli 4889. 
replication origin, characterization 2021 
use cloning vectors, reviews.570. 
Phage GY 15, 
U.V. radiation induction DNA damage 1256. 
Phage G4, : 
gene J, gene F, gene regulation, role intercistronic region 6674. 
gene J, gene F, intercistronic region, DNA secondary structure 6670. 
gene J, gene F, mRNA stability, role intercistronic region 6324. 
Phage K, 
DNA Biosynthesis, sedimentation complex, structure, characterization 1413. 
Phage ®KZ, 
temperature-sensitive mutant, DNA packaging 3314. 
transduction Pseudomonas aeruginosa 3129. 
Phage LPP-1A, 
DNA, physicochemical properties 713. 
Phage LPP-3A, 
DNA biosynthesis, Pletonema boryanum 6541. 
DNA characterization 860. 
DNA, physicochemical properties 713. 
Phage LP52, 
DNA transformation, bacitracin biosynthesis, Bacillus licheniformis 5879. 
Phage L2, 
Acholeplasma laidlawii, restriction-modification, DNA cytosine residues 
methylation 226. 
DNA, transfection, polyethylene glycol use, Acholeplasma laidlawii 5160. 
Phage MS2, 
RNA biosynthesis, Escherichia coli traD gene mutation effects on 1205. 
RNA conformation, use endonuclease Si (Aspergillus), ribonuclease 4858. 
RNA, oligodeoxyribonucleotides synthesis, complementary 1682. 
mRNA, interaction ribosomal! subunit 30S ribosomal proteins, Escherichia coli 
4148. 
mRNA, translation, chloroplasts cell-free system, Spinacea oleracea 1724. 
Phage Mu, 
binding sites, restriction endonuclease mapying, Escherichia coli 5124. 
DNA integration Escherichia coli, characterization, sites 5251. 
DNA, mapping, hosts genomes, use electron microscopy 221. 
DNA proteins complex, purification, characterization, electron microscopy 5414. 
DNA, replication forks, structure, electron microscopy 219. 
DNA transposition, role proteins 3848. 
early region promoters, characterization transcription initiation sites 6602. 
genomes, restriction endonuclease mapping 5012. 
infection Escherichia coli, Erwinia, mom gene, restriction-modification, gene 
regulation 4510. 
mom gene transcription, regulation DNA methylation, Escherichia coli 2335. 
ner gene, gene expression, cloning 913. 
recombination sites, inversion, deletion 4583. 
replication, integration, role DNA polymerase |, Escherichia coli 6709. 
transposase activity 1587. 
transposition, DNA biosynthesis 6530. 
Phage MX1, 
RNA, nucleotide sequence, peptide mapping 3461. 
Phage MX8, 
lysogeny, DNA hybridization analysis, Myxococcus xanthus 3701. 
Phage M13, 
DNA restriction fragments, cloning vectors 993. 
gene 5 DNA-binding protein, fluorescence, binding DNA 2195. 
‘elix-destabilizing protein oligodeoxyribonucleotides complex, N.M.R. 4015. 
liposomes encapsulation, transfection bacteria 2616. 
purification, methodology 1847. 
use cloning vectors, reviews 570. 
use site-directed mutagenesis, methodology 5220. 
Phage M13mp2, 
transfection Escherichia coli, single-stranded DNA-binding protein effects on 
4511. 
Phage N4, 
RNA polymerase II activity, gene products role 5313. 
Phage PBSX, 
Bacillus subtilis plasmid pBD12 integration 4509. 
Phage Pf1, 
DNA structure, structure, N.M.R. 1994. 
Phage Pf3, 
cloning, plead pBD214 vectors, Pseudomonas aeruginosa 4531. 
Phage 9: A 
DNA, physicochemical properties 2528. 
Phage PM2, 
DNA, interaction doxorubicin, alacinomycin, carminomycin, marcellomycin, 
pyrromycin, viscometry, fluorescence 1874. 
Phage PRD1, 
DNA 5'-terminus, binding proteins, identification, restriction endonuclease 
mapping 5341. 
Phage P1, 
Escherichia coli, cDNA transduction, Myxococcus xanthus 5244. 
plasmid pBR322 integration, insertion sequence 1 mediation, stability, 
segregation 1498. 
+plasmid p15B, recombination, restriction endonuclease mapping, electron 
microscopy 4334. 
prophages, gene mapping 299. 
prophages, IncY plasmids, homology, Escherichia coli plasmid pIP231 2430. 
prophages, lac gene recombination plasmids 422. 
recombination, gene mapping, cin gene 848. 
recombination sites, DNA topography 3894. 
recombination, transduction, induction filamentation, Klebsiella pneumoniae 3897. 
restriction modification genes, transcription, nucleotide sequence 5083. 
Phage P1Cm, 
transduction gentamicin resistance genes, R factors 5881. 
Phage P2, 
DNA biosynthesis, gene B proteins role, hybridization analysis 5161. 


Phage P2, (continued) 
DNA, fusion plasmid pBR322, replication, Escherichia coli 3895. 
gene expression, phage P4 activation, cell-free system 5604. 
MRNA, transcription initiation sites, DNA nucleotide sequence 6425. 
Phage P22, 
ant gene promoters, genetic analysis, DNA nucleotide sequence 2434. 
cro repressor repressors homology, amino acid sequence, supersecondary struct 
6096. 
DNA, endodeoxyribonuclease EcoRI cleavage 3225. 
DNA packaging, gene 2, gene 3 proteins, initiation 3320. 
ONA packaging, role pac gene, transposon Tn10, Salmonella 882. 
DNA, restriction endonuclease mapping 1362. 
erf gene DNA-binding protein, purification, characterization 2193. 
gene 9, gene regulation, transcription termination 5291. 
gene 9 nucleotide sequence 812. 
Phage P4, 
activation phage P2 gene expression, cell-free system 5604. 
a gene gene products, RNA polymerase 6698. 
gene mapping 5017. 
recombination, chromosomes sites specificity, Klebsiella pneumoniae 5162. 
Pinage P7, 
prophages, IncY plasmids, homology, Escherichia coli plasmid pIP231 2430. 
transduction regions, att gene localization, use phage T1, Escherichia coli 3823. 
Phage Q8, 
RNA polymerase (RNA-dependent), Escherichia coli ribosomal protein S1 dynam 
fluorescence polarization 1146. 
RNA polymerase (RNA-dependent), mechanisms 1576. 
Phage R17, 
coat protein, interaction RNA binding sites, characterization 4714. 
coat protein interaction RNA binding sites, kinetics, thermodynamics 4715. 
Phage SH10, 
RNA polymerase binding sites, electron microscopy mapping, comparison 
Streptomyces hygroscopicus, Escherichia coli 6480. 
Streptomyces, gene mapping, DNA, Escherichia coli RNA polymerase binding s 
2502. 


Phage SP, 
DNA methylation, restriction-modification, comparison phage Z, phage SPR, phe 
®3T, phage p11, Bacillus subtilis 3050. 
DNA, restriction endonuclease mapping 765. 
Phage SPO1, 
capsids DNA, physicochemical properties 3059. 
cloning gene 28, nucleotide sequence, characterization 4427. 
early region, repeated sequence DNA, transcription termination sites, nucleotide 
sequence 4414. 
Phage SPO2, 
Bacillus subtilis, DNA polymerase L gene, gene expression, Escherichia coli 341 
Phage SPP1, 
DNA, restriction endonuclease mapping, recombination, reconstitution 3898. 
transfection, drugs effects on recombination 352. 
Phage SPR, 
DNA (cytosine-5-)-methyltransferase genes cloning, Bacillus subtilis 2662. 
DNA (cytosine-5-)-methyltransferase genes, cloning, gene expression, Bacillus 
subtilis, Escherichia coli 2673. 
DNA methylation, restriction-modification, comparison phage Z, phage SPB, 
phage ®3T, phage p11, Bacillus subtilis 3050. 
Phage SP01, 
DNA, restriction endonuclease mapping 3679. 
Phage SP82, 
DNA, restriction endonuclease mapping 3679. 
Phage T1, 
DNA packaging 1631. 
use, phage P7 transduction regions, att gene localization, Escherichia coli 3823 
Phage T12, 
DNA, restriction endonuclease mapping 3668. 
Phage T2, 
poly(lysine), protamine, binding DNA 5399. 
sodium DNA, C-form 3056. 
Phage T3, 
DNA nucleotide sequence, repeated sequence 1962. 
ocr gene function, effects on restriction-modification systems, Salmonella 
typhimurium 2615. 
Phage T4, 
defective mutant, recombination DNA repair, role DNA topoisomerase Il 2130. 
den V Ve gene products, use, DNA repair measurements, Escherichia coli 51 
DNA, U.V. radiation, dimers formation association 5-hydroxymethyicytosine 636 
DNA (adenine-5-)-methyltransferase genes, cloning, hybridization analysis 6389 
DNA biosynthesis, association Escherichia coli gene products, dnaG gene 142% 
DNA biosynthesis, replicative intermediates 1428. 
DNA biosynthesis, reviews 6103. 
DNA biosynthesis, role unwinding activity, Escherichia coli 3702. 
DNA, cleavage fragments, characterization 6424. 
DNA genomes, mapping promoters, transcription terminations sites 216. 
DNA infection, role membrane potential, Escherichia coli 2547. 
DNA, organization, electron microscopy 2773. 
DNA, poly(L-lysine) complex, electron microscopy 5408, 
DNA polymerase activity, bleomycin effects on 3930, 
DNA polymerase, antimutator mutants mechanisms 2708. 
DNA polymerase, pyridoxal 5'-phosphate inhibition 480. 
DNA polymerase, role, frameshift mutation mutagenesis 4638. 
DNA repair, mechanisms 3748. 
Di enticlion endonuclease mapping, cloning, gene mapping, gene expressi 
DNA structure, association encapsulation 4391. 
DNA, supercoiling 2012. 
DNA transfection, spheroplasts, Escherichia coli 445. 
es Waele! protein, association, DNA biosynthesis, DNA repair, recombinatior 
1 " 
DNA-binding protein, trypsin cores crystallization 1060. 
Sone oducts, gene 20, immunochemistry, electron microscopy, role, DNA packa 
gene 32 DNA-binding protein, role self regulation gene expression 2090. 
gene 32 protein binding DNA chemical moditication 4016. 
gene 32 role, DNA replication, recombination 5159. 
gene 49, role, recombination 4512. 
gene 49 structure, electron microscopy 5007. 
gene 67, gene mapping, nucleotide sequence 1339. 


152 


Biochemistry Abstracts 2 vol. 


‘@hage T4, (continued) 
/ growth, RNA polymerase effects on, Escherichia coli 2701. 
' infection, DNA glycosylase purification, characterization, Escherichia coli 3943. 
if aetony DNA injection, role cell surface membrane potential, Escherichia coli 
3073. 
' infection, Escherichia coli, effects on RNA polymerase, reviews 6025. 
A on genes, DNA replication origins, restriction endonuclease mapping 


lysozyme genes, repeated sequence mutation, DNA nucleotide sequence 4418. 
pin gene cloning, effects on protein biosynthesis, Escherichia coli 3824. 
polydeoxyribonucleotide synthetase (ATP), ligation DNA fragments 2132. 
polynucleotide kinase, polyribonucleotide synthetase(ATP), effects on Escherichia 
6} ~~ scoli tRNA 1592. 
' polyribonucleotide synthetase(ATP), mechanisms 1589. 
| polyribonucleotide synthetase(ATP), reaction products analysis 1098. 
i) polyribonucleotide synthetase (ATP), immobilized enzymes 6041. 
i), polyribonucleotide synthetase (ATP), mechanims, role Escherichia coli infection, 
reviews 3322. 
¥ polyribonucleotide synthetase (ATP), purification, characterization 498. 
| polyribonucleotide synthetase (ATP), reaction mechanisms, physicochemical 
properties 2131. 
polyribonucleotide synthetase (ATP), substrate specificity, oligonucleotides 
analogs 1701. 
| polyribonucleotide synthetase (ATP), 2-(3’)-O-DL-alany! hexainosinic acid 
5 synthesis, alkaline phosphatase suppression 5334. 
recombination, DNA homology requirements 1525. 
' tRNA, post-translation, characterization 6202. 
tRNA splicing 2238. 
single-stranded bor ali! AS gath DNA complex, electron microscopy 1615. 
Structural proteins genes, D! 
862. 
transforming activity, tyrosine oxidation effects on 4286. 
translation, ribosomes binding tRNA, frameshift mutant 3426. 
uvsW gene, uvsY gene, cloning, gene expression, Escherichia coli 5886. 
)Phage T4B, 
DNA euch flow dichroism 1634. 
ge T4dC, 


“iP 


transduction plasmid pBR322 988. 
Phage T5, 
cloning, plasmid pBR322, RNA polymerase binding 4611. 
DNA polymerase activity, DNA-binding protein gene D5 inhibition 3937. 
DNA polymerase, use, DNA biosynthesis 3937. 
DNA polymerase, use, DNA biosynthesis 6714. 
DNA transport, plasma membranes, infection, Escherichia coli 1454. 
early region promoters, oligodeoxyribonucleotides synthesis, cloning, 
structure-activity relationships 6661. 
R pana =, genes, cloning, nucleotide sequence, hybridization analysis 6423. 
» Phage T7, 
&§ damage DNA, packaging 6789. 
dextrans, sucrose, sorbitol, effects on, DNA, packaging 1632. 
DNA biosynthesis, reviews 6103. 
DNA biosynthesis, reviews 6134. 
DNA concatemers 1407. 
DNA, condensation, light scattering 744. 
DNA, Escherichia coli RNA polymerase complex, photoaffinity labelling 6026. 
DNA fragments, melting curve, mapping 5134. 
DNA, light scattering 5136. 
DNA nucleotide sequence 4993. 
DNA polymerase, activity, role thioredoxin, insulin inhibition 1578. 
DNA polymerase, purification, characterization 1009. 
DNA, RNA polymerase binding, kinetics, Escherichia coli 3233. 
DNA, strands breaks, analysis, radiation induction 3544. 
DNA, temperature effects on structure 5135. 
DNA, transfection, Escherichia coli 321. 
DNA-binding protein stimulation exodeoxyribonuclease (phage T7-induced) 1065. 
gene 67 mutation effects on heads assembly 1513. 
ocr gene function, effects on restriction-modification systems, Salmonella 
typhimurium 2615. 
poly(lysine), protamine, binding DNA 5399. 
promoters, deletion mutant, cloning, structure-activity relationships 358. 
promoters, DNA cloning, stability, Escherichia coli 2664. 
reactivation, association Escherichia coli SOS repair 6554. 
teplication, plasmid pBR322 inhibition, Escherichia coli 4588. 
single-stranded DNA-binding protein DNA complex, electron microscopy 1615. 
Phage ®W-14, 
DNA, a-putrescinylthymine, reactivity, physicochemical properties 2533. 
mutants, a-putrescinylthymine role, DNA biosynthesis 5839. 
__ sodium DNA, C-form 3056. 
| Phage ©X174, 
' _N-4-aminocytidine mutagenicity 5477. 
anthracycline antibiotics inactivation, association, DNA binding 738. 
DNA biosynthesis, methodology 6527. 
DNA biosynthesis, proflavine photoinactivation 4471. 
DNA biosynthesis, role Escherichia coli enzymes 6543. 
DNA biosynthesis termination, alkylating agents induction lesions sites 4480. 
DNA damage, sugar phosphates induction 4958. 
DNA, mitomycin C+sodium borohydride reduction effects on 1253. 
DNA nucleotide sequence, base composition 2476. 
DNA nucleotide sequence, statistical analysis 5091. 
DNA single-stranded DNA-binding protein complex, electron microscopy 1615. 
. DNA, spermidine condensation, topography 314. 
gene A proteins, reaction DNA 3221. 
gene E, cloning, gene expression 915. 
gene J, gene F, gene regulation, role intercistronic region 6674. 
ted J, gene F, mRNA stability, role intercistronic region 6324. 
gene missense mutant, DNA nucleotide sequence 218. 
heat mutagenesis, association, Escherichia coli DNA repair 208. 
heat mutagenesis DNA 751. 
initiation, termination, replication, DNA, encapsidation 318. 
promoters effects on galactose operon expression, Escherichia coli 4607. 
promoters, regulation tet gene, gal gene, Escherichia coli 992. 
promoters, restriction endonuclease mapping 2505. 
purines removal single-stranded DNA, induction amber mutant, DNA biosynthesis 
4470. 
ication, role Escherichia coli factors, purification 1437. 
+SV40 recoinbinants, DNA, restriction endonuclease mapping 6427. 


A, restriction endonuclease mapping, gene expression 


Phage Z, 
DNA methylation, restriction-modification, comparison phage SPR, phage SPB, 
phage ®3T, phage p11, Bacillus subtilis 3050. 
Phage 105, 
fusion, plasmid pG194, transduction, Escherichia coli 3896. 
genetic engineering, plasmid pBD12, Bacillus subtilis 5991. 
spo gene cloning, restriction endonuclease mapping, association transduction, 
Bacillus subtilis 399. 
Phage p11, 
construction, use lys gene, Bacillus subtilis 3818. 
DNA methylation, restriction-modification, comparison phage Z, phage SPR, phage 
SPB, phage ®3T, Bacillus subtilis 3050. 
histidine transduction, role Bacillus subtilis hisA gene, DNA deletion, 
restriction endonuclease mapping 2053. 
use, cloning, spo0A gene, spo0C gene, Bacillus subtilis 3213. 
Phage 138, 
DNA repair, U.V. radiation induction DNA damage, use, Vibrio cholerae 5842. 
Phage 17, 
promoters synthesis, interaction RNA polymerase 598. 
Phage 2C, 
DNA, restriction endonuclease mapping 3679. 
DNA, termini, restriction endonuclease mapping 3680. 
Phage 629, 
Bacillus, protein biosynthesis, genetic control, Escherichia coli 1484. 
DNA biosynthesis initiation, role DNA gene products 2540. 
DNA biosynthesis initiation, role gene 3 initiation, gene expression 6529. 
DNA biosynthesis, reviews 6103. 
gene 3, cloning, gene expression 4508. 
lene 3, gene 4, DNA nucleotide sequence 217. 
NA biosynthesis, RNA polymerase role 3478. 
Phage 3T, 
DNA methylation, restriction-modification, comparison phage Z, phage SPR, phage 
SPB, phage p11, Bacillus subtilis 3050. 
Phage 434, 
cro gene protein, repressors, genetic engineering 437. 
cro repressor repressors homology, amino acid sequence, supersecondary structure 
6096. 


integrase promoters, nucleotide sequence, restriction endonuclease mapping, 
relationship, terminators 5055. 
integration genes, gene regulation 1516. 
phage \ hybrids, DNA-binding protein, purification, characterization, 
Escherichia coli 4712. 
Phage 5006M, 
restriction endonuclease mapping, genomes 767. 
Phage 59, 
Erwinia carotovora, DNA characterization, electron microscopy 158. 
Phage 6, 
double-stranded RNA, 5’-terminus nucleotide sequence, homotogy 1189. 
RNA double-stranded genomes, transcription, nucleotide sequence 1795. 
Lede! tl regulations double-stranded RNA 2330. 
Phage $80, 
cor locus cloning, gene mapping 5883. 
DNA, transcription, translation, Escherichia coli cell-free system, inhibition, 
seminalplasmin, cattle 2825. 
plasmid EP396 Ap gene transposition, Escherichia coli 353. 
transcription, DNA biosynthesis regulation 5154. 
Phages, 
coat protein DNA compiex, X-ray diffraction 5410. 
colitis, development, RNA biosynthesis, rifampicin effects on 5614. 
DNA, U.V. radiation+hydrogen peroxide effects on 3542. 
DNA, DNA repair, deficient mutant, Haemophilus influenzae 2570. 
DNA methylation 4580. 
DNA, proteins, characterization, Halobacterium halobium 6516. 
DNA, use genetic engineering, methodology 1752. 
gene libraries, genes purification methodology, cloning 3842. 
7-N-(p-hydroxyphenyl)mitomycin C effects on DNA 737. 
isolation, characterization, Pseudomonas syringae 4331. 
multiplicity of infection, effects on transcription, Escherichia coli 1204. 
mutagenicity, U.V. radiation, reviews 4031. 
phage SPA10, phage SPA18, phage SPA38, phage SPA48, DNA restriction endonuclease 
mapping, Streptomyces parvulus 3591. 
probes, use, induction SOS repair, Escherichia coli 6556. 
Pseudomonas, DNA base composition 157. 
reviews, association, cloning vectors, Bacillus 3800. 
RNA, DNA nucleotide sequence, collections, books 6799. 
role, transduction, Pseudomonas syringae 4529. 
survival, association bacteria DNA restriction-modification, reviews 6102. 
transduction, isolation, Rhizobium meliloti 4250. 
Pharmacokinetics, 
cytosine arabinoside, man 18. 
Phascolopsis gouldii, 
rRNA 5S nucleotide sequence 5589. 
S phase, 
feplication regions, chromosome 4, yeasts 3695. 
Phaseolin, 
genes, cDNA nucleotide sequence, Phaseolus vulgaris 3575. 
Phaseolus vulgaris, 
chalcone synthase, phenylalanine ammonia-lyase mRNA transcription, Colletotrichum 
lindemuthianum elicitor, induction 2882. 
chloroplasts, DNA, rRNA, tRNA genes, restriction endonuclease mapping, 
hybridization analysis 6456. 
DNA inversion, chloroplasts 828. 
embryos, RNA biosynthesis, 2,4,5-T effects on 2879. 
lectins genes DNA nucleotide sequence, mRNA hybridization analysis 2945. 
phaseolin genes, cDNA nucleotide sequence 3575. 
seeds, seedlings, 5-ribosyluracil isolation 3350. 
Phasianus colchicus, 
DNA structure, genomes 2455. 
Phenacetin, 
metabolites, induction DNA damage, prostaglandin synthase activation, skin 
fibroblasts, man 1885. 
1,10-Phenanthroline, 
+copper complex cleavage DNA, relationship micrococcal endonuclease 194. 
copper (Il) complex, DNA cleavage, chromatin structure, locus 67B1, Drosophila 
542. 


153 


Subject Index 


Phenethyl alcohol, 

DNA biosynthesis inhibition, Escherichia coli 3543. 

effects on transcription ompF locus, iamB locus, Escherichia coli 694. 
Phenobarbitone, 


effect on cytochrome P-450, NADPH-cytochrome P-450 reductase mRNA transcription, 


liver, rats 2880. 
effects on cytochrome P-450 mPNA levels, liver, rabbits 3507. 
Phenotypic reversion, 
dam gene, cloning, plasmid pMQ3, Escherichia coli 1492. 
N-Phenyl-N’-3-hydroxyphenyithiourea, 
effects on protein biosynthesis, ascites tumor cells infected 
encephalomyocarditis virus 6220. 
effects on RNA biosynthesis, encephalomyocarditis virus infected ascites tumor 
cells 6294. 
Phenylacetic acid, 
adenin-9-ylethylamine complex, X-ray crystallography 5479. 
Phenylalanine, 
analogs interaction phenylalanyl-tRNA synthetase, comparison, Escherichia coli, 
Saccharomyces cerevisiae, Neurospora crassa, turkeys 3403. 
biosynthesis, elongation factor 2 specificity ribosomes, archaebacteria 4826. 
codons, oligoribonucleotides conformation, N.M.R. 6191. 
Phenylalanine ammonia-lyase, 
mRNA, biosynthesis, gene regulation, Rhodosporidium toruloides 2353. 
MRNA transcription, 
vulgaris 2882. 
Phanylalanine deaminase, 
genes, Proteus morganii, cloning, gene expression, Escherichia coli 5292. 
Phenylalanyl-tRNA, 
conformation, elongation factor Tu effects on, yeasts 3425. 
conformation, ribosomes aminoacylation sites binding effects on, kethoxal 
chemical modification, Escherichia coli 3387. 
derivatives, cross-linking ribosomal subunit 50S, Escherichia coli 2816. 
elongation factor Tu cross-linkage, binding ribosomes, Escherichia coli 4825. 
Phenylalanyl-tRNA synthetase, 
ATP anal substrate specificity, cytoplasm, mitochondria, liver, chickens, 
easts, Escherichia coli 3397. 
ATP derivatives affinity, inhibition, Escherichia coli 6206. 
binding tRNA Phe, neutron scattering, Escherichia coli 2245. 
effects on tRNA Phe levels, Escherichia coli 3405. 
genes, cloning, gene expression, Escherichia coli 1468. 


interaction, phenylalanine analogs, comparison, Escherichia coli, Saccharomyces 


cerevisiae, Neurospora crassa, turkeys 3403. 
kinetics, mechanisms, Saccharomyces cerevisiae 1714. 
kinetics, structure, comparison cytoplasm, mitochondria, yeasts, chickens liver 
3402. 
modification, characterization, Escherichia coli 4129. 
phenylalany|-8-azido-adenylate inhibition, N-bromoacety|-phenylalanyladenylic 
acid affinity labelling, Escherichia coli 6207. 
purification, characterization, liver, turkeys 3398. 
mRNA, isolation, translation, yeasts 4165. 
tRNA Phe interaction, anticodon loop structure-activity relationships, yeasts 
1132. 
tRNA Phe, tRNA Val interaction, yeasts, rats liver 4791. 
substrates binding, heat inactivation, sulfhydryl groups chemical modification, 
mitochondria, yeasts 6209. 
ene binding tRNA, separation, affinity chromatography, Escherichia coli 
131. 
synthesis diadenosine tetraphosphate, Lupinus luteus 6208. 
tyrosine phenylalanine discrimination, kinetics, mechanisms, Saccharomyces 
cerevisiae 1715. 
Phenylalany!-8-azido-adenylate, 
inhibition phenylalanyl-tRNA ero Escherichia coli 6207. 
2'(3’)}-O-L-Phenylalanyladenosine, 
analogs, synthesis, interaction peptidyltransferase, Escherichia coli 5468. 
Phenylazomalonamidamidine, 
use purines derivatives synthesis 4038. 
3-Phenyllactyl-tRNA Phe, 
interaction elongation factor Tu, Escherichia coli 1742. 
2-Phenyloxazolone, 
immunoglobulin G response, genetic analysis heterogeneity MRNA nucleotide 
sequence 5582. 
monoclonal antibodies, anti, mRNA nucleotide sequence, heavy chains, light 
chains, mice 1769. 
Phenytoin, 
9-ethyladenine, hydrogen bonds interaction, crystal structure 4737. 
Pheromones, 
a-factors, mating types, activity, association, BAR1 gene gene expression, 
Saccharomyces cerevisiae 4898. 
Phieomycin, 
ONA cleavage 1285. 
Phorbol myristate acetate, 
DNA biosynthesis induction, glucocorticoids, prostaglandins inhibition, 
macrophages, mice 5869. 


effects on polyamines metabolism, DNA biosynthesis, RNA biosynthesis, skin, mice 


5192. 


induction RNA biosynthesis, protein biosynthesis, muscles, chick embryos 5546, 


induction sister chromatid exchange, CHO cells 2166. 

induction sister chromatid exchange, DNA, cell lines, hamsters 509. 

induction urokinase RNA biosynthesis, man 4219. 

SV40 transformed cells, effects on viruses induction 3067. 
Phosphate, 


inhibition DNA T actlinghon mechanisms, calf thymus, Rauscher leukemia virus 478. 


copnlatian phoA gene, psiE gene, psiO gene, Escherichia coli 5259. 
role, mitogens stimulation DNA biosynthesis, 3T3 cells 4490. 
Phosphate-binding protein, 

genes, gene products, biosynthesis, Escherichia coli 2862. 
Phosphates, 

protecting pels role, oligonucleotides synthesis 1100. 
Phosphatidylserine, 

liposomes, induction chromatin rearrangement, liver, rats 4678. 
6-Phospho-8-D-galactosidase, 

genes, Lactobacillus casei, cloning, Escherichia coli 978. 
Phosphocholine, 

antibody responses, role xid gene, lymphocytes B precursors, mice 2073. 
Phosphodiester bonds, 

peptides binding DNA, characterization 5371. 


olletotrichum lindermuthianum elicitor induction, Phaseolus 


Phosphodiesterase |, 
Crotalus atrox degradation DNA, high-performance liquid chromatography, 
spermatozoa, Salmo 4963. 
Phosphoenolpyruvate carboxykinase (ATP), 
mRNA levels, diabetes mellitus, glucocorticoids, glucose effects on, liver, rats 
5619. 
Phosphoenolpyruvate carboxykinase (GTP), 
genes, restriction endonuclease mapping, nucleotide sequence, rats 6459. 
pres. transcription, dibutyryl cAMP stimulation, liver, rats 1802. 
rmones induction, MRNA, hepatocytes, rats 682. 
mRNA biosynthesis, cyclic AMP regulation, rats 6302. 
Phosphofructokinase, 
genes, cloning, gene expression, Escherichia coli 410. 
Phosphogluconate dehydrogenase (decarboxylating), 
genes, gene regulation, Escherichia coli 1544. 
Phosphoglycerate kinase, 
genes, cDNA clones, nucleotide sequence, hybridization analysis, man 3627. 
genes, DNA nucleotide sequence, Saccharomyces cerevisiae 791. 
Phospholipase C, 
genes, cloning, gene expression, pseudomonas aeruginosa 1514. 
genes, cloning, Pseudomonas aeruginosa 433. 
genes, Pseudomonas aeruginosa, cloning, gene expression, Escherichia coli 5 
Phospholipid composition, 
chromatin, nuclei, cell proliferation, liver, rats 3989. 
Phospholipids, 
biosynthesis, regulation, membrane turnover membrane proteins, Caulobacter 
crescentus 2016. 
nucleosides analogs conjugate, synthesis, use antineoplastic drugs 3360. 
Phosphonoacetic acid, 
effects on Epstein-Barr virus transcription, B95-8 cells 1196. 
pretreatment, U.V. radiation reactivation, DNA biosynthesis, herpes simplex vin 
1 2583. 
resistance, use isolation DNA polymerase temperature-sensitive mutant, vaccir 
virus 6710. 
Phosphoprotein phosphatase, 
activity, poly(I-C) inhibition, interferon treatment cell lines 6195. 
dephosphorylation ribosomal protein L44, ribosomal protein L45, Saccharomyc 
cerevisiae 6718. 
Phosphoramide mustard, 
DNA adducts 2405. 
N-(5’-Phosphoribosyl)-anthranilate isomerase, 
genes, 5'-terminus flanking ie hg role regulation gene expression, 
Saccharomyces cerevisiae i! 
Phosphorus-32, 
ADE2 gene, ADE1 gene mutagenicity, association base pairs composition, 
Saccharomyces cerevisiae 5889. 
Phosphorylase, 
MRNA, levels, muscles, glycogenosis 5, man 6235. 
Phosphorylation, 
DNA topoisomerase |, hepatoma 3248. 
effects on aminoacy!-tRNA synthetase multienzyme complexes activation, liver 
rats 1718. 
effects on initiation factor 2 subunit, reticulocytes, rabbits 1743. 
elongation factor 2, effects on activity, role GTP, reviews, reticulocytes, 
rabbits 6112. 
histone H1, relationship, histone H1 poly(ADP-ribosylation) 4669. 
histones variants, fractionation, characterization, CHO cells 6746. 
initiation factor 2 a-subunit, protein kinase, role double-stranded RNA, 
interferon stimulation 3509. 
bay factor 2, protein kinase, protein biosynthesis regulation, eukaryotes 
initiation factor 2, regulation initiation protein biosynthesis 2286. 
initiation factor 2, skeletal muscle 72. 
initiation factor 2 subunits, effects on initiation protein biosynthesis 4830. 
nucleoproteins, cyclic AMP, eukaryotes 6642. 
nucleoproteins, fractionation, characterization, salivary gland, Chironomus 
tentans 6053. 
protein kinase, chromatin proteins, DNA binding effects on, thymus, cattle 514. 
proteins, ADP-ribosylation regulation, nuclei, liver, chickens 5340. 
bg ad RNA polymerase |, RNA polymerase II activity, Saccharomyces cere\ 
L sesidle) protein S6, effects on protein biosynthesis, DNA biosynthesis, 373 
cells 2269. 
ribosomal protein S6, glucagon, insulin stimulation, hepatocytes, rats 2266. 
ribosomal protein S6, insulin, epidermal growth factor stimulation, DNA 
biosynthesis, 3T3 cells 1735. 
ribosomal protein S6, progesterone stimulation, oocytes, Xenopus laevis 1730. 
Lagi proteln S6, trifluoperazine effects on galactosamine induction, liver, 
tal 5 
ribosomal proteins, «-interferon effects on, HeLa cells 3413. 
ribosomal proteins, detection methodology, interferon treatment cell lines 6218 
Yate proteins, effects on tRNA Met binding, ribosomal subunit 40S, liver, 
rats 637. 
ribosomal proteins, polyribosomes formation effects on, cortex, rats 1737. 
ribosomal proteins, 2,4-D effects on, Glycine max 5544. 
RNA polymerase II, isoproterenol induction, glioma cells, rats 2114. 
role, deoxyribonucleotides synthesis, phosphotriester method 5480. 
role, poly(I:C) 
thymidine, fertilization role, electron microscopy, eggs, Strongylocentrotus 
purpuratus 6157. 
tyrosine, sites, v-abl gene, c-abl gene, nucleotide sequence, man, Abelson 
leukemia virus 5075. 
Phosphotriester method, 
deoxyribonucleotides synthesis, role phosphorylation 5480. 
oligodeoxyribonucleotides synthesis 5504. 
oligonucleotides synthesis 5501. 
tRNA analogs oligoribonucleotides synthesis 5489. 
Photo-CIDNP, 
oligodeoxyribonucleotides conformational analysis 5505. 
Photoaddition, 
ON oa photochemistry 3-carboxypsoralen reaction thymidine, U.V. radiz 
Photoaffinity labelling, 
cap-binding protein identification, nuclei, HeLa cells 6785. 
DNA structure, 4,5',8-trimethylpsoralen, replication, herpes simplex virus 1 27¢ 
Fecherichia coli RNA polymerase phage T7 DNA complex 6026. 


154 


4 
| 


/hotoattinity labelling, (continued) 
| histones, interaction DNA, fluorescence 2160. 
ye eA synthetase, comparison chloroplasts, cytoplasm, Euglena gracilis 
792. 
puromycin analogs, ribosomes, Escherichia coli 2274. 
* ribosomal proteins, tobramycin analogs, ribosomes, Escherichia coli 4147. 
| ribosomes, Escherichia coli 1147. 
| tRNA Phe, ribosomes, Escherichia coli 3427. 
‘hotobacterium, 
» hybridization analysis, DNA nucleotide sequence, homology, Beneckea 5053. 
i;hotobleaching, 
| DNA concentration effects on ethidium bromide binding 6385. 
ethidium bromide binding DNA 6383. 
‘hotochemistry, 
a. nyoeeraien reaction thymidine, U.V. radiation, models DNA photoaddition 
r h 
| (/’hotoinactivation, 
)) DNA, phage A, SV40 750. 
i *hotolysis, 
Ny polynucleotides 5-iododeoxyuridine, energy transfer 5503. 
i hotometry, 
Ai DNA, histones content, assays, nuclei 1248. 
hotomorphogenesis, 
\ DNA biosynthesis relationship, DNA biosynthesis, photomorphogenesis relationship, 
i Sinapis alba 4449. 
hotooxidation, 
Ui Bee stoporphyrin induction, DNA purines, pyrimidines, 1286. 
) r A 
’ effects on DNA biosynthesis, Chenopodium rubrum 905. 
“Photoreactivation, 
| DNA repair genes, cloning, Saccharomyces cerevisiae 6613. 


4) DNA repair, Staphylococcus aureus, comparison Escherichia coli 891. 
4 U.V. radiation, DNA, Candida utilis, Candida guilliermondii 4284. 
)>hotosensitization, 

f_ skin, psoralen induction, DNA, binding, carcinogenesis 4973. 
otosynthesis, 

i mapping, Rhodopseudomonas capsulata 3565. 
)N-Phthalidyl-5-fluorouracil, 

Ay derivatives, synthesis, antitumor activity, mice 1078. 

i) actin, DNA, restriction endonuclease mapping 796. 

aminoacyl-tRNA codons recognition 613. 
cell cycle, chromatin, DNA, proteins binding 3973. 
development, RNA polymerase binding templates 3920. 
DNA biosynthesis, cycloheximide inhibition 893. 
» endoribonuclease, substrate specificity, mechanisms 1002. 
histones mRNA, translation, wheat germ cell-free system, DNA, isolation 5636. 
lysates, MRNA, isolation, hybridization 4836. 
mitochondria, nuclei, RNA introns, splicing, comparison Tetrahymena, 
+ nonhistone proteins, chromatin interaction 4667. 
nuclei, chromatin, deoxyribonuclease degradation 3983. 
feplicons role, transcription, mitosis, RNA polymerase !I, DNA biosynthesis 6739. 
rRNA genes, inverted repeat, nucleotide sequence, secondary structure 5700. 
tRNA genes, restriction endonuclease mapping 280. 
icochemical properties, 
DNA, phage LPP-1A, phage LPP-3A 713. 
R factor R394 723. ' 
nonhistone proteins, leukocytes, leukemia, man 538. 
)_ RNA, comparison chronic bee paralysis virus helper viruses 643. 
Phytochrome, 
poly(A)-containing mRNA translation, growth conditions, dark comparison light 
regulation chlorophyll a/b protein mRNA transcription, Hordeum vulgare 5620. 
regulation, MRNA, plastid, restriction endonuclease mapping, Sinapis alba 1798. 
lation RNA biosynthesis, nuclei, Cocos nucifera 1817. 
‘Phytohemagglutinin, 
effects on chromatin, electron microscopy, lymphocytes, rats 4705. 
Stimulation lymphocytes, DNA biosynthesis, flow cytometry 5835. 
proteins, inhibition herpes simplex virus DNA biosynthesis 2586. 
'_ proteins, ribosomes inactivation 631. 
| Pichia, 
} Pichia pinus, 
chromosome aberrations, crossing-over, a radiation induction 3283. 

: Picornavirus, 

‘Pieris brassicae, 

» _ poly(A)-containing mRNA, metabolism, synthesis 4885. 

4 jeons, 

‘ain, protein kinase regulatory subunits, induction protein biosynthesis, 3T3 

cells 621. 
Escherichia coli R factors isolates, drug resistance 4937. 

otobiotics, plasmid pTE503 transfer, enterotoxins 5268. 

istocompatibility locus SLA, association repeated sequence, flanking regions 
histocompatibility locus SLA J region, C region, gene mapping 1379. 
kidney, urokinase genes, role hormones gene regulation 5612. 
liver, elongation factor 1, interaction GTP, aminoacyl-tRNA 73. 
lymphocytes, heparin effects on chromatin, comparison fractions 4011. 
neurointermediate lobe, proopiomelanocortin mRNA, cell-free system translation 

6329. 


‘U.V radiation, wavelength comparison effects on, Rana 5177... 
fegions, R factor pRPS404 cloning, restriction endonuclease mapping, gene 
Physarum polycephalum, 
chromatin histones, acetylation, cell cycle 3286. 
j histone H4 genes, chromatin structure, relationship cell cycle 2153. 
! 
Chlamydomonas reinhardtii 6244. 
| RNA biosynthesis, association cell cycle 1815. 
7 (E)-S-(2-bromovinyl)-2'-deoxyuridine + 2'-deoxyadenosine, polynucleotides 32. 
ly(8-oxy 1-1) 603. 
effects on, Avena sativa 4936. 
maNA levels, gene regulation, Avena sativa 4545. 
Phytolacca americana, 
Cactus-specific, DNA hybridization analysis, evolution 3564. 
DNA nucleotide sequence, homology 4403. 
i INA, repeated sequence 3629. 
chromatin transcription complex isolation, liver 2745. 
4412. 
lymphocytes, DNA, chromatin sedimentation, heparin effects on 4704. 
Oocytes, nucleoli ultrastructure, association RNA biosynthesis, development 2860. 


Biochemistry Abstracts 2 vol. 13 


Pigs, (continued) 
relaxin, cDNA nucleotide sequence, hybridization analysis 1973. 
Siete DNA-binding protein, isolation, characterization 4012. 
1, 
antigens genes, DNA cloning. Escherichia coli 5296. 
F factors, detection methodology, Escherichia coli 3523. 
genes, cloning, construction, gene mapping, Klebsiella pneumoniae 2101. 
genes, cloning, Escherichia coli 5908. 
proteins, genes, genomes rearrangement effects on gene expression, Neisseria 
gonorrhoeae 414. 
Pinus thunbergii, 
ee photoinduction germination, mRNA translation, cell-free system 1824, 
sum, 
cytochrome f genes localization, DNA, chloroplasts 2509. 
Pisum sativum, 
chlorophyll deficient mutant, effects on transcription, translation, chlorophyll 
a/b protein 4220. 
chloroplasts, RNA biosynthesis, light induction 1806. 
chloroplasts, RNA polymerase, purification, characterization 3925. 
chromosomes nonhistone proteins components composition, association DNA structure 
4681. 
development, cotyledons, poly(A)-containing mRNA, characterization 4852. 
DNA, plasmids, replication, excision 5143. 
embryos, RNA biosynthesis, gibberellic acid effects on 3492. 
lipid peroxidation products inhibition protein biosynthesis 4149. 
2',5'-oligo(A) polymerase, auxin regulation 3914. 
Preprovicilin genes cDNA nucleotide sequence 3646. 
radiation effects on meristems roots, relationship mitosis, DNA content 
4982. 
ribosomal proteins, purification, characterization 2819. 
ribosomes, ribosomal proteins, isolation, characterization 4139. 
ribulosebisphosphate carboxylase, gene expression, hybridization analysis, 
chloroplasts 3172. 
ribulosebisphosphate carboxylase, genes, MRNA, restriction endonuclease mapping, 
characterization 4346. 
RNA polymerase activity, gibberellic acid stimulation 6699. 
mRNA, cell-free system translation, competition cowpea chlorotic mottle virus 
1224. 
roots, extrachromosomal DNA replication, electron microscopy 3693. 
seedlings, MRNA translation, protein biosynthesis, cell-free system 1836. 
storage proteins genes, cDNA nucleotide sequence 3583. 
use, translation cell-free system, assays 2813. 
vicilin CDNA nucleotide sequence, proteolysis cleavage sites 5795. 
Pituitary, 
cell culture, prolactin, somatotropin gene expression, relationship chromatin 
structure, rats 3986. 
chromatin, somatotropin genes, glucocorticoids, thyroid hormones receptors, rats 
3991. 
estradiol effects on RNA polymerase | activity, rRNA 28S, rRNA 18S synthesis, 
tats 5317. 
estradiol regulation precursors lutropin, follitropin mRNA, rats 4899. 
gene regulation, somatotropin, proopiomelanocortin, rats 6306. 
haloperidol effects on DNA biosynthesis, relationship estrogens, rats 6577. 
hyperprolactinemia inhibition DNA biosynthesis, role dopamine, rats 5150. 
ontogeny, estrogen role prolactin, somatotropin gene expression, mice 4585. 
prolactin transcription, epidermal growth factor stimulation, rats 2875. 
proopiomelanocortin gene expression, dopamine agonists, antagonists effects on, 
rats 4218. 
somatotropin mRNA, thyroid hormones, glucocorticoids regulation, rats 1803. 
BSS lOc OUyiO TE inhibition prolactin MRNA levels, hybridization, rats 
4 - 
tumors, estradiol modulation mRNA poly(A)-containing translation activity, 
pituitary, rats 4897. 
Pituitary (anterior), 
adrenal gland, hydrocortisone effects on DNA biosynthesis, rats 2049. 
DNA biosynthesis, estrogens, sulpiride effects on, association prolactin release, 
growth 5190. 
DNA biosynthesis, lisuride effects on, rats 2876. 
cDNA nucleotide sequence, preprolactin genes, cloning, rats 2092. 
somatotropin genes, gene expression, hybridization analysis, rats 6624. 
Placenta, 
gene libraries, somatotropin gene families organization, restriction endonuclease 
mapping, man 5042. 
histone H1, purification, characterization, man 1037. 
man, tRNA, effects on lactogen mRNA, man 5530. 
bigs rye a trichomanes, 
rRNA 5S nucleotide sequence 6257. 
Planocera reticulata, 
rRNA 5S, nucleotide sequence, comparison Dugesia japonica 3441. 
Planococcus, 
chromosomes, methylation DNA bases, dinucleotides 5807. 
Plant cells, 
Agrobacterium tumefaciens Ti plasmid, gene transfer, chloramphenicol 
acetyltransferase, octopine synthase plant cells, gene expression 5890. 


transformation, gees cloning, cauliflower mosaic virus 3820. 
transformation, Ti plasmid, Agrobacterium tumefaciens 3821. 
Plants, 


Agrobacterium tumefaciens gal transfer, genetic engineering, Ti plasmid 3192. 
Agrobacterium tumefaciens Ti plasmid infection, gene transfer 3193. 
chloroplasts genes, mRNA, hybridization analysis, evolution 2518. 
chloroplasts, rRNA 5S nucleotide sequence, homology Synechococcus lividus 1772. 
chromatin structure, interphase, banding methodology 6077. 
chromosomes banding 2732. 
chromosomes, nuclei, DNA base composition, cytofluorometry 4252. 
ONA vectors, cloning, reviews 4024. 
gene transfer, use Agrobacterium tumefaciens Ti plasmid 3801. 
gene transfer vectors, Agrobacterium Ti plasmid, mutagenesis association 449. 
inhibitors, replication, viruses 2543. 
mitochondria DNA, gene expression, reviews 2784. 
mitochondria DNA, reviews 4730. 
 radiation+ radiation toxins inhibition DNA biosynthesis, induction 
chromosome aberrations 4474. 
ricin inhibition protein biosynthesis, ribosomes 1153. 
tumors, books 1637. 
viruses, closed circular single-stranded DNA 725. 
viruses infected, isolation double-stranded RNA, methodology 2300 


155 


Subject Index 


Plants, (continued) 
viruses infection, isolation double-stranded RNA 2290. 
Plasma, 
5'-deoxy-5-fluorouridine assays 575. 
hepatitis B virus DNA levels, non-A, non-B hepatitis superinfection, chimpanzees 
4949 
G-mercaptopurine assays, monkeys 1082. 
6-mercaptopurine determination, high-performance liquid chromatography 1646. 
Plasma membranes, 
adenosine transport, L1210 cells 1092. 
association RNA, use antibodies, lymphocytes, man 145. 
DNA interaction, -y radiation effects on, Escherichia coli, Bacillus subtilis 
3552. 
DNA receptors localization, Bacillus subtilis 553. 
DNA transport, phage T5 infection, Escherichia coli 1454. 
nucleotidase activity identification, use cerium ions, macrophages, mice 5335. 
plasmids replication sites, imipramine, promethazine binding, Escherichia coli 
12 


ribosomes pated tole, «-amylase, «-D-glucosidase biosynthesis, 
Bacillus licheniformis 6210. 
sialic acid role cells proliferation, endocytosis, neuraminidase effects on DNA 
biosynthesis, atrium, rats 5832. 
Plasmacytoma, 
cell lines, hnRNA, isolation, characterization, translation 2299. 
myc gene, gene expression, BALB/c mouse 3158. 
Plagmids, 
actin genes cloning, integration, Saccharomyces cerevisiae 3148. 
association antimicrobial agents, metals ions resistance, gene regulation, 
reviews, bacteria 6104. 
association virulence, Salmonella dublin, mice 4953. 
bacteriocins transfer, Streptococcus lactis 4548. 
bla gene, restriction endonuclease mapping, Neisseria gonorrhoeae 227. 
Bti plasmid, restriction endonuclease mapping, Bacillus sphaericus 755. 
C10 DF13, cloacin genes, DNA nucleotide sequence 3582. 
characterization, detection, Thiobacillus 3522. 
characterization, genes role nitrogen fixation, Rhizobium leguminosarum 3882. 
characterization, Salmonella derby 721. 
chromatin structure, yeasts 1024. 
cll gene, activation, promoter p1, association, lysogenesis, phage \ 989. 
citrate metabolism, DNA homology 308. 
Bones, Treponema pallidum proteins antigens, gene expression, Escherichia coli 
cloning, restriction endonuclease mapping, gene mapping, cysB gene, Salmonella 
typhimurium 5711. 
cloning, Streptomyces 5905. 
cloning vehicles, construction 369. 
Clostridium perfringens, reviews 5. 
Co1E2, immunity proteins, colicins genes, homology, restriction endonuclease 
mapping, Escherichia coli 2462. 
ColE1, transcription effects on replication 1416. 
ColE1, citrate (si)-synthase gene regulation, Escherichia coli 3796. 
ColE3, colicin E3, colicin E3 inhibitor genes, DNA nucleotide sequence 4992. 
ColE3, colicin E3 genes, DNA nucleotide sequence 1328. 
ColE1, copy number control RNA transcripts, secondary structure 6270. 
ColE1, gene expression, genomes fragmentation 3774. 
ColE1, integration phage d 392. 
ColE1, operons, cea gene imm gene organization 3822. 
ColE1, ribonuclease H initiation DNA biosynthesis, Escherichia coli 457. 
ColE1, RNA biosynthesis, Escherichia coli 2855. 
ColE1, RNA characterization 2324. 
ColE1, RNA primers transcription, role, secondary structure 2327. 
ColE1, structure-activity relationships, replication, incompatibility, 
Escherichia coli 443. 
ColE1, tritium, mutagenesis, DNA inactivation 748. 
ColE1, uxaB gene, cloning, gene mapping, transcription, Escherichia coli 1549. 
ColE3-CA38, colicins resistance genes, restriction endonuclease mapping 2608. 
ColE2-P9, colicin E2 gene expression, autoinduction, Escherichia coli 5953. 
ColV +1-K94 plasmid, nucleotide sequence rearrangement, Escherichia coli 2479. 
Collb, DNA primase, role, DNA biosynthesis 884. 
ColV, colicin V genes, cloning 975. 
ColV-K30, cloacin aerobactin receptors genes, cloning, gene expression, 
Escherichia coli 1546. 
ColV,I-K94, colicin V genes, gene mapping 850. 
construction, amber mutant genes, cloning, Escherichia coli 5997. 
construction, plasmid pBR325+ B-isopropylmalate dehydrogenase 
genes+ replication origin, Saccharomyces cerevisiae, transformation 4595. 
content, clinical isolates, Campylobacter jejuni 4948. 
copies, measuring techniques, Escherichia coli 4273. 
distribution, cell division, Escherichia coli 3136. 
DNA biosynthesis, DNA repair, role polydeoxyribonucleotide synthetase, 
Saccharomyces cerevisiae 1594. 
DNA biosynthesis initiation, oocytes, Xenopus laevis 2594, 
DNA biosynthesis, recombination, Schizosaccharomyces pombe 6531. 
DNA biosynthesis, reviews 6103. 
DNA, characterization structure, Cephalosporium acremonium 1392. 
DNA, detection, Streptomyces griseus 718. 
DNA fragments, cloning, Halobacterium halobium 2607. 
DNA homology, hybridization analysis, Yersinia enterocolitica 1395. 
DNA hybridization, trimethoprim drug resistance, Escherichia coli, Klebsiella 
pneumoniae 309. 
DNA, incidence, characterization, Campylobacter fetus, Campylobacter coli 4258. 
DNA isolation, Bacteroides fragilis 2385. 
DNA, isolation, characterization, electron microscopy, Escherichia coli 4249. 
DNA, isolation, methodology, gel-filtration chromatography 6351. 
DNA, isolation, restriction endonuclease mapping, association chloramphenicol 
production, Streptomyces phaeochromogenes 3571. 
DNA, isolation, Streptococcus lactic acid bacteria 6350. 
DNA nucleotide sequence, mitochondria, Podospora anserina 6436. 
DNA packaging, phage \ 1628. 
DNA, purification methodology, high-performance liquid chromatography 1855. 
DNA repair, competence, Escherichia coli 2042. 
DNA replication, excision, Pisum sativum 5143. 
DNA, replication, segregation, Saccharomyces cerevisiae 928. 
DNA, restriction endonuclease mapping, recombination, reconstitution 3898. 
DNA Supercolligs DNA gyrase inhibition, induction, Escherichia coli 4647. 
DNA, Z-form, B-form junctions flexibility, use endonuclease S1 (aspergillus) 


156 


Plasmids, (continued) 


probes 5830. 

double-stranded RNA killer factor transcription, Saccharomyces cerevisiae 1790. 

electrophoresis, Azospirillum 5652. 

Ent plasmid, Escherichia coli, transfer Shigella dysenteriae, Salmonella 5241. 

enterotexins gene expression, role Enterobacteriaceae hosts 6280. 

Escherichia coli, homology, Escherichia coli plasmid pIP231, prophages, phage | 
phage P7 2430. 

Escherichia coli, prorennin genes construction, cattle 6585. 

Escherichia coli, role genes mobilization, Vibrio cholerae 959. 

Escherichia coli, transformation, Saccharomyces cerevisiae 3783. 

expression, association enterotoxins production, Escherichia coli 3784. 

F factor FP2, curing, Pseudomonas aeruginosa 6348. 

R factor ms425, isolation, characterization, Pseudomonas cepacia 1235. 

R factor NR1, recombination R factor RSF2124, conjugation, Escherichia coli 38: 

R factor pMG1, R factor pRO161, mobilization association transposon Tn904 
transposition 5093. 

R factor pRO161, R factor pMG1, mobilization association transposon Tn904 
transposition 5093. 

R factor RK2, DNA, condensation, light scattering 744. 

R factor RK2, incompatibility, expression, mechanisms 883. 

R factor RK2, oriT gene nucleotide sequence, Escherichia coli 5092. 

R factor RK8, isolation, characterization, Escherichia coli 159. 

R factor RP1, homology R factor R906, R factor R751, hybridization analysis 24° 

R factor RP1, tetracycline antibiotic resistance tetA gene, tetR gene, DNA 
nucleotide sequence, homology transposon Tn1721 6504. 

R factor RP4, DNA transposition 389. 

R factor RP4, Escherichia coli, conjugation Azotobacter vinelandii 2669. 

R factor RP4, mutants, effects on DNA biosynthesis, Escherichia coli 3106. 

R factor RP4, plasmid pUCS110 construction, nitrogen fixation genes, 
characterization, Lignobacter 3202. 

R factor RP4, Pseudomonas aeruginosa phage D3112 recombinants, gene express 
Escherichia coli, Pseudomonas putida 4532. 

R factor RP4, Pseudomonas aeruginosa, transmission, conjugation, association, 
Pseudomonas pseudomallei, Pseudomonas mallei 5910. 

R factor RP4, replication, Saccharomyces cerevisiae 3694. 

R factor RSF 1030, nucleotide sequence origin DNA biosynthesis, isolation 
transcription initiation sites, Escherichia coli 1356. 

R factor RSF1010, incorporation, host range mutants isolation, Rhizobium meiilo 
3843. 

R factor RSF1030, copy number contro! RNA transcripts, secondary structure 62 

R factor RSF2124, recombination R factor NR1, conjugation, Escherichia coli 38 

R factor RSF2124, stability, tryptophan operon deletion, transposon TnA effects 
on 347. 

R factor Rts1, cloning 3139. 

R factor Rts1, incompatibility regions nucleotide sequence 5781. 

R factor R1, copB gene, cloning, role incompatibility expression, replication 
387. 

R factor R1, replication, role copA gene, copB gene, gene products, genetic 
control, Escherichia coli 3105. 

R factor R100, antibiotic resistance, finO gene, isolation, characterization 
5770. 

R factor R100, effects on dnaB gene analogs activity, Escherichia coli 5261. 

R factor R100, gene mapping 1991. 

R factor R12, insertion sequence 1, RNA polymerase binding plasmids, Escheric 
coli 808. 

R factor R388, restriction endonuclease mapping 2957. 

R factor R394, physicochemical Fevers incompatibility 723. 

R factor R483, tetrahydrofolate dehydrogenase, DNA nucleotide sequence 5798 

R factor R6, detection, persistence, Escherichia coli 3524. 

R factor R6K, replication initiation proteins, binding DNA 2207. 

R bj R6K, traS gene, finO gene, replication origin regions, gene mapping 

R factor R64drd11, DNA, replication, conjugation, Escherichia coli 1466. 

R factor R68.45, Escherichia coli, conjugation Azotobacter vinelandii 2669. 

R factor R68.45 tranfer, conjugate, characterization, virulence, Rhizobium 
meliloti 5895. 

R ee R68.45 transfer, association conjugation, virulence, Rhizobium meliloti 
5892. 

R factor R7K, restriction endonuclease mapping 2957. 

R factor R751, restriction endonuclease mapping, hybridization analysis, homolo 
R factor RP1 2414. 

R factor R772, Escherichia coli, site-directed mutagenesis, Ti plasmid use, 
insertion sequence 70 role, Agrobacterium tumefaciens 3793. 

R factor R906, restriction endonuclease mapping, hybridization analysis, homolo 
R factor RP1 2414. 

R factor R91-5, integration, Pseudomonas putida 1462. 

R fer SA, construction, restriction endonuclease mapping, use cloning vector: 
1 

R factors, U.V. radiation resistance, Pseudomonas aeruginosa 4608. 

F factors, cloning, Escherichia coli 4553. 

R factors, cloning, phage ©C31, bacteria 951. 

F factors, comparison 

F factors, conjugation gene regulation, use hybridization, gene fusion, 
Escherichia coli 6598. 

R ra detection, association antibiotic resistance, Streptococcus pneumonia 

15. 

F factors, detection methodology, Escherichia coli 3523. 

R factors, DNA biosynthesis, transposon Tn5 transposition 2015. 

R factors, DNA repair genes, role freeze-thawing resistance, Pseudomonas 
aeruginosa 322. 

R Oe oe ae coli, drug resistance, isolates, man, cattle, chickens, 

igs ‘ 
F ae gene transfer, association traT gene gene expression, Escherichia col 


F factors, genes, regulation plasmids proliferation, association, Escherichia 
coli cell division 6592. 

R factors, gentamicin resistance genes, phage P1Cm transduction 5881. 

factors, hybridization analysis, restriction endonuclease mapping, evolution 
2007. 

R factors, IncH2 plasmid, gene expression, Escherichia coli 1238. 

F factors, induction phage \ prophages, U.V. radiation, Escherichia coli 
3131. 

F’ factors, insertion sequence 1, insertion sequence 5, hybridization analysis, 
transposition activity, Escherichia coli 5956. 

R factors, insertion sequences characterization, Salmonella ordonez, Escherichi 


Biochemistry Abstracts 2 vol. 13 


| lasmids, (continued) 


coli, Salmonella panama, Enterobacter cloacae, Acinetobacter calcoaceticus 2672. 
R factors, isolation, characterization, Escherichia coli 160. 


» F factors, isolation, Escherichia coli 3526. 


FE eos. repeated sequence, role incompatibility gene expression, Escherichia 
coli 5276. 


9), F factors replication, regulation 2534. 


F factors, replication, temperature-sensitive mutant inhibition, hybridization 
analysis, Escherichia coli 2024. 


| F factors, restriction endonuclease mapping, chromosomes, Escherichia coli 5764. 


* R factors, restriction-modification, Pseudomonas 1474. 


F tactors, RNA degradation genes, restriction endonuclease mapping 232. 
 F factors, role, excision, kanamycin antibiotic resistance transposon Tn5, 
Escherichia coli 5971. 


9 F factors, role identification DNA helicase | genes, Escherichia coli 6040. 


»¢ F factors, si 


le-stranded DNA-binding protein genes, gene mapping, gene 
products, Escherichia coli 6400. 
R’ factors, Ti plasmid cointegration, plasmids construction, Agrobacterium 
tumefaciens 3128. 
R factors, TOL plasmid hybrids, mapping 874. 
| R factors transfer, Escherichia coli, Thiobacillus novellus 6594. 
F factors, transposon Tn1 incorporation lactose operon, Escherichia coli 4552. 
F a? transposon Tn65 insertion sequence, pif gene proteins, gene mapping 
' R factors, use, transfer virulence plasmids, methodology, Agrobacterium 
thizogenes 2690. 
Frankia, detection, nodules, Alnus glutinosa 167. 


*, genes cloning, bacteria, fungi, books 4021. 
/) genes, cloning, gene expression, chromosomes, transformation, Bacillus subtilis 
e 5965 


genes transfer, Bacillus subtilis 1477. 


3; genetic analysis, Escherichia coli, Salmonella typhimurium, Klebsiella 


pneumoniae, Providenica stuartii 5645. f 
genetic engineering, gene expression, man interferon genes, Escherichia coli 
5969. 


GolE1 plasmid, alkaline phosphatase genes, gene expression, Escherichia coli 


hemolysin genes DNA nucleotide sequence, homology chromosomes, Escherichia coli 
j 1390 


} hemolysins bacteriocins, DNA, hybridization analysis, Streptococcus faecalis 


4385. 


; hepatitis B surface antigen, gene expression, Saccharomyces cerevisiae 3887. 


he: simplex virus 1, thymidine kinase genes, gene expression, mammalian cells, 
scherichia coli 5990. 
homology, hybridization analysis, Bacteroides 2006. 


homology, restriction endonuclease mapping, Corynebacterium fascians 1354. 


| hybridization analysis, gene mapping, Methylophilus methylotrophus 2955. 


' hybridization analysis, Neisseria gonorrhoeae 4394. 


' hybridization analysis, use mutagenicity testing, mutagens specificity, 


___ Escherichia coli 2914. 
hybrids, killer factors+ Saccharomyces cerevisiae URA3 gene, transformation, 
Kluyveromyces lactis 3789. 
Inc 7-M plasmid, factors, hybridization analysis, restriction endonuclease 
mapping, evolution 2007. 
Inc plasmids, bacteria, classification methodology 4248. 


_ Inc plasmids, Escherichia coli, transfer, Pseudomonas aeruginosa 5707. 


Inc plasmids, R factors, antibiotic resistance, drug resistance, Pseudomonas 
5644 


IncH plasmid, DNA homology, restriction endonuclease mapping, hybridization 
analysis, Escherichia coli 5708. 

IncH2 plasmid, R factors, gene expression, Escherichia coli 1238. 

Incl-1 plasmid, plasmid TP110, restriction endonuclease mapping, Salmonella 
typhimurium 2473. 

IncN plasmid, plasmid pCU1, cloning, transposon Tn5 use, Escherichia coli 5952. 

incompatibility classification use transposons, Escherichia coli 5198. 

IncP plasmid role, dehalogenase, genes, gene transfer, R factor R64.44, 
Pseudomonas putida 5896. 

IncP-1 plasmid, R factor R906, R factor R751, R factor RP1, restriction 
endonuclease mapping, hybridization analysis 2414. 

IncP-8 plasmid, F factor FP2, curing, Pseudomonas aeruginosa 6348. 

IncW plasmid, origin replication, function 5274. 

IncW plasmid, R factor R388, R factor R7K, plasmid Sa, restriction endonuclease 
mapping 2957. 

insertion sequences effects on transcription, topology 5225. 

isolation, characterization, cloning, restriction endonuclease mapping, 
Sulfolobus acidocaldarius 228. 

isolation, characterization, DNA repair genes, Saccharomyces cerevisiae 4938. 

isolation, characterization, Methylomonas clara 1233. 

isolation, Clostridium acetobutylicum 2384. 

isolation, methodology, Campylobacter 3516. 

isolation methodology, Escherichia coli 6357. 

isolation, methodology, Streptococcus 2392. 

isolation, molecular weight, antibiotic resistance, Staphylococcus aureus, 
ireland 4264. 

plasmid+ColV plasmid, nucleotide sequence rearrangement, Escherichia coli 

‘479. 
deers DNA, restriction endonuclease mapping, gene mapping, Kluyveromyces 
is 1918. 

F'lac factor, replication sites, imipramine binding, Escherichia coli 5146. 

lactamase genes, translation, cell-free system, Staphylococcus aureus 3514. 
lose plasmid pSKO8, restriction endonuclease mapping, Streptococcus lactis 

789. 

like DNA, characterization, mitochondria, cytoplasmic male sterility, Sorghum 
4260. 

man y-interferon cDNA, gene expression, Saccharomyces cerevisiae 3184. 

mitochondria, cloning vectors, genetic engineering, eukaryotes, reviews 6110. 

mitochondria, DNA, density, molecular weight, hybridization analysis, Claviceps 
purpurea 5002. 

molecular weight, base composition, association virulence, conjugation transfer, 
Escherichia coli 2686. 

molecular weight, gentamicin antibiotic resistance, Enterobacteriaceae 4954. 

molecular weight, restriction endonuclease mapping, Halobacterium halobium 2004. 

molecular weight, use endonuclease S1 (Aspergillus), Escherichia coli 2527. 

mutants, use rRNA transcription 2688. 

nif gene, Klebsiella pneumoniae, inhibition, nitrogen fixation 1494. 

nif gene, nucleotide sequence, homology, strains, Rhizobium japonicum 5094. 


Plasmids, (continued) 

nitrogen fixation genes, localization, hybridization analysis, Erwinia herbicola 
6391. 

nucleotide sequence, restriction endonuclease mapping, Neisseria gonorrhoeae 
3655. 

oligo(dG), annealing oligo(dC) cDNA, transformation Escherichia coli 6655. 

pBD214 plasmid, genetic engineering, Bacillus subtilis 3864. 

pBR3822 plasmid, containing rats liver mitochondria DNA, gene mapping, DN. 
biosynthesis, Escherichia coli 2539. : 

pBR322 plasmid, role proteins activation sites, DNA replication 5840. 

penicillin antibiotic resistance, molecular weight, Neisseria gonorrhoeae 1239. 

phage P1 prophages+lac gene recombination 422. 

plasmia pTiB6, replication sites, gene mapping, Agrobacterium tumefaciens 2002. 

2u plasmid, DNA biosynthesis, Saccharomyces cerevisiae 4445. 

plasmid EP396, Ap gene transposition, phage 80, Escherichia coli 353. 

2 plasmid, FLP gene, role sites specificity recombination, yeasts 2074. 

plasmid KEN125, use isolation signal peptide mutants, transformation, Escherichia 
coli 405. 

plasmid maintenance, E gene, gene products, Escherichia coli 1487. 

plasmid NAH 7, naphthalene biodegradation genes, cloning, restriction 
endonuclease mapping, gene expression, Escherichia coli 1550. 

plasmid NPL-1 role, naphthalene oxidation, Pseudomonas putida 5281. 

plasmid pAB 124+plasmid pU 110, hybrids, construction, restriction endonuclease 
mapping, Bacillus subtilis 2005. 

plasmid pAB 324, chimeras, construction, restriction endonuclease mapping, 
Bacillus subtilis 953. 

plasmid pACYC184, tetracycline genes, SV40 promoters gene regulation 940. 

plasmid pAgK84, isolation, restriction endonuclease mapping, Agrobacterium 
radiobacter 834. 

plasmid pAgK84, restriction endonuclease mapping, hybridization analysis, 
Agrobacterium radiobacter 2424. 

plasmid pAM@1, transfer, lactic acid bacteria recipients 6590. 

plasmid pAO3, superhelix density, structure 6511. 

plasmid pAO3, RNA, structural transition, supercoiling role 2525. 

plasmid pA03, superhelical DNA, cruciform structure, electrophoresis 3686. 

plasmid pBA1, Anacystis nidulans, DNA cloning, characterization, Escherichia coli 
1456. 

plasmid pBD12, Bacillus subtilis, integration phage PBSX 4509. 

plasmid pBD12, genetic engineering, phage 105, Bacillus subtilis 5991. 

plasmid pBD214, vectors, cloning phage Pf3, Pseudomonas aeruginosa 4531. 

plasmid pBD9, ermC gene, gene expression, Escherichia coli 375. 

plasmid pBP11, restriction endonuclease mapping, replication 880. 

plasmid pBP11, restriction endonuclease mapping, replication, Salmonella 
typhimurium 2427. 

plasmid pBR, cloning Rous sarcoma virus 4600. 

plasmid pBRN3S, plasmid pBR322 derivatives, isolation, characterization 2417. 

plasmid pBRS188, construction, cloning promoters, Escherichia coli 3124. 

plasmid pBR22, proviruses DNA cloning, spleen focus-forming virus 990. 

nae pBR325+ mitochondria DNA, association nuclei, Saccharomyces cerevisiae 

plasmid pBR322+phage A recombinants, nucleotide sequence 5089. 

plasmid pBR322+ plasmid pUB110, hybrids, gene expression, Bacillus subtilis, 
Escherichia coli 3133. 

plasmid pBR322, benzo(a)pyrene derivatives intercalation 5668. 

plasmid pBR322, cloning, phage d DNA, replication, Escherichia coli 4528. 

plasmid pBR322, cloning, restriction endonuclease mapping, apt gene, Escherichia 
coli 1296. 

plasmid pBR322, closed circular DNA, endodeoxyribonuclease cleavage, ethidium 
bromide effects on 3909. 

plasmid pBR322 derivatives, plasmid pBRN3, isolation, characterization 2417. 

plasmid pBR322, DNA cleavage, endodeoxyribonuclease Hinfl, substrate specificity 
4623. 

plasmid pBR322, DNA insertion sequences, molecular weight, Escherichia coli 3134. 

plasmid pBR322, DNA single-stranded breaks, U.V. radiation induction 4970. 

plasmid pBR322, DNA superhelical Z-form 5818. 

plasmid pBR322, duplication, insertion sequence 1 mediation, role recA gene 
protein, DNA polymerase |, Escherichia coli 4597. 

plasmid pBR322, Escherichia coli enterotoxins subunit structure, cloning 3795. 

plasmid pBR322, fusion phage P2 DNA, replication, Escherichia coli 3895. 

plasmid pBR322, hybridization analysis, restriction endonuclease mapping, 
repeated sequence, Balbiani rings, Chironomus tentans 6394. 

plasmid pBR322,.insertion sequence 50 induction transposition, transposon Tn5, 
phage \ 950. 

plasmid pBR322, lysozyme crosslinking, N-acetoxy-2-acetylaminofluorene induction, 
free radical mechanisms, Escherichia coli 4305. 

plasmid pBR322 maintenance, role recB gene, recC gene gene products, Escherichia 
coli 2099. 

plasmid pBR322, N-acetoxy-2-acetylaminofluorene induction mutation, nucleotide 
sequence 6474. 

plasmid pBR322, oligo(dG), use, cloning interferon cDNA, man 6654. 

plasmid pBR322, oligonucleotides mutagenesis, B-lactamase genes 955. 

plasmid pBR322 papilloma virus (bovine) DNA herpes simplex virus thymidine kinase 
genes recombinants, recovery, Escherichia coli transformation 4575. 

plasmid pBR322, phage p1 integration, insertion sequence 1 mediation, stability, 
segregation 1498. 

plasmid pBR322, phage T4dC transduction 988. 

plasmid pBR322, phage T5 cloning, RNA polymerase binding 4611. 

plasmid pBR322, phage T7 Peet eee inhibition, Escherichia coli 4588. 

plasmid pBR322, plasmid pMG110, DNA gyrase B-subunit elimination, Escherichia 
coli 1583. 

plasmid pBR322, promoters regions deletions, construction, characterization, 
Escherichia coli 3869. 

pigeat i roe Be replication, role mitochondria DNA, DNA polymerase |, Escherichia 
coli 5901. 

plasmid pBR322, replication, transformation, use genetic engineering, Neurospora 
crassa 2675. 

plasmid pBR322, Schizosaccharomyces pombe, mitochondria DNA, cloning, gene 
expression, Escherichia coli 6004. 

plasmid pBR322, +SV40, recombinants vectors, persistance, COS1 cells 162. 

plasmid pBR322, tetracycline antibiotic resistance genes, nucleotide sequence 
5769. 

plasmid pBR322, tetracycline antibiotic resistance genes, restriction fragments 
deletion 6667. 

plasmid pBR322, tetracycline resistance, cadmium sensitivity, transformation, 
Escherichia coli 2632. 

plasmid pBR322, transformation, Serratia marcescens 957. 


157 


Subject Index 


Plasmids, (continued) 


Plasmids, (continued) 


plasmid pBR322 viruses recombinants, microinjection, integration, mammalian cells plasmid pRL1JI, cloning, nodulation genes, use, host range specificity, Rhizobit 


416. 

plasmid pBR325, +B-isopropylmalate dehydrogenase genes + replication origin, 
construction, Saccharomyces cerevisiae, transformation 4595. 

plasmid pBR325, plasmid pBR322, cloning, thymidine phosphorylase, uridine 
phosphorylase genes, Escherichia coli 5902. 


plasmid pBR325, plasmid pUB110, plasmid pBR322, recombination, transformation, 


Escherichia coli, Bacillus subtilis 5293. 


plasmid pBR327, transcription gene mapping, use chloramphenicol acetyltransferase 


genes 3631. 

plasmid pBR329, cloning vectors construction 2638. 

plasmid pBS12, U.V. radiation resistance, Pseudomonas aeruginosa 4608. 

plasmid pBS31, U.V. radiation resistance, Pseudomonas aeruginosa 4608. 

plasmid pBTG, Bacillus thuringiensis subsp.galleriae, homology, distribution, 
cloning, Escherichia coli, plasmid pBR325 956. 

plasmid pCA1, association cis-abienol, sclareol transformation, Nocardia 
restricta 3870. 

plasmid pCM959, Escherichia coli replication origin containing, transcription, 
incompatibility regulation 5977. 


leguminosarum 5958. 

plasmid pRSP1, glutamate dehydrogenase genes restriction endonuclease mapf 
Escherichia coli 841. 

plasmid pRW751, Z-form DNA, supercoiling induction 1405. a 

plasmid pSa, Escherichia coli, restriction endonuclease mapping, comparison, 
chloramphenicol resistance, deletion mutant 5703. 

plasmid pSa, genetic engineering, gram-negative bacteria 3191. 

plasmid pSat, restriction endonuclease mapping, molecular weight, Streptomyc 
albus 2947. 

plasmid pSCC31, endodeoxyribonuclease EcoRI genes, use cloning, hybrids pre 
biosynthesis 3212. 

plasmid pSC101, replication origin, DNA nucleotide sequence 5776. ‘ 

plasmid pSG111, cloning vectors, construction, transformation Anacystis nidula 
5993. 

plasmid pSL103, binding, models, membranes, Bacillus subtilis 3687. 

plasmid pSM1, isolation, Streptomyces cinnamonensis 2377. 

plasmid pSO1, plasmid pSG1, Streptomyces, plasmid pBR322, Escherichia col 
restriction endonuclease mapping 5704. 


plasmid pCP2, mitochondria DNA+ plasmid pBR325, association nuclei, Saccharomyces plasmid pSO1, plasmid SCP1, role recombination, Streptomyces 


cerevisiae 5208. 

plasmid pCQV2, +phage A, use, gene expression, protein biosynthesis, 
Escherichia coli 5204. 

plasmid pCU1, cloning, transposon Tn$ use, Escherichia coli 5952. 

plasmid pCU1, inverted repeat, gene mapping, characterization, Escherichia coli 
2463. 

plasmid pC194, fusion phage 105, transduction, Escherichia coli 3896. 

plasmid pDH24, plasmid pDS4, recombination, homology, hamsters 6638. 

plasmid pDS1, restriction endonuclease mapping, cloning 6502. 


plasmid pEL1, plasmid pSM10419, hybridization analysis, Streptococcus pyogenes 


1302. 
plasmid pEMBL, characterization 3690. 
plasmid pE194 integration, chromosomes, Bacillus subtilis 2663. 
plasmid pFJ103, cloning, Streptomyces 5254. 
plasmid pHE3, cloning vectors, recombinants DNA, Escherichia coli 996. 


plasmid pHG33, chloramphenicol resistance, comparison plasmid pHGSO, restriction 


endonuclease mapping, hybridization analysis, Escherichia coli 4392. 


plasmid pHGS5O, chloramphenicol resistance, comparison plasmid pHG33, restriction 


endonuclease mapping, hybridization analysis, Escherichia coli 4392. 


plasmid pHH1, gene mapping, Halobacterium halobium, comparison Halobacterium 


cutirubrum 4388. 

plasmid pHH502, incompatibility, molecular weight 724. 

plasmid PHM2, insertion Bacillus subtilis spollA locus, isolation, 
characterization 934. 

plasmid pHM2, transformation, spollA locus point mutation, Bacillus subtilis 935. 

Pieene pHV32, Bacillus subtilis, directed mutagenesis, mechanisms, use cloning 

VUG. 

plasmid pIP501, restriction endonuclease mapping, transfer Streptococcus, 
Listeria 2613. 

plasmid pIP501, Streptococcus faecalis, transfer, restriction endonuclease 
mapping, Pediococcus acidilactici, Pediococcus pentosaceus 5117. 

plasmid pl258, plasmid pT10501, plasmid pC221 antibiotic resistance, replication, 
genomes temperature-sensitive mutant, Staphylococcus aureus 5866. 

plasmid pJH1, restriction endonuclease mapping, streptococcus faecalis 5788. 

plasmid pKle1001a, restriction endonuclease mapping, gene mapping, Rhizobium 
leguminosarum 2425. 

plasmid pKMRA, characterization, transformation Escherichic coli 2098. 

plasmid pkM101, dioxidine induction base pairs substitution, transitions, 
transversion, Escherichia coli 4306. 

plasmid pKM101, mucA gene, mucB gene, gene regulation 5989. 

plasmid pKM101, replication, temperature-sensitive mutant, Escherichia coli 5833. 

me PKN402A, cloning, deoxyuridinetriphosphatase genes, Escherichia coli 
5947. 

plasmid pKTH 10, transformation a-amylase secretion, Bacillus subtilis 3839. 

plasmid pKY16, mutants, replication, role Escherichia coli replication origin 
1417, 

plasmid pIDNA, cloning, genetic analysis senescence resistant mutant recipients, 
Podospora anserina 1540. 

plasmid pLHB1, chromic acid resistance, Pseudomonas fluorescens 5973. 

plasmid pLM2103, transformation, Streptococcus lactis 920. 

plasmid pMB9+plamsid pST8-26 fusion 960. 

plasmid pMB1 mutants, replication, RNA transcripts role, Escherichia coli 3464. 

plasmid pMB1, replication, role promoters 1418. 


plasmid pMB309, plasmid pBM113 role, megacin A production, Bacillus megaterium 


5821. 

plasmid pMB9, tetracycline resistance, cadmium sensitivity, transformation, 
Escherichia coli 2632. 

plasmid pMG7, cloning restriction-moditication systems, gene expression, 
Escherichia coli 1500. 

plasmid pMKO005, promoters, role, gene regulation antigenic determinants, 
Escherichia coli 5966. 

plasmid pMK2004, cyclization, recombination, induction chimeras 4577. 


plasmid pMP1, restriction endonuclease mapping, molecular weight, methanogenic 


bacteria 1904, 

plasmid pMQ3, dam gene cloning, phenotypic reversion, Escherichia coli 1492. 

plasmid pMS76, chloramphenicol induction gene amplification, Escherichia coli 
2575. 

plasmid pNov1, DNA repair, Haemophilus influenzae 1445. 

plasmid pNZ500, transformation, gene products, Shigella sonnei 4599. 

plasmid pOAD2, Flavobacterium, nylon biodegradation enzymes genes, cloning, 
hybridization analysis, Escherichia coli 5257. 

plasmid pOAD2, restriction endonuclease mapping 1905. 

plasmid pPL608-TR1 role, tetrahydrofolate dehydrogenase genes, mice, gene 
expression, Bacillus subtilis 5288. 

plasmid pPL703, cat-86 gene, promoters gene regulation, growth, Bacillus subtilis 
5994. 

plasmid pPL7065, gene expression, cloning, Bacillus pumilus 5898. 

plasmid pR, transformation, enhancement tiv. radiation resistance, cell lines, 
mice 4589. 


plasmid pRDK101 plasmid pACYC184 recombination, Escherichia coli recombination 


deficient mutant 930. 


plasmid pRiA4b, hybridization analysis, homology Nicotiana glauca, Agrobacterium 


rhizogenes 1400. 
plasmid pRle1001a, restriction endonuclease mapping, Rhizobium leguminosarum 
2426. 


158 


coelicolor+ Streptomyces olivaceus 1473. 

plasrnid pSSK1, plasmid pSSK2, plasmid pSSK3, restriction endonuclease mapy 
Clostridium butyricum 5705. 

plasmid pSUSC, replication, incompatibility oes comparison F factors 2956. 

plasmid een transfer, gene expression, Rhizobium leguminosarum 2645. 

plasmid pTE503, transfer, enterotoxins, gnotobiotics, pigs 5268. 

plasmid pTiACHS, transformation, protoplasts, Petunia hybrida 972. 

plasmid pTiA6NC, restriction endonuclease mapping, use transposons, Agrobacte 
tumefaciens 1545. 

plasmid pTiB6S3, Agrobacterium tumefaciens, aminoglycoside antibiotics 
resistance, gene expression, protoplasts transformation 5959. 

plasmid pTiC58, noc gene, gene mapping, Agrobacterium tumefaciens 5777. 

plasmid pTiT37, Agrobacterium tumefaciens, genetic engineering, transformatic 
regeneration, transmission progeny, Nicotiana tabacum 5900. 

plasmid pTiT37, nopaline synthase genes, nucleotide sequence, transcription 
mapping, Agrobacterium tumefaciens 3610. 

plasmid PTK, hepatitis B virus, gene expression, hybridization analysis, 
relationship, cell growth 1755. 

plasmid pTK-1, DNA insertion methodology, fibroblasts, mice 2680. 

plasmid pTK-1, replication, herpes simplex virus 1 transformed celis 4484. 

plasmid pTP-5, tetracycline antibiotic resistance, Staphylococcus aureus, 
cloning, restriction endonuclease mapping, Bacillus subtilis 6007. 

plasmid pTP4, use cloning vectors, protoplasts transformation, Bacillus 418. 

plasmid pTUB2, tRNA genes, deletion mutant, effects on tufB gene gene expres 
$122. 

plasmid pU 110+plasmid pAB 124, hybrids, construction, restriction endonucle: 
mapping, Bacillus subtilis 2005. 

plasmid pUB 110 DNA role, protoplasts transformation, mutants, Bacillus subtil 
5897. 

plasmid pUB110+plasmid pBR322, hybrids, gene expression, Bacillus subtilis, 
Escherichia coli 3133. 

plasmid pUB110, plasmid pminiKC, use protoplasts transformation, Bacillus 
licheniformis 5907. 

plasmid pUB110, transformation, Bacillus subtilis 4602. 

plasmid pUB110, use Bacillus subtilis transformation 386. 

plasmid pUB110, use, cloning a-amylase genes, Bacillus subtilis 5235. 

plasmid pUC, directed mutagenesis, use cloning, characterization DNA nucleot 
sequence 1503. 

plasmid pUCS110, construction, nitrogen fixation genes, characterization, R 
factor RP4, Lignobacter 3202. 

plasmid pUH1 restriction endonuclease mapping, Bacillus subtilis 6404. 

plasmid pUH24 role, transformation, Synechococcus 5975. 

plasmid pUI81, transformation, Rhodopseudomonas sphaeroides 383. 

plasmid pULB113, gene transfer, Alcaligenes eutrophus, Pseudomonas fluores: 
6001. 

plasmid pUR 250, use DNA nucleotide sequence analysis 236. 

plasmid pVA838, construction, restriction endonuclease mapping, use cloning 
vectors 1507. 

plasmid pVH51, recombination, frequency, Escherichia coli 4536. 

plasmid pVK100, plasmid pVK101, plasmid pVK102, genetic engineering, 
Agrobacterium, plasmid Ti 3132. 

plasmid pWR110, transfer Escherichia coli, pathogenicity, Shigella flexneri 260: 

plasmid pXEY26, DNA biosynthesis, segregation, yeasts 2537. 

plasmid pYM103, tetracycline resistance, transposons 442. 

plasmid even DNA fragments, electric birefringence 3058. 

plasmid P1 Km, replication induction SOS repair, Escherichia coli 5848. 

plasmid p15A, origin replication, RNA biosynthesis, DNA nucleotide sequence 2 

plasmid p15B, restriction modification genes, transcription, nucleotide sequenc 
Escherichia coli 5083. 

piasmid p15B+phage P1, recombination, restriction endonuclease mapping, ele 
microscopy 4334. 

beers p1949, transformation, insertion mechanisms, Bacillus subtilis genome 

plasmid p2265, DNA repair, Haemophilus influenzae 1445. 

plasmid p8-1, immunoglobulins genes, restriction endonuclease mapping, nucle 
sequence, bacteria 1396. 

2. plasmid, replication regulation, Saccharomyces cerevisiae 3112. 

2u. plasmid, replication regulation, Saccharomyces cerevisiae 3113. 

plasmid R1, copA gene, gene expression, Escherichia coli 377. 

ae R100, complement resistance genes nucleotide sequence, Escherichie 

plasmid R46, effects on chemicals induction mutagenesis, Escherichia coli 205 

plasmid R483, RNA degradation genes, restriction endonuclease mapping 232 

plasmid Sa, restriction endonuclease mapping 2957. 

2. plasmid, Saccharomyces cerevisiae, transformation Ustilago maydis 4582. 

plasmid SCP2, hybridization analysis, Streptomyces coelicolor 4409. 

plasmid TP110, colicin gene regulation 5266. 

plasmid TP110, DNA repair genes 3811. 

plasmid TP110, restriction endonuclease mapping 823. 

plasmid TP110, restriction endonuclease mapping, Salmonella typhimurium 24 

plasmid VX DNA, unwinding, pyrimidine dimers effects 3682. 

plasmid YIp5, replication, Saccharomyces cerevisiae, transformation, Ustilago 
maydis DNA fragments 4591. 

plasmid 2, transformation, genes cloning, Saccharomyces cerevisiae 3809. 

plasmids pIM1, plasmids pIM3, vectors construction, use cloning, Escherichia 


Biochemistry Abstracts 2 vol. 13 


‘asmids, (continued) 
* coli, Bacillus subtilis 3903. 
* plasmids pSM1 fragments, transposon Tn3, replication regions 3876. 
yore virus DNA effects on herpes simplex virus thymidine kinase genes, mice 
52. 


) purification, methodology 1846. 
i purification, methodology 1847. 
recombinants, enterotoxins production, cloning, Escherichia coli 5919. 
fecombination, Escherichia coli 3893. 
) replication initiation proteins at nucleotide sequence 252. 
| replication origins, structure, bases substitution, Escherichia coli 2949. 
| replication, reviews 4446. 
/) replication sites, imipramine, promethazine binding, plasma membranes, 
&; Escherichia coli 1283. 
¥f restriction endonuclease mapping, Coxiella burnetti 5090. 
dail endonuclease mapping, molecular weight, Streptomyces antibioticus 
P 5. 
testriction endonuclease mapping, Neisseria gonorrhoeae 4393. 
* restriction endonuclease mapping, protein biosynthesis, cell-free system, 
Neisseria gonorrhoeae, Escherichia coli 2665. 
restriction endonuclease mapping, role, chloramphenicol biosynthesis, 
Streptomyces venezuelae 6406. 
® restriction fragments deletion, methodology 6667. 
» reviews, association, cloning vectors, Bacillus 3800. 
? RK2 plasmids, kil gene, kor gene, cloning, gene mapping 373. 
_ RNA polymerase binding, localization, Escherichia coli 3234. 
role genes transformation, Escherichia coli 5289. 
Saccharomyces cerevisiae cell-free system, DNA biosynthesis 1422. 
) single-stranded double-stranded conversion, characterization DNA biosynthesis 
(| _ initiation sites, Escherichia coli 5295. 
Staphylococcus aureus, role, DNA cloning, Bacillus subtilis 3802. 
Streptococcus faecalis plasmid pAMa1 replicons, comparison, plasmid pBC16, 
? Bacillus subtilis 5715. 
i) structure, electron microscopy, classification, Zymomonas mobilis 6438. 
_ sulfonamide drug resistance genes, nucleotide sequence, Escherichia coli 5115. 
$V40 genomes, transformed cells, characterization 3199. 
SV40, use, recombination, characterization, monkeys cell lines 6606. 
symbiosis genes, construction, characterization, Rhizobium meliloti 2671. 
+tetracycline resistance genes, mutation effects on antibiotic resistance, 
_ _ Escherichia coli 5926. 
| Ti plasmid, R' factors cointegration, plasmids construction, Sorebo Soup 
. _ tumefaciens 3128. 
i} oni gine Agrobacterium, gene transfer vectors, mutagenesis, association plants 


Ti plasmid, Agrobacterium tumefaciens association, use vectors, reviews 4526. 

Ti plasmid, Se tumefaciens, gene transfer, chloramphenicol 
acetyltransferase, octopine synthase genes, gene expression, plant cells 5890. 

Ti plasmid, Agrobacterium tumefaciens gene transfer, genetic engineering, plants 
3192. 

Ti plasmid, Agrobacterium tumefaciens infection, gene transfer, plants 3193. 

Ti plasmid, eh robacterium tumefaciens, transformation, plant cells 3821. 

Ti plasmid, DNA insertion, Agrobacterium tumefaciens 1490. 

Ti plasmid, DNA methylation, Agrobacterium tumefaciens, crown gall tumors 2519. 


Plasmids, (continued) 
use genes recombination, role structure, Escherichia coli 3851. 
vectors, cloning, genes, Pseudomonas 3803. 
vectors, cloning, genes, Pseudomonas 3804. 
vectors, cloning, genes, Streptomyces 3805. 
vectors construction, promoters cloning, use tetrahydrofolate dehydrogenase 
genes, Escherichia coli 4593. 
vectors, Escherichia coli, cloning, construction 2093. 
vectors, genetic engineering 2687. 
vectors, preparation, methodology, cloning cDNA 3195. 
virulence, construction, Yersinia enterocolitica 5924. 
virulence, gene expression, relationship colonial characteristics, Yersinia 
enterocolitica 3817. 
virulence, guinea-pigs, Escherichia coli 939. 
virulence, hybridization analysis, restriction endonuclease mapping, Shigella 
flexneri, Shigella sonnei, Escherichia coli 2524. 
virulence, transfer, use R factors, methodology, Agrobacterium rhizogenés 2690. 
virulence, transfer, use R factors, methodology, Agrobacterium rhizogenes 2690. 
yeasts, reviews 3. 
Zymomonas mobilis, frequency 4245. 
Plasminogen activator, 
dexamethasone effects on, tumor cell lines, mammary gland, mice 2124. 
Plasmodiophora, 
tRNA molecular weight, comparison Sorosphaera, Spongospora 2322. 
Plasmodium chabaudi, 
life cycles, protein biosynthesis, RNA biosynthesis, DNA biosynthesis 112. 
Plasmodium falciparum, 
antigens genes, cloning, gene expression 5205. 
gene libraries, hybridization analysis, nucleotide sequence 4563. 
MRNA, isolation, translation 1830. 
rRNA, isolation, characterization 646. 
Plasmodium knowlesi, 
ceil surface antigens, cloning, gene expression 3214. 
Plastids, 
mRNA, phytochrome reguiation, restriction endonuclease mapping, Sinapis alba 
1798. 


adenosinetriphosphatase subunits genes, localization, nucleotide sequence, 
Spinacea oleracea 5111. 

DNA, heterogeneity, Sphacelaria, Pylaiella littoralis 5036. 

DNA levels, mutants, leaves, Hordeum vulgare 4941. 

DNA, purification, cell culture, Nicotiana 1844. 

restriction endonuclease mapping, DNA, Oenothera 839. 

thylakoid membranes, chlorophyll a/b protein, gene expression, Hordeum 2249. 

pe membranes formation, benzylaminopurine induction, Petunia hybrida 1651. 

atelets, 

diadenosine tetraphosphate, man 1676. 

growth factors expression, simian sarcoma virus transformed cells 6292. 

growth factors, nucleotide sequence, association v-sis gene, simian sarcoma virus 
77 


growth factors stimulation DNA biosynthesis, hepatocytes, rats 2588. 
somatotropin stimulation ribosomal protein S6 phosphorylation, mice, man 4814. 
Platinum, 


Tiplasmid, DNA nucleotide sequence, repeated sequence, Agrobacterium tumefaciens compounds, effects on DNA, genetic analysis, Escherichia coli 209. 


‘sis, homology, Agrobacterium tumefaciens 2470. 
NA nucleotide sequence, Agrobacterium tumefaciens 


2420. 
Ti plasmid, hybridization analysis, homology, Agrobacterium rhizogenes, 
] Agrobacterium tumefaciens 242. 
Ti plasmid, hybridization analys 
Ti plasmid, induction tumors, 
3674. 
Ti plasmid, nopaline, agropine gene transfer, role agrocinopines, Agrobacterium 
tumefaciens 5284. 
Ti plasmid, nopaline synthase genes, DNA nucleotide sequence, transcription, 
robacterium tumefaciens 2951. 
Ti plasmid, nopaline synthase genes, nucleotide sequence, transcription mapping, 
grobacterium tumefaciens 3610. 
Ti plasmid nucleotide sequence, crown gall, Agrobacterium tumefaciens, Nicotiana 
2515. 
Ti plasmid, octopine synthase genes, nucleotide sequence, transcripts mapping, 
Kerobacterm tumefaciens 3612. 
_ Ti plasmid, ornithine decarboxylase genes, characterization, comparison 
chromosomes, Agrobacterium tumefaciens 5279. 
Ti plasmid, RNA, hybridization analysis, characterization, Nicotiana tabacum 
crown gall 5579. 
Ti plasmid, use gene transfer, plants 3801. 
Ti plasmid, use, site-directed mutagenesis, Escherichia coli, insertion sequence 
70 role, Agrobacterium tumefaciens 3793. 
Ti plasmids, Agrobacterium tumefaciens, plants tumors, books 1637. 
Ti plasmids, cloning vectors, host range, Agrobacterium tumefaciens 954. 
TOL plasmid deletion mutant, restriction endonuclease mapping, Pseudomonas putida 
312. 
TOL plasmid, transposon Tn5 containing, xylS genes, xyIR genes, localization, 
characterization 3794. 
lasmid, xy|ABC operon, xyIDEGF operon, xylR gene, cloning 5986. 
er, bacteriocinogeny, Staphylococcus aureus, Staphylococcus epidermidis 
mense8. 
transformation, Bacillus licheniformis 5920. 
transformation, DNA, gene conversion, Bacillus subtilis 2655. 
transformation, genes vn Saccharomyces cerevisiae 3808. 
transformation, mutants, Escherichia coli 5904. 
transformation, novobiocin antibiotic resistance, gene expression, Haemophilus 
influenzae 370. 
transformation, recombination, role superhelical DNA, Bacillus subtilis 5922. 
transformation, recombination, transduction, drugs inhibition, Bacillus subtilis 
2925. 
transformation, restriction endonuclease mapping, Streptomyces 4326. 
transformation, role membrane proteins, mutants, Escherichia coli 4541. 
transformation, role repeated sequence, recombination, models, Bacillus subtilis 
2614. 
transformation, Saccharomyces cerevisiae 965. 
' transformation, transduction, recombination mutants, Bacillus subtilis 924. 
transposon Tn9 camr gene transformation, association chloramphenicol resistance, 
; Escherichia coli, Saccharomyces cerevisiae 5298. 
U.V. radiation DNA damage 183. 
use detection galactose promoter mutants, Escherichia coli 1329. 
use DNA insertion, Saccharomyces cerevisiae 927. 


Beery phage A reactivation, DNA biosynthesis inhibition, Escherichia 
coli 3758. 
immunoglobulins complex, inhibition DNA biosynthesis, tumor cells, mice 3764. 
interaction DNA, calf thymus 4297. 
uracil, structure, E.S.R. analysis 4040. 
Platinum-1-methyluracil blue, 
hydrolysis, interaction DNA 6388. 
Pletonema boryanum, 
phage LPP-3A DNA biosynthesis 6541. 
Pleurodeles waitlii, 
oocytes, chromatin characterization 3269. 


DNA biosynthesis, organ culture 5867. 
oocytes, nuceloproteins microinjection, localization 5346. 
Pleuronectes, 
lymphocystis virus virions, genomes, hybridization analysis, restriction 
endonuclease mapping 5008. 
Pleurospora crassa; 
glutamate dehydrogenase genes, cloning 3856. 
Pleurotus ostreatus, 
rRNA 5S nucleotide sequence 4177. 
Ploidy, 
DNA levels, carcinoma, lung, man 714. 
genetic analysis, flow cytofluorometry, DNA content, myeloma, man 6356. 
sex chromosomes, DNA content, Dysdercus intermedius 6354. 
Trypanosoma cruzi, genomes organization 798. 
Podospora anserina, 
emetine resistance, association-ribosomal proteins 1738. 
mitochondria, DNA biosynthesis, senescence effects on 1453. 
mitochondria DNA, nucleotide sequence, senescence 3650. 
mitochondria, plasmids, DNA nucleotide sequence 6436. 
mitochondria rRNA genes, gene mapping 5003. 
plasmid pIDNA, cloning, genetic analysis senescence resistant mutant recipients 
1540. 
RNA polymerase Ill, purification, characterization 1571. 
translation fidelity relationship cell differentiation 1723. 
Podospora comata, 
RNA polymerase Ill, purification, characterization 1571. 
Point mutation, 
cell surface glycoproteins genes, Trypanosoma brucei 1382. 
tRNA Pro, characterization, Caenorhabditis elegans 1704. 
tRNA Ser genes, characterization, mitochondria, Saccharomyces cerevisiae 4123. 
sites, immunoglobulins variable region A-chain genes, DNA nucleotide 
sequence, mice 255. 
spollA locus, Bacillus subtilis, plasmid pHM2 transformation 935. 
thalassemia B-globin genes, activation splicing sites, man 4543. 
U.V. radiation, correlation frequency nonsense mutant, hotspots, Escherichia coli 
205. 
Poly(A), 
binding ribonucleoproteins, liver, rats 4661. 
derivatives, synthesis, interaction poly(U), poly(!) 5500. 
distribution, embryogenesis, Xenopus laevis 6243. 


159 


Subject Index 


Poly(A), (continued) 
hydrolysis benzo(a)pyrene-7,8-diol-9, 10-epoxide, salts effects on 5874. 
manganese effects on, U.V. spectroscopy, C.D. 5518. 
nickel binding, U.V. spectroscopy 4763. 
nucleopeptides interaction 5655. 
polyribo-5-dimethylaminouridylic acid hybrids, synthesis, induction interferon, 
chick embryos 4771. 
primers, cleavage poly(dA), ribonuclease H, chick embryos 2105. 
silver interaction, potentiometric titration, U.V. spectroscopy 601. 
3'-terminus nucleotide sequence, reviews 4724. 
Poly(C), : 
chloracetaldehyde chemical modification, induction transcription errors, RNA 
polymerase, calf thymus, Escherichia coli 2699. 
N.M.R. conformational analysis 4095. 
poly(!), induction interferon, liver inhibition flavoprotein-linked monooxygenase 
activity 1596. 
< re i erization, (guanosine 5'-phosphor)-2-methylimidazolide 1680. 
‘oly(!), 
interactions metals 1110. 
poly(A) derivatives interaction 5500. 
+poly(C), induction interferon, inhibition liver flavoprotein-linked 
monooxygenase activity 1596. 
Poly(U), 
conductivity measurements, conformational analysis 5506. 
hybridization, mRNA levels, heart polyribosomes, rats 2831. 
5-mercaptouridine containing, inhibition DNA polymerase, calf thymus 6035. 
N.M.R. conformational analysis 4095. 
poly(A) derivatives interaction 5500. 
Poly(A) polymerase, 
binding mRNA ribonucleoproteins adenylation, embryos, Artemia 2722. 
giberellic acid stimulation, Triticum aestivum 2698. 
translation, giberellic acid, abscisic acid regulation, Triticum aestivum 466. 
Poly(2-aminodeoxyadenylic acid), 
C.D., thermal stability, association biological activity 4082. 
Poly(U)-binding protein, 
purification, effects on elongation factor 1, wheat germ 4822. 
Poly(7: juanylic acid), 
synthesis, physicochemical properties 1117. 
Poly(&-methyladenylic acid), 
single-stranded helix, conformation 6190. 
Poly(8-oxy !-1), 
synthesis, physicochemical properties, induction interferon production, brain, 
mice 603. 
Poly(A-U), 
arvana RNA, ribosomes ribonuclease activity, embryos, Secale cereale 
109. 
Poly(ADP-ribose), 
biosynthesis, DNA repair, X radiation, ataxia telangiectasia, man 3750. 
biosynthesis, regulation, pyruvate kinase, y-glutamyltransferase genes, gene 
expression, hepatocytes, fetals, rats 2799. 
isolation, characterization 3346. 
modification histone H1, effects on nucieosomes formation 2737. 
polydeoxyribonucleotide synthetase (ATP) activation, chromatin 6724. 
role DNA repair, fibroblasts, man 2556. 
structure, association chromatin, DNA repair, DNA biosynthesis, reviews 403¢. 
Poly(ADP-ribose) polymerase, 
activity, correlation DNA strands breakage, chromatin damage 537. 
activity, HeLa S3 cells 3228. 
activity, neurons, comparison glial cells, cerebrum, cattle 1566. 
ADP-ribosylation, chromatin, polyoma virus 1607. 
DNA binding, calf thymus 467. 
heat shock effects on, Drosophila melanogaster 3229. 
inhibitors, enhancement alkylating agents induction sister chromatid exchange, 
DNA repair, CHO cells 6763. 
modification histones, high mobility group proteins, calf thymus 468. 
polypeptides fragments, purification, characterization, calf thymus 3231. 
Poly(ADP-ribose) synthetase, 
distribution, liver regeneration, rats 487. 
Poly(ADP-ribosylation), 
romatin, characterization, use affinity chromatography 5381. 
histone H1, characterization, HeLa cells 5357. 
histone H1, relationship histone H1 phosphorylation 4669. 
Poly(arginine), 
stabilization DNA Z-form, C.D. 746. 
Polarography, 
radium radiation effects on DNA 1282. 
Poly(dA), 
r ey mA primers cleavage, ribonuclease H, chick embryos 2105. 
‘o » 
chloracetaldehyde chemical modification, induction transcription errors, RNA 
polymerase, calf thymus, Escherichia coli 2699. 
3-methycytosine, DNA polymerase, alkylation mutagenesis, Escherichia coli 3761. 
p templates, DNA biosynthesis, DNA polymerase |, Escherichia coli 1452. 
oly(dT), 
recA gene protein sod fluorescence, Escherichia coli 6037. 
U.V. radiation effects on DNA polymerase replication, role pyrimidines dimers, 
man 3929. 
Poly(dA-dT), 
N-acetoxy-2-acetylaminofluorene, adducts formation, effects on DNA polymerase, 
binding 5499. 
dipyrandium interaction, thermodynamics, spectroscopy, calorimetry 6179. 
double stranded, DNA polymerase | replication, O2-methyl-dTTP, O4-methyl-dTTP 
replacement dTTP effects on, Escherichia coli 6708. 
double-stranded, conformation transitions, X-ray diffraction 3370. 
double-stranded, secondary structure, N.M.R. 3378. 
fluorescence, decay time, U.V. radiation 6518. 
lactose repressor binding, temperature effects on, Escherichia coli 2200. 
netropsin binding, differential scanning calorimetry, U.V. spectroscopy, C.D. 
4081. 
transcription, RNA polymerase II, wheat germ 1575. 
Poly(dA-dT)-(dA-dT), 
conformational analysis, C.D., N.M.R. 599. 
neocarzinostatin chromophores adducts, characterization 31. 
bie ari! 1 
physicochemical properties, DNA polymerase | primers activity 4114. 
secondary structure, X-ray diffraction 5519. 


Poly(dC-dG), 
N-acetoxy-2-acetylaminofluorene, adducts formation, effects on DNA polymere 
binding 5499. : 
aflatoxin B1, guanine adducts formation, DNA synthesis 4109. 
Poly(dG-dC), 
double stranded, mitomycin C modification, C.D. inversion correlation Z-form [ 
4765. 
double-stranded, actinomycin D binding 5498. 
double-stranded, B-form, secondary structure, X-ray diffraction 2511. 
double-stranded, conformation, Raman spectroscopy 6193. 
B-form Z-form transitions, transition metals effects on 1700. 
Poly(dG-dG-dA), 
poly(dT-dC) complex, secondary structure, physicochemical properties 1690. 
Poly(di-dC), 
double-stranded, conformation, C.D. 5510. 
B-form, D-form, contormational analysis 1113. 
Poly(dT-dC), 
poly(dG-dG-dA) complex, secondary structure, physicochemical properties 165 
Poly(!-C), 
\.R. spectroscopy, CMP, IMP 2798. 
+ indomethacin, antitumor activity, relationship immune response, urinary 
bladder carcinoma, mice 6735. 
induction a-interferon 2716. 
induction fibroblasts, «-interferon, B-interferon gene expression 6284. 
induction interferon production, tRNA effects on, L cells 1129. 
inhibition cell-free system translation, interferon, L cells, mice, 
reticulocytes, rabbits, role phosphorylation 4925. 
inhibition phosphoprotein phosphatase activity, interferon treatment cell lines 
6195. 
netropsin, distamycin binding 30. 
Poly(I-C), 
double-stranded RNA, ribosomes ribonuclease activity, embryos, Secale cerez 
2109. 


Poliovirus, 


hosts cells protein biosynthesis inhibition, mechanisms, reviews 44. 
hosts transcription factors, purification, characterization, HeLa cells 4887. 
inhibition hosts RNA biosynthesis, HEp-2 cells 669. 
proteinase, inhibition 1197. 
RNA biosynthesis, immunoglobulin G inhibition 4912. 
RNA biosynthesis, initiation, role proteins binding RNA 5’-terminus, cell 
membranes, HeLa cells 4888. 
RNA polymerase precipitation, proteins factors antibodies induction, HeLa cell 
man 5322. 
MRNA, capping, secondary structure, role ribosomes binding, translation, HeL 
cells 619. 
mRNA translation, HeLa cells 46. 
Poliovirus 1, 
capsid protein cDNA, antigenic determinants localization 6417. 
genomes, cDNA nucleotide sequence 6418. 
Poliovirus 3, 
RNA perames: cloning, restriction endonuclease mapping, 3'-terminus CDNA 
nucleotide sequence 2311. 
Poly(L-histidine), 
DNA complex formation, spectroscopy 5409. 
ipa et aA 
phage T4 DNA complex, electron microscopy 5408. 
Pollachius virens, 
sodium DNA, C-form 3056. 
Pollen, 
chromatin structure, DNA biosynthesis, development, Lilium condidum 1032. 
embryogenesis, RNA biosynthesis, autoradiography, Hyoscyamus niger 4886. 
extracellular enzymes, nuclease multiple forms, isolation, characterization, 
Nicotiana tabacum 6012. 
metals ions induction DNA repair, Petunia hybrida 1258. 
uridine uptake, RNA biosynthesis, Nicotiana tabacum 590. 
bhisdat ect 
se DNA, characterization, calf thymus, Escherichia coli, phage T2, phage 
Poly (A-U), 
ethidium complex, temperature effects on, N.M.R. 5523. 
Polyadenylation, 
RNA biosynthesis, 3'-deoxyadenosine, vidarabine effects on, adenovirus (hum 
2336. 
RNA, ge Sega use Escherichia coli polyriboadenylate transferase, influer 
virus 6247. 
RNA transport deletion mutant, RNA characterization, SV40 5569. 
mRNA, mRNA, lectins stimulation, lymphocytes, cattle 81. 
MRNA, vesicular stomatitis virus, temperature-sensitive mutant 3508. 
role RNA processing, SV40, cells, monkeys 146. 
signals, herpes simplex virus 1 thymidine kinase genes, substitution, gene 
libraries, Cercopithecus aethiops 2654. 
sites, nucleotide sequence, MRNA, adenovirus (human) 2 6253. 
sites, nucleotide sequence, ovomucoid genes, chickens 4353. 
sites, RNA, transcription, HeLa cells, adenovirus (human) 2 123. 
Polyamines, 
biosynthesis inhibition, effects on rRNA gene expression, oogenesis, Ophryot 
labronica 4881. 
gt oe + antibiotics effects on protein biosynthesis, Escherichia coli 
per oe induction chromosome aberrations, polyamines dependent CHO ¢ 
effects on DNA repair enzymes, DNA 1433. 
effects on guanosine-3'-diphosphate 5'-diphosphate synthesis, degradation, 
Escherichia coli 3362. 
induction apurinic sites DNA hydrolysis 197. 
levels, relationship DNA, RNA content, cell division, Chlorella emersonii 2911. 
metabolism, phorbol myristate acetate effects on, skin, mice 5192. 


Polycationic ionens, 


interaction DNA 1880. 
Polycations, 

aromatic compounds interaction DNA, C.D., thermal denaturation 5667. 
Polycyclic aromatic hydrocarbons, 

peau tap todpersly tyrosine aminotransferase gene regulation, hepatoc 

Tal } 
intercalation DNA, analysis methodology 4296. 
intercalation DNA, fluorescence 1267. 


160 


Biochemistry Abstracts 2 vol. 13 


\ carcinogens effects on, fibroblasts, man 3734. 


ADNA biosynthesis, DNA repair, plasmids, Saccharomyces cerevisiae 1594. 


Polyoma virus, (continued) 

transformed cells, benzo(a)pyrene induction DNA biosynthesis, rats 4478. 

transformed cells, elongation factor 2, purification, characterization 6226. 

transforming genes, gene expression, DNA nucleotide sequence role, isolation, 

mice 4247. 

Polympoephonscledices: 

effects on transcription, translation, cell-free system, Escherichia coli 1842. 
Polyploids, 

zygospores, chloroplasts gene transfer, role gene dosage, Chlamydomonas - 

reinhardtii 6628. 

Polyploidy, 

characterization, use DNA levels, heart, man 4944. 

DONA reassociation kinetics, Sellachii 3057. 
Polyribo-5-dimethylaminouridylic acid, 

poly(A) hybrids, synthesis, induction interferon, chick embryos 4771. 
Polyriboadenylate transferase, 

Escherichia coli, use polyadenylation RNA, influenza A virus 6247. 
Polyribodeoxynucleotides, 
/MRNA, isolation, cell-free system translation, eggs, Axolt| 4235. single-stranded, immunoglobulin G Fab fragments binding, mice 563. 
\olydeoxyribonucleotide synthetase (ATP), Polyribonucleotide nucleotidyltransferase, 
| cde 9 gene, complementation Schizosaccharomyces pombe cdc 17 gene, Saccharomyces genes, cloning, orientation, Escherichia coli 3125. 

cerevisiae 6463. Polyribonucleotide synthetase(ATP), 


° eycic hydrocarbons, 
binding DNA, role chromatin, liver, rats 2174. 
‘relationship, tetrahydrocannabinol effects on RNA biosynthesis, DNA biosynthesis, 
rotein biosynthesis, cell proliferation, man 6570. 
syl(sé-aU) (4A), 
physicochemical properties, DNA polymerase | primers activity 4114. 
nylaa-sC)(s6-20), 
physicochemical properties 5513. 
‘sodium DNA, C-form 3056. 
dly|deoxyguanylyl(3’-5')}-methyideoxycytidine], 
double-stranded, B-form, Z-form transitions 3371. 
»lydeoxyribonuclease synthetase, 
kinetics, temperature effects on 2111. 
xyribonucleotide synthetase, 
‘activity, kinetics, mathematical models 2714. 


‘defective mutant, DNA biosynthesis, meiosis, Saccharomyces cerevisiae 4483. 


1) development effects on, spermatogenesis, sheep 6044. 

zs te gene expression, phage \ promoters use, Escherichia coli 5949. 
ligation DNA fragments, phage T4 2132. 

} poly(ADP-ribose) activation, chromatin 6724. 

Hol xyribonucleotide synthetase (NAD ‘), 

)p activity, ADP-ribosylation regulation, leukemia 1210 cells, mice 2133, 
purification, characterization, Streptomyces albus 3946. 

#/olydeoxyribonucleotides, 

{) adenosine, cytosine residues, chloroacetaldehyde reaction 1688. 

| antibodies interaction, rabbits 2137. 

}/ conformational analysis, mathematical models 6507. 
double stranded, alkylation 1107. - 
double stranded, base stacking, differential scanning calorimetry 600. 
double-stranded, dictamnine photoaddition 5490. 
double-stranded, handedness 5508. 
double-stranded Z-form, distamycin, netropsin interaction, C.D. 3373. 

'Z-form, immune response activity, rats 4772. 

' helix, B-form, Z-form transitions, conformation analysis 4083. 
inhibition DNA polymerase |, embryos, Hemicentrotus pulcherrimus 1011. 
interaction daunorubicin, fluorescence, absorption spectroscopy 6178. 

| interaction porphyrin derivatives 4113. 

i lactose repressor interaction, C.D., fluorescence, Escherichia coli 6097. 
Oligodeoxyribonucleotides analogs binding, U.V. spectroscopy 4762. 

| synthesis 28. 

* vimentin interaction 6094. 
jolyethylene glycol, 
use, phage L2 DNA, transfection, Acholeplasma laidiawii 5160. 
Volyhedrin, 
#) genes, hybridization analysis, nuclear polyhedrosis virus 775. 
+ nucleotide sequence, reviews, baculovirus 758. 
rphism, 
DNA fragments, association, immunoglobulins 4 chain genes, man 4324. 
histocompatibility locus HLA, DR region, chromosome 6, man 4327. 
' immunoglobulins constant region «-chain genes, rabbits 276. 
//olynucleotide kinase, 
| phage T4, effects on Escherichia coli tRNA 1592. 
/olynucleotides, 
binding, peer receptors complex, characterization, liver, rats 3319. 
i Ose romovinyl)-2'-deoxyuridine+ 2'-deoxyadenosine, physicochemical 
) properties 32. 
|| conformation, N.M.R. 6189. 
|, conformation relationship base pairs mispairing 6186. 
double-stranded, deletion, leukocytes (neutrophilic), systemic lupus 
| erythematosus, man 3363. 
" drugs intercalation, N.M.R., reviews 6114. 
)) drugs intercalation, reviews 6129. 
(| 5-iododeoxyuridine photolysis, energy transfer 5503. 
| replication, models 4773. 
) single-stranded, base stacking, C.D. 4087. 
single-stranded nuclease substrate specificity 6011. 
| synthesis, guanosine protecting groups 5455. 
| rcs, reviews 1072. 
> a virus, 
DNA biosynthesis, intermediates, electrophoresis 1425. 
DONA pesymnenis, role temperature-sensitive mutant A1S9 locus gene products, L 

cells 3709. 

DNA, effects on herpes simplex virus thymidine kinase genes, gene expression, 
plasmids, mice 2652. 


i 
| 
i 
i 
{ 


binding recognition sites 461. 
DNA genomes, characterization replication origin sites 2023. 
' DNA, integration transformed cells chromosomes, deletion flanking regions 
nucleotide sequence, rats 1903. 
DNA nucleotide sequence, identification transformation genes 6416. 
DNA, nucleotide sequence, structure, infected hamsters tumor cell lines 6426. 
DNA, replication forks, isolation, characterization 1431. 
DNA, replication, genetic analysis 5882. 
DNA replication origin, characterization 4335. 
DNA, use cloning, characterization 3204. 
- @arly region, role, transformation genes tumorigenesis 6648. 
- enhancement, transcription, gene expression 986. 
expression, role DNA nucleotide sequence, chromatin structure, histones 
acetylation 6775. 
: flanking regions, DNA biosynthesis, termination, transformed cells, rats 2548. 
infected cells, RNA transcription, actinomycin D resistance 2334. 
mice kidney cell culture infection, antigen T relationship RNA biosynthesis 677. 
poly(ADP-ribose) polymerase, ADP-ribosylation, chromatin 1607. 
festriction endonuclease mapping, mice tumors 1295. 
MRNA 5'-terminus, nucleotide sequence 108. 
MRNA 5'-terminus transcripts, DNA mapping 303. 
» mRNA, splicing, nucleotide sequence 109. 
MRNA splicing, reviews 4722. 
transfection, promoters, got gene transcription, Escherichia coli 124. 
transformation mice cell lines 357. 


DNA, endodeoxyribonuclease Mbol cleavage, actinomycin D, distamycin A protection, 


circularization potato spindle tuber viroid RNA, Chlamydomonas, wheat germ 1588. 
induction closed circular formation, RNA, potato spindle tuber viroid 1593. 
mechanisms, phage T4 1589. 

phage T4, effects on Escherichia coli tRNA 1592. 

reaction products analysis, phage T4 1098. 


activity, HeLa cells, oocytes, Xenopus 2713. 

immobilized enzymes, phage T4 6041. 

isolation, characterization, wheat germ 5331. 

mechanims, role Escherichia coli infection, phage T4 3322. 

phage T4, substrate specificity, oligonucleotides analogs 1701. 

phage T4, 2-(3')-O-DL-alanyl hexainosinic acid synthesis, alkaline phosphatase 
suppression 5334. 

purification, characterization, phage T4 498. 

reaction mechanisms, physicochemical! properties, phage T4 2131. 

use, tRNA Phe biosynthesis, yeasts 4779. 


Polyribonucleotides, 


adenosine, cytosine residues, chloroacetaldehyde reaction 1688. 
antiviral activity, Semliki forest virus, chick embryos 602. 

arylamines interaction, prostaglandin H synthase mediation 4778. 
conformation, C.D. 1111. 

induction interferon production, reviews 2786. 
oligodeoxyribonucleotides analogs binding, U.V. spectroscopy 4762. 
single-stranded, conformation, models 5515. 

vimentin interaction 6094. 


Polyribosomes, 


aminoacyl-tRNA binding, bottromycin A2 inhibition 3415. 

assembly, cadmium effects on, Leguminosae 3500. 

aera membranes, poly(A)-containing mRNA, characterization, liver, rats 

association mRNA, stability, translation, aging effects on, wheat germ cell-free 
system, Solanum tuberosum 1840. 

cell-free system, cytochrome c oxidase subunits, mRNA translation, liver, rats 
1823. 

content, embryogenesis, Bombyx mori 1151. 

cycloheximide enhancement, cell-free system, liver 3420. 

cytoplasm, Datura stramonium, role translation, potato virus X 1155. 

Datura stramonium, role translation, potato virus X 1156. 

formation, effects on ribosomal proteins phosphorylation, cortex, rats 1737. 

globin mRNA ribonucleoproteins complex binding, rabbits 3953. 

isolation, characterization, immunochemistry, liver, rats 4807. 

isolation, characterization, Spirodela oligorrhiza 1729. 

levels, characterization, lymphocytes, man 3409. 

LSD effects on, retina, rabbits 66. 

poly(A)-containing mRNA nucleotide sequence, hybridization analysis, liver, 
kidney, spleen, Bos taurus 4179. 

poly(A)-containing RNA directed protein biosynthesis, membranes, Tetrahymena 
pyriformis 3513. 

protein biosynthesis, muscles, Gadus morhua 1728. 

mRNA, characterization, L cells, mice 101. 

mRNA levels, use poly(U) hybridization, heart, rats 2831. 

role, histones biosynthesis relationship DNA biosynthesis, RNA biosynthesis, 
embryos, Misgurnus fossilis 5347. 

role, protein biosynthesis, lymphocytes, spleen, mice 5535. 

$100 protein protein biosynthesis, role membranes, brain, rabbits 1719. 


Polysaccharides, 


biosynthesis, transposon Tn6 role, cloning, genes, Rhizobium 5265. 
content, DNA, dimethyl sulfoxide treatment effects on, Klebsiella pneumoniae 
3519. 


Poly[d(TG)-d(CA)], 


B-form transitions Z-form, thermodynamics 4768. 


Polytene, 


chromosomes, Balbiani rings genes, cloning, restriction endonuclease mapping, 
Chironomus pallidivittatus 2450. 

chromosomes, bands, ultrastructure, salivary gland, Drosophila melanogaster 5377. 

chen seOnes: binding Z-form DNA antibodies, relationship methodology, Drosophila 
6736. 

chromosomes, DNA biosynthesis, reviews 3330. 

chromosomes, DNA, isolation, characterization, salivary gland, Drosophila 
melanogaster 4275. 

chromosomes, DNA, RNA hybrids, Trichosia pubescens 4955. 

chromosomes, heterochromatin localization, characterization, Drosophila 
melanogaster 2730. 

chromosomes, histones, nonhistone proteins, localization, electron microscopy, 
Drosophila 3961. 

chromosomes, localization Z-form DNA, salivary gland, Chironomus thummi, 
Drosophila melanogaster 6779. 

chromosomes, nucleoli formation, salivary gland, Drosophila melanogaster 1605. 

chromosomes, nucleosomes structure, electron microscopy, hybridization analysis, 
Salivary gland, Drosophila melanogaster 2729. 

chromosomes, nucleotide sequence, Drosophila melanogaster 3658. 

Sraeeones: replicons, DNA biosynthesis, salivary gland, Drosophila melanogaster 
1420. 

chromosomes, RNA polymerase II localization, immunoelectron microscopy, 


161 


Subject Index 


Polytene, (continued) Preprovicilin, ; J ‘ 
Chironomus tentans 2706. jenes, cDNA nucleotide sequence, Pisum sativum 3646. 
chromosomes, rRNA genes, hybridization analysis. Drosophila melanogaster 2444. Primary structure, — . 
chromosomes, snRNA genes, hybridization analysis, salivary gland, Drosophila RNA, role, RNA biosynthesis elongation rates, models 2331. 


melanogaster 2440. Primates, * A> ; . 
DNA Z-form identification, immunofluorescence, Chironomus thumrmi thummi, lymphocytes, 5-bromo-2'-deoxyuridine induction sister chromatid exchange 6C 
comparison Drosophila 6086. Primers, 


tRNA genes, nucleolus organizer region, salivary gland, Drosophila hydei 5980. 
Polytomella agilis, 
a-tubulin MRNA, cell free system translation 4239. 
Population genetics, 
5 oes B-globin, insulin genes, polymorphism, gene mapping, man 6645. 
‘orphin, 
interaction DNA, triplet state, fluorescence, N.M.R. 5678. 
Porphyra tenera, 
rRNA 5S nucleotide sequence 4871. 
Porphyra yezoensis, 
rRNA 5S, nucleotide sequence 1762. 
Porphyridium aerugineum, 
chromatin, nucleosomes, characterization 2735. 
Porphyrin, 


oligonucleotides, variants cell surface glycoproteins mRNA reverse transcripti 
Trypanosoma 5218. 
oligoribonucleotides, role DNA biosynthesis, embryos cell-free system, Drosoy 
melanogaster 4450. 
Primosomes, 
role initiation single-stranded plasmids conversion double-stranded, Escherich 
coli 5295. 
Procaine, 
effects on transcription ompF locus, lamB locus, Escherichia coli 694. 
transcription inhibition, Escherichia coli 684. 
Procarbazine, 
DNA damage induction DNA repair, germ cells, mice 2029. 
induction sister chromatid exchange, clastogenesis, Fanconi syndrome, man | 
induction sister chromatid exchange, spermatogonia, mice 3264. 
derivatives, interaction DNA, polydeoxyribonucleotides 4113. Procaryotes, 
Post-replication, RNA, DNA nucleotide sequence, collections, books 6799. 
DNA repair, use brain ganglia assays, defective mutant, Drosophila melanogaster Processing, 
5169. tRNA Ser, defective mutant, Escherichia coli 3384. 
Post-transcription, Procollagen, 
excision, rRNA introns, Tetrahymena 4212. biosynthesis, regulation MRNA levels, tendon, avian cells 2376. 
gene regulation, capsid protein biosynthesis, adenovirus (human) 4152. a-chain, cDNA nucleotide sequence, man, comparison chickens 5018. 
gene regulation, cytomegalovirus (human) 1801. a2-chain genes, cDNA nucleotide sequence, chick embryos 1961. 
maturation, rRNA 12S, rRNA 16S, mitochondria, Ehrlich ascites tumor cells 6317. | gene expression, methylation inhibition, SV40 transformed cells, fibroblasts, n 
rocessing, RNA, reviews 2208. 366. 
NRNA complex ribonucleoproteins, characterization, erythroleukemia, mice 4658. genes, DNA nucleotide sequence, chickens 4383. 
tRNA His modification, Drosophila melanogaster, Schizosaccharomyces pombe 33. genes, DNA nucleotide sequence, mice 2467. 


Post-translation, 
modification ornithine decarboxylase, regulation RNA polymerase | activity, 
liver, rats 5315. 
protamine mRNA, HeLa cells 6328. 
Potassium, 
effects on RNA biosynthesis, degradation, Ehrlich ascites tumor cells 3502. 
role hormones stimulation DNA biosynthesis, 373 cells 340. 
Potassium dichromate, 
clastogenicity, sister chromatid exchange, hamsters 3976. 
immunostimulation DNA biosynthesis, lymphoid cells, guinea-pigs 1448. 
induction sister chromatid exchange, embryos, mice 3279. 
Potassium nitrite, , 
+dimethylamine induction N-nitrosodimethylamine formation, analysis DNA 
methylation, mice, rats 5657. 
Potato spindle tuber viroid, 
cloning, cDNA nucleotide sequence 864. 


double-stranded RNA, isolation, characterization, infected leaves, Lycopersicon 


esculentum 1178. 
nucleic acids extraction, methodology, gel electrophoresis 4957. 


RNA, polyribonucleotide synthetase(ATP) circularization, Chlamydomonas, wheat 


germ 1588. 


RNA, polyribonucleotide synthetase(ATP) induction closed circular formation 1593. 


Potato virus X, 
translation, role cytoplasm polyribosomes, Datura stramonium 1155. 
translation, role polyribosomes, Datura stramonium 1156. 
Potentiometric titration, 
silver interaction poly(A) 601. 
Potorous tridactylus, 


snRNA genes nucleotide sequence, restriction endonuclease mapping, cell lines 


2969. 
Preadipocytes, 
3T3 cells, tubulin, actin genes, differentiation relationship gene expression, 
cattle 2086. 
Prebiosis, 
peptide synthesis, guanosine, GMP catalysis 5469. 
Pregnancy, 


DNA biosynthesis, role cyclic AMP, islets of Langerhans, pancreas, rats 6572. 


mRNA, cell-free system translation, noninterstitial cells 4237. 

MRNA, isolation, translation, interstitial cells 4236. 

mRNA, purification, characterization, chick embryos 2301. 

mRNA, reverse transcription, CDNA biosynthesis, man 3874. 

type IV genes, isolation, hybridization analysis, gene libraries, mice 6493. 
Prodigiosin, 

biosynthesis, gene transfer, conjugation, Serratia marcescens 4519. 
Proenkephalin, 

DNA nucleotide sequence, hybridization analysis, reviews, man 2210. 

genes, nucleotide sequence, adrenal gland man, gene expression, rats, brain 

MRNA, transcription, haloperidol stimulation, striate cortex, rats 4918. 
Proflavine, 

derivatives binding DNA, mutagenicity, Ames test 4312. 

DNA biosynthesis photoinactivation, phage ®X174 4471. 

DNA complex, light induction hydroxyl radicals, E.S.R. 1864. 

induction single-stranded DNA, Balb/3T3 cells 4962. 

induction sister chromatid exchange, hamsters 2165. 
Progeny, 

Nicotiana tabacum, Agrobacterium tumefaciens plasmid pTiT37 transmission 
Progesterone, 

casein genes, gene expression regulation 6584. 

regulation, gene expression, lysozyme genes, genetic engineering, oviduct, 

chickens 2065. 

regulation RNA biosynthesis, estradiol stimulation, uterus, guinea-pigs 6307. 

regulation uteroglobin gene expression, rabbits 3642. 

regulation uteroglobin gene expression, rabbits 6308. 

role uteroglobin gene regulation, reviews, mammals 6304. 

stimulation, ribosomal protein S6 phosphorylation, oocytes, Xenopus laevis 17 
Progesterone receptors, 

binding DNA, DNA nucleoproteins complex, methodology, oviduct, chickens 2 

binding sites nucleotide sequence, DNA, oviduct, chickens 287. 

DNA binding, nucleotide sequence specificity, restriction endonuclease mappi 

oviduct, chickens 3316. 

DNA binding, sodium tungstate inhibition, oviduct, chickens 1636. 
Progressive multifocal teukoencephalopathy, 

man, JC virus DNA, cloning, restriction endonuclease mapping 762. 
Prokaryotes, 


spermidine, spermine effects on DNA biosynthesis, DNA polymerase, mammary gland, gene regulation, reviews 945. 


mice 903. 
Prenatal diagnosis, 
methodology, use DNA nucleotide sequence, man 6432, 
Prepepsinogen, 
mRNA, cell-free system translation, gastric mucosa, rats 705. 
Prepro-a-mating factor, 


genes, hybridization analysis, restriction endonuclease mapping, Saccharomyces 


cerevisiae 5706. 

Preproenkephalin, 

genes, nucleotide sequence analysis, cattle, man 1955. 

MRNA, biosynthesis, lithium, haloperidol stimulation, striate cortex, rats 4902. 
Preproglucagon, 

genes nucleotide sequence, man, homology hamsters 6442. 

nucleotide sequence, characterization, pancreas, hamsters 4411. 
Preproinsulin, 

genes, cDNA nucleotide sequence, Cyprinus carpio 5109. 

genes, cloning, cDNA nucleotide sequence, Macaca fascicularis 2985. 
Preproinsulin |, 

genes, genetic engineering, rats 4565. 
Preprolactin, 

genes, cloning, cDNA nucleotide sequence, pituitary (anterior), rats 2092. 
Preproopiomelanocortin, 

genes, promoters mapping, man 1917. 
Preproparathyrin, 

MRNA levels, calcium effects on, parathyroid, cattle 4906. 
Preproparathyroid hormone, 

genes, cDNA nucleotide sequence, gene libraries, man 3580. 
Preprosomatocrinin, 

genes, cloning, cDNA nucleotide sequence, pancreas, man 6467. 
Preprosomatostatin, 


MRNA, ribosomes recognition initiation sites, structure 2288. 
tRNA 58, nucleotide sequence, structure analysis 6261. 
Prokininogen, 
mRNA, multiple forms, nucleotide sequence comparison, cattle 2847. 
Prolactin, 
biosynthesis, mechanisms, use genetic engineering, models, reviews 2778. 
casein genes, gene expression regulation 6584. 
effects on RNA biosynthesis, protein biosynthesis, mammary gland, mice 129 
gene expression, chorion, man 6293. 
gene expression, coupling somatotropin gene expression, GH3 cells, rats 63¢ 
Cae th relationship chromatin structure, rats pituitary cell culture 
gene expression, role estrogen, association ontogeny, pituitary, mice 4585. 
gene regulation, cyclic AMP, eukaryotes 6642. 
genes, nucleotide sequence, mice 4372. 
release, association DNA biosynthesis, estrogens, sulpiride effects on, pituita 
(anterior), rats 5190. 
ee estradiol, ergocryptine, 3,3',5-triiodothyronine effects on, rats 
Hil Saag 3,3’,5-triiodothyronine inhibition, hybridization, pituitary, rats 
seb ipcaselD genes transcription, cell culture, mammary gland, rabbits 
stimulation DNA biosynthesis, mammary gland, rabbits 341. 
5 pire taint epidermal growth factor stimulation, pituitary, rats 2875. 
roline, 
utilization, putA gene, putA gene gene fusion lactose operon, Salmonella 
typhimurium 3792. 
Prolipoprotein, 
genes, site-directed mutagenesis, Escherichia coli 4073. 


amino acid sequence, cDNA cloning nucleotide sequence, thyroid carcinoma cells, Proluliberin, 


rats 3884. 


genes, cDNA nucleotide sequence, gene libraries, pancreas, Ictalurus punctatus 


3023. 


MRNA, cell-free system translation, hypothalamus, rats 5631. 
Promethazine, 


binding plasmids replication sites, plasma membranes, Escherichia coli 1283 


162 


Biochemistry Abstracts 2 vol. 13 


/romoters, 
_ activity, mutation effects on, phage \ 3704. 
) adenovirus late regions DNA, transcription initiation, RNA polymerase || 2861. 
_ adenylate cyclase genes, characterization, Escherichia coli 5202. 
alkaline phosphatase genes, cloning, restriction endonuclease mapping, 
Escherichia coli 1319. 
alterations, malPQ operon gene expression, Escherichia coli 2641. 
4 sae gone genes mutants, DNA nucleotide sequence, gene expression, Escherichia 
coli 2954. 
* ampC promoter, insertion sequences, insertion sequence 2 incorporation, 
'  fucleotide sequence, Escherichia coli 3605. 
/ a-amylase genes, nucleotide sequence, Bacillus subtilis 4342. 
ant gene, genetic analysis, DNA, nucleotide sequence, phage P22 2434. 
arabinose C promoter regulation, Escherichia coli 5912. 
/ argE gene, role insertion sequence 3, Escherichia coli 428. 
_ argenine operon, DNA nucleotide sequence, Escherichia coli 1969. 
bacteria antibiotic resistance genes transformation regulation, SV40, mammalian 
cells 3200. 
cloning, gene mapping, unc operon, Escherichia coli 5791. 
cloning, plasmid pBRS188, Escherichia coli 3124. 
cloning, plasmids vectors construction, use tetrahydrofolate dehydrogenase, 
Escherichia coli 4593. 
i) cloning, RNA polymerase, gene expression 3165. 
) cloning, structure-activity relationships, deletion mutant, phage T7 358. 
» colicin E1, initiation sites, analysis, Escherichia coli 5314. 
' DNA cloning stability, phage \, phage T7, Escherichia coli 2664. 
' DNA, RNA polymerase binding, transcription mechanisms, reviews 1005. 
\) dnaA gene, nucleotide sequence, Escherichia coli 231. 
dnaG gene, nucleotide sequence, Escherichia coli 2504. 
} oy pregion genes, analysis regulation, initiation sites, herpes simplex virus 1 


early region genes, structure-activity relationships, SV40 3846. 
fusion, lacZ gene, rifampicin effects on gene expression, Escherichia coli 686. 
aa catabolite activator protein binding, RNA polymerase, Escherichia coli 

716. 
galactose promoter comparison tRNA Leu promoters, Escherichia coli 440. 
galactose promoter, mutants, detection, use plasmids, Escherichia coli 1329. 
gene regulation plasmid pPL703 cat-86 gene, growth, Bacilius subtilis 5994. 

' a4 gene, role gene regulation, herpes simplex virus 1 infected cells 4573. 
genes, hepatitis B surface antigen, role, gene regulation 5300. 

| gINALG operon, localization, gene regulation, Escherichia coli 2633. 

B-globin, activation, characterization, mice 6641. 
globin genes, gene mapping, mutants reactivation transcription, mice 397. 
it gene transcription, SV40, polyoma virus transfection, Escherichia coli 124. 
at shock, gene regulation herpes simplex virus thymidine kinase genes, Xenopus 
982. 
heat shock ne structure, gene regulation, Drosophila 430. 
' HeLa cells RNA polymerase II recognition sites, localization, long terminal 
; repeat, avian sarcoma virus DNA 3040. 
herpes simplex virus TK gene, structure-activity relationships 5294. 
} histidine promoter, cDNA nucleotide sequence, Escherichia coli 5799. 

’ eed mutants, construction, genetic analysis, Escherichia coli 3871. 
identification, detection, assays, gene expression, Bacillus subtilis 5275. 
initiation factors binding, characterization, HeLa cells 4717. 
integrase, nucleotide sequence, restriction endonuclease mapping, relationship, 

terminators, phage \, phage 434 5055. 
Bee nmase ampC gene, DNA nucleotide sequence 1327. 

i, lactose promoter, activity, comparison tryptophan promoter, ribosomal protein L10 

| _ promoters, Escherichia coli 3473. 

| lactose promoter, catabolite activator protein binding, C.D., Escherichia coli 

4017. 


| lactose promoter, catabolite activator protein binding, cyclic AMP regulation, 
| fluorescence, Escherichia coli 6788. 
lactose promoter, catabolite activator protein, RNA polymerase binding 
stoichiometry, Escherichia coli 2198. x 
lactose promoter, tryptophan promoter effects on transcription, Escherichia coli 
96. 


lacUV5 gene, RNA polymerase interaction, Escherichia coli 2700. 

lacUV5 promoter, cloning vectors, Escherichia coli 1485. 

localization thymidine kinase genes 3-terminus, herpes simplex virus 1 654. 

maltose promoters, nucleotide sequence, mapping, Escherichia coli 1317. 

mammary tumor virus, gene expression, hormones regulation, transformed cells, 
mice 5887. 

mammary tumor virus, glucocorticoids regulation RNA biosynthesis initiation, 
characterization 6608. 

mammary tumor virus proviruses DNA, binding glucocorticoids receptors, cell 
lines, rats, mice 1623. 

mapping, DNA genomes, phage T4 216. 

nitrogenase, activation, Klebsiella pneumoniae, Rhizobium meliloti, role 
Escherichia coli, gin gene 5286. 

nitrogenase, nifA gene gene products activation, gene mapping, Klebsiella 
pneumoniae, Rhizobium meliloti 2611. 

nucleotide sequence, compilation, analysis, Escherichia coli 3606. 

nucleotide sequence, deletion mapping, SV40 3051. 

nucleotide sequence, Epstein-Barr virus 3584. 

nucleotide sequence, maltose operon operons, Streptococcus pneumoniae 4415. 

nucletide sequence, structure-activity relationships, SV40 5130. 

ompC gene, DNA nucleotide sequence, Escherichia coli 2001. 

phage use, polydeoxyribonucleotide synthetase (ATP) genes, gene expression, 
Escherichia coli 5949. 

phage Mu early region, characterization transcription initiation sites 6602. 

phage T5 early region, oligodeoxyribonucleotides synthesis, cloning, 
structure-activity relationships 6661. 

phage ®X174 DNA, restriction endonuclease mapping 2505. 

phage X174 effects on galactose operon expression, Escherichia coli 4607. 

phage X174, regulation tet gene, gal gene, Escherichia coli 992. 

Preproopiomelanocortin genes, mapping, man 1917. 

promoter p1 activation, plasmids, cll gene, association, lysogenesis, phage A 
989. 

ftecognition, role RNA polymerase o factor, spoVG gene gene expression, 
Bacillus subtilis 6696. 

pen Caenorhabditis elegans tRNA Pro genes, activation Escherichia coli tRNA 

yr genes transcription, oocytes, Xenopus laevis 2606. 

fegions, adenosinetriphosphatase operons, DNA nucleotide sequence, Escherichia 
Coli 2418. 

tegions citrate (si)-synthase genes, nucleotide sequence, Escherichia coli 5713. 


Promoters, (continued) 
reo deletions, construction, characterization, plasmids, Escherichia coli 
869. 
regions, phage 4, inactivation effects on galactose operon activity, 
Escherichia coli 2605. 
regions, RNA polymerase transcription DNA, gene mapping, Xenopus laevis 2994. 
regulation, galactose operon gene expression, deletion mutant effects on, 
Escherichia coli 5987. 
repeated sequence, man 3173. 
replication, plasmid pMB1 1418. 
replication, synthesis, phage \ 3368. 
repressors inhibition, int gene gene products, phage \ 2629: 
ribosomal protein L10, activity, comparison lactose promoter, tryptophan 
promoter, Escherichia coli 3473. 
ribosomal protein S10 operon, DNA nucleotide sequence, Escherichia coli 230. 
rRNA, ribosomal protein S1, recA gene protein operons, RNA polymerase affinity, 
Escherichia coli 4720. 
tRNA, rrnA operon gene regulation, Escherichia coli 5903. 
role gene expression, uvrB gene, Escherichia coli 3060. 
os oe regulation antigenic determinants, plasmid pMKO0S5, Escherichia coli 
trnB gene, cloning, use, rRNA biosynthesis regulation, Escherichia coli 5955. 
sites, role Dictyostelium discoideum discoidin | genes transcription, 
transfection, yeasts, Escherichia coli 400. 
spoVC gene, interaction RNA polymerase, Bacillus subtilis 2116. 
structure-activity relationships, comparison Salmo gairdneri protamine genes, 
mice B-globin genes 6010. 
structure-activity relationships, Escherichia coli 6666. 
SV40 early region, deletion mutant, transcription 4214. 
SV40 early region genes, structure-activity relationships 5294. 
SV40, gene regulation tetracycline genes, plasmid pACYC184 940. 
synthesis, interaction RNA polymerase, phage 17 598. 
5'-terminus, B-globin genes, transcription, man 4199. 
thymidine kinase genes, gene regulation, herpes simplex virus 1 5245. 
thymidine kinase genes, restriction endonuclease mapping, hypersensitivity 
regions, relationship, gene expression, mice 1935. 
transcription factors, discrimination, isolation, characterization, HeLa cells 
4019. 
transcription regulation, characterization, herpes simplex virus 1 436. 
tryptophan promoter, activity, comparison lactose promoter, ribosomal protein L10 
promoters, Escherichia coli 3473. 
tryptophan promoter, cloning, Escherichia coli 2670. 
tryptophan promoter lactose promoter hybrids, structure-activity relationships, 
Escherichia coli 2682. 
tryptophan promoter, role gene expression, structure-activity relationships, 
Escherichia coli 6677. 
tryptophanase, Escherichia coli, transcription initiation 144. 
uvrA gene, mapping, gene regulation, Escherichia coli 6664. 
Bo sore: U.V. radiation induction, transcription regulation, Escherichia coli 
4923. 
vectors construction, ribosomes binding sites 5278. 
veg gene, interaction RNA polymerase, Bacillus subtilis 2117. 
viruses, gene regulation, gene expression, reviews, eukaryotes 6106. 
Promyelocytic leukemia, 
cell lines, 5-azacytidine DNA methylation, man 2920. 
cells, cytosine arabinoside induction differentiation, man 4047. 
Proofreading, 
relationship mechanisms, aminoacyl-tRNA synthetase 3401. 
Proopiomelanocortin, 
gene expression, dopamine agonists, antagonists effects on, pituitary, rats 4218. 
pituitary gene regulation, rats 6306. 
MRNA, cell-free system translation, neurointermediate lobe, pigs 6329. 
Proopiomelanotropin, 
genes, DNA nucleotide sequence, man 2982. 
Prophages, 
eta sites+int gene gene products complex, phage \ Xis gene proteins 
role 1633. 
phage A, U.V. radiation, plasmids F factors induction, Escherichia coli 3131. 
phage A, N-nitroso-N-methyI-N’-nitroguanidine induction, role recA gene 
protein, Escherichia coli 2545. 
phage P1, lac gene recombination plasmids 422. 
ena P1, phage P7, IncY plasmids, homology, Escherichia coli plasmid pIP231 
430. 


Prophase, 
nucleoli formation, silver staining use, meiosis, spermatocytes, mice 6758. 
Propidium iodide, 
interaction DNA, fluorescence, liver, rats 2761. 
Propiomelanocortin, 
mRNA, synthesis 1681. 
Propy ene oxide, 
inhibition DNA repair, lymphocytes, man 894. 
Propylthiouracil, 
hyperthyroidism treatment, side effects, neutropenia, mortality, man 4041. 
inhibition thyroxine 5'-monodeiodinase, liver, rats 580. 
Prorennin, 
genes, cloning, Escherichia coli plasmids construction, cattle 6585. 
genes, cone gene expression Escherichia coli, cattle 1505. 
Prostaglandin E1, 
inhibition DNA biosynthesis, role cyclic AMP, lymphosarcoma, mice 6568. 
Prostaglandin F2c, 
initiation DNA biosynthesis, retinoic acid enhancement, 3T3 cells 4495. 
Prostaglandin H synthase, 
mediation arylamines interaction tRNA, polyribonucleotides 4778. 
Prostaglandin synthase, 
activation phenacetin metabolites induction DNA damage, skin fibroblasts, man 
1885. 
MRNA, isolation, translation, tumor cell lines, mice 4842. 
Prostaglandins, 
+ hydroxycortisone, effects on a-lactalbumin gene expression, mammary 
gland, mice 2887. 
inhibition macrophages growth factors, phorbol myristate acetate induction DNA 
biosynthesis, mice 5869. 
Prostate, 
androgens dependent nonhistone proteins, purification, characterization, rats 
1043 


chromatin nonhistone proteins, androgens effects on, rats 3290. 


163 


Subject Index 


Prostate, (continued) 

cDNA, hybridization analysis, mRNA, testosterone induction, rats 2646. 
Prostatic-binding protein, 

genes transcription, androgens effects on, rats 4208. 
Protamine, 

binding DNA, calf thymus 4710. 


bindin Hen DNA, characterization, calf thymus, Escherichia coli, phage T2, phage T7 


genes, DNA nucleotide sequence, Salmo gairdneri 5127. 

genes, promoters, activity, Salmo gairdneri, comparison mice (-globin genes 
promoters 6010. 

genes, protamine initiation sites, mapping, Salmo gairdnerii 1911. 


purification, characterization, chromatin, spermatozoa, Chaetopterus variopedatus 


5392. 
MRNA, microinjection, translation, post-transiation, binding chromatin, HeLa 
celis 6328. 
Protecting group removal, 
use zinc bromide, oligonucleotides synthesis 4079. 
Protectin: groups, 
deoxyadenosine, oligodeoxyribonucleotides synthesis 1108. 
guanosine, polynucleotides synthesis 5455. 
phosphates, role, oligonucleotides synthesis 1100. 
ribose, use oligonucleotides bonds formation 4072. 
use, oligodeoxyribonucleotides synthesis 2229. 
use, oligonucleotides synthesis 1104. 
use, oligoribonucleotides synthesis 1101. 
Protein A, 
genes, She chien gpary aureus gene libraries, cloning, gene expression, 
Escherichia coli 4554. 
Protein biosynthesis, 
adenosinetriphosphatase, regulation, Escherichia coli 48. 
adenovirus inhibition, cell culture 5603. 
adenylic acid oligonuclotide inhibition, reticulocytes, rabbits 2234. 
aflatoxin B1 carcinogenicity effects on, mitochondria, liver, rats 2250. 
aging effects on, models, encephalomyocarditis virus infection, mice 1208. 
aminoacyl-tRNA binding polyribosomes, bottromycin A2 inhibition 3415. 
aminoglycoside antibiotics effects on, Escherichia coli 3423. 
aminoglycoside antibiotics inhibition, Escherichia coli 1152. 
a-amylase, seeds, reviews, cereals 6211. 
antigens, characterization, Trypanosoma cruzi 2371. 
Bacillus phage ©29 proteins, genetic control, Escherichia coli 1484. 
bisulfite effects on, Escherichia coli 3760. 
bouvardin inhibition, mechanisms 2271. 
brusatol analogs effects on, leukemia cells 2580. 
calcium-binding protein, role 1,25-dihydroxycholecalciferol, intestine, chickens 
4819. 
cell-free system, Escherichia coli 53. 
cell-free system, vaccinia virus RNA transcripts inhibition 2365. 


chloramphenicol effects on ribosomes, cytoplasm, mitochondria, deficient mutant, 


Saccharomyces cerevisiae 2272. 

chloramphenicol sparsomycin derivatives inhihition 2265. 

chlorophyll a/b protein, light effects on MRNA levels, lemna gibba 2811. 

CHO cells, vaccinia virus inhibition 1157. 

cyclic AMP enhancement, eukaryotes 4797. 

cycloheximide, chloramphenicol effects on, spores, Glomus caledonium 5873. 

cycloheximide inhibition, cell-free system, liver 3420. 

cycloheximide, starvation, effects on, liver, rats 5868. 

cytoskeleton, genes isolation, cloning 3145. 

3-deazaguanine inhibition, L210 cells, mice 632. 

diethy! maleate effects on, hepatocytes, rats 3416. 

effects on ribosomes subunit structure, electron microscopy, Escherichia coli 
4141. 

elongation, ae effects on, Drosophila melanogaster 2827. 

elongation, GTP hydrolysis, stoichiometry 6228. 

elongation, models 6227. 

elongation, tRNA Phe, tRNA Lys isomers activity, Escherichia coli 2283. 

elongation, vaccinia virus inhibition, rabbits reticulocytes cell-free system 
3428, 


factors affecting, tendon cells, chick embryos 2267. 
fidelity, spermi ine effects on, wheat germ, Escherichia coli cell-free systern 
2248 


fidelity, ‘spermidine stimulation, cell-free system, wheat germ, yeasts, rabbits 
reticulocytes, Artemia salina 1726. 

gene regulation, spore oil Bacillus subtilis 1137. 

genes dosage effects on, Paramecium tetraurelia 4794. 

e nkwadaphnin, yuanhuarine inhibition, leukemia P388 lymphocytes 5336. 


TP hydrolysis, elongation factor Tu, elongation factor Ts role, ribosomes 3430. 


GTP promotion, role initiation factor 2 phosphorylation, reticulocytes, rabbits 
1744, 

heat shock, hyperthermia modulation, HeLa cells 1727. 

heat shock induction, association nuclear apparatus, HeLa cells 6221. 

heat shock, Newcastle disease virus induction, chick embryos 1203. 


Protein biosynthesis, (continued) 


initiation, reviews 2216. 

initiation, role rRNA 18S base pairs formation globin mRNA, ribosomal subun\ 
2287. 

intracellular symbionts bacteria, Acyrthosiphon pisum 902. 

keratin MRNA microinjection, cattle 5638. 

killer factor viruses, cycloheximide, cryptopleurine inhibition, yeasts 65. 

L cells, vesicular stomatitis virus, transcripts, inhibition 1721. 

life cycles, Plasmodium chabaudi 112. 

lipid peroxidation products inhibition, Tortula ruralis, Cratoneuron filicinum, 
Pisum sativum 4149. 

liver, aflatoxin B1 effects on, rats 133. 

LSD effects on, retina, rabbits 66. 

lymphocytes T, gene expression induction, antigens, mitogens effects on, mai 
6049. 


a2-macroglobin ricin A-chain conjugate, inhibition, fibroblasts, man, liver, 
tats 2276. 

mechanisms initiation, role initiation factor 2 GDP complex, eukaryotes 4824. 

mechanisms, ribosomes binding tRNA, chains elongation, antibiotics inhibitior 
Escherichia coli 2263. 

membranes binding, role mRNA transport, yeasts 52. 

Methanobrevibacter arboriphilus DNA, Escherichia coli 3901. 

microsomes, ribosomes, methodology 1725. 

mitochondria proteins, gene expression, Saccharomyces cerevisiae 3215. 

nitrobenzofurazan, sulphobenzofurazan derivatives+ hyperthermia effects on, 
fibrosarcoma cell lines 5191. 

N-nitroso-N-methyl-N'-nitroguanidine inhibition, mechanisms 5545. 

nonsense mutant suppression, aminoacyl-tRNA 5552. 

ompF gene, ompC gene proteins, mutation effects on, Escherichia coli 6009. 

oxygen effects on, heart, mice 3421. 

N-phenyI-N'-3-hydroxyphenylthiourea effects on. ascites tumor cells infected 
encephalomyocarditis virus 6220. 

phorbol myristate acetate induction, muscles, chick a 29 5546. 

pigs brain protein kinase regulatory subunits induction, 3T3 cells 621. 

plasmids, cell-free system, Neisseria gonorrhoeae, Escherichia coli 2665. 

poly(A)-containing mRNA, preparation methodology, autopsy, brain, man, mice 

poliovirus inhibition hosts cells, mechanisms, reviews 44. 

polyamines deficiency, + antibiotics effects on, Escherichia coli 1154. 

polyribosomes, muscles, Gadus morhua 1728. 

prolactin, somatotropin effects on, mammary gland, mice 129. 

protein kinase effects on, yeasts, wheat germ cell-free system 5542. 

quassinoids inactivation, structure-activity relationship, reticulocytes, rabbits 
4151. 

rabbits cell free systems, Luffa cylindria roem seeds luffin inhibition 3418. 

y radiation stimulation, Hordeum vulgare 2812. 

regulation, protein kinase initiation factor 2 phosphorylation, eukaryotes 2284. 

regulation, role tRNA adaptations, mammary gland, liver, cattle, rabbits, 

accharomyces carlsbergensis 5528. 

ribosomal protein S6 phosphorylation effects on, 3T3 cells 2269. 

ribosomal proteins, relationship growth, 3T3 cells, mice 2821. 

ribosomes use aminoacyl-tRNA, Escherichia coli 4801. 

ricin inhibition, ribosomes, plants 1153. 

MRNA levels, seeds development, Triticum aestivum 5598. 

mRNA translation, cell-free system, seedlings, Pisum sativum 1836. 

mRNA, tRNA binding, ribosomes, Escherichia coli 67. 

tRNA suppressors effects on stringent factor regulation, Escherichia coli 2244 

role glucocorticoids receptors accumulation HeLa S3 cells 4798. 

a interferon production, relationship cell cycle, lymphoma, lymphocytes T 

47. 

role ribosomal protein S1, N-ethylmaleimide chemical modification effects on, 
Escherichia coli 4796. 

role ribosomal proteins 3431. 

tole ribosomes, polyribosomes, informosomes, lymphocytes, spleen, mice 55 

$100 protein, polyribosomes, role membranes, brain, rabbits 1719. 

Salmonella typhimurium, elongation, hisT gene mutants 1165. 

sparsomycin analogs inhibition, peptidyltransterase activity association 
histidine, Escherichia coli 4821. 

stimulation, novobiocin, development, Arbacia punctulata 3099. 

temperature effects on, acclimatization, hepatocytes, Cyprinus carpio 1136. 

tetrahydrocannabinol effects on, relationship polycyclic hydrocarbons, man 6§ 

Treponema pallidum toxins inhibition, rabbits 4892. 

use plasmid pCQV2+phage \, Escherichia coli 5204. 

Vero cells, Clostridium perfringens enterotoxins inhibition 49. 

Vero cells, Clostridium perfringens enterotoxins inhibition 1720. 

Viscum album lectins A-chain inhibition, cell-free system, rats liver, rabbits 
reticulocytes 5548. 


Protein B23, 


distribution, chromatin, nucleoli 6740. 


Protein composition, 


ribosomal subunits, Caldariella acidophila, comparison, Bacillus acidocaldariu 
Escherichia coli 4143. 


Protein C23, 


heat shock proteins, E1A gene, gene products induction, adenovirus infected HeLa distribution, chromatin, nucleoli 6740. 


cells 910. 
heat shock, role mRNA translation regulation, oocytes, Xenopus laevis 707. 
heparin inhibition, reticulocytes, rabbits 2235. 
hosts cells, vesicular stomatitis virus mRNA levels effects on 674. 
hypothyroidism inhibition, neurons, brain, rats 1810. 


inhibition, effects on low molecular weight RNA biosynthesis, CHO cells 4221. 


inhibition, effects on rRNA biosynthesis, liver, rats 6316. 


inhibition, induction chromosomes condensation, meiosis, oocytes, mice 6770. 


inhibition, N-nitroso-N-methyl-N'-nitroguanidine cytotoxicity association, cell 
lines 5183. 

inhibition, nonhistone proteins, seminal fluid, cattle 1722. 

inhibition, reovirus 2 S4 gene, L cells 120. 

ere. characterization, ribosomes, zoospores, Blastocladiella emersonii 

inhibitors, solubilization, characterization, vaccinia virus 639. 

initiation, double-stranded RNA inhibition, HeLa cells 4928. 

initiation, elongation, insulin stimulation, obesity effects on, muscles, mice 
1740. 

initiation factor 2 phosphorylation, guanine nucleotides regulation, Ehrlich 
ascites tumor cells 2828. 

initiation, initiation factor 2 subunits phosphorylation effects on 4830. 

initiation, interferon, hemin regulation, reviews, mammals 4729. 

initiation regulation, phosphorylation, initiation factor 2 2286. 


interaction ribosomes DNA, rats 5343. 


Protein kinase, 


activity, RNA-binding protein, oocytes, amphibians 4713. 

activity, RNA-binding protein, oocytes Rana temporaria, eggs Xenopus laevis 

cDNA, isolation, cattle 6347. 

effects on protein biosynthesis, yeasts, wheat germ cell-free system 5542. 

La ral factor 2 phosphorylation, protein biosynthesis regulation, eukaryotes 

initiation factor 2 phosphorylation, skeletal muscle 72. 

isoenzymes, purification, characterization, nuclei, liver, rats 6717. 

phosphorylation chromatin proteins, DNA binding effects on, thymus, cattle 5 

phosphorylation, initiation factor 2 a-subunit, role double-stran RNA, 
interteron stimulation 3509. 

phosphorylation ribosomes, role purification, preparation, triticum 6217. 

regulatory subunits, brain pigs, induction protein biosynthesis, 3T3 cells 621. 

spermine induction, phosphorylation RNA polymerase | 1568. 


Protein N, 


rae ‘Escherichia coli, nusB gene suppressor mutant, nusA1 gene, phage 


Protein Z, 


relationship recF gene recombination, Escherichia coli 1467. 


Proteinase, 


biosynthesis, association MRNA translation, temperature effects on, Bacillus 


164 


" Proteoli 


»roteinase, (continued) 
_ megaterium 3414. 
4 gene mapping, adenovirus 5110. 
genes, cloning, expression, Bacillus stearothermophilus, Bacillus subtilis 3780. 


genes, immunoglobulin A, Haemophilus influenzae, cloning, hybridization analysis, 


Escherichia coli 5229. 
inhibition, poliovirus 1197. 
roteins, 
acetylation, epidermal growth factor induction, liver, man 2764. 
activation sites role, DNA replication, pBR322 plasmid 5840. 


antigens, Treponema pallidum, plasmids clones, gene expression, Escherichia coli 


§297. 

association DNA, nonhistone proteins, chromatin 3995. 

association genomes, viruses 549, 

binding DNA 5'-terminus, identification, restriction endonuclease mapping, phage 
PRD1 5341. 

binding DNA, chromatin, cell cycle, Physarum polycephalum 3973. 

binding DNA, duck hepatitis virus 3309. 

binding RNA 5'-terminus, role, initiation poliovirus RNA biosynthesis, cell 

membranes, HeLa cells 4888. 

binding, RNA, formaldehyde, induction, cucumis virus 4 562. 

binding RNA, inhibition translation, reverse transcription, Rous sarcoma virus 
556. 

binding sites, recombination, phage d 5006. 

characterization, phages, Halobacterium halobium 6516. 

characterization, RNA genomes translation, cell-free system, tobacco vein 
mottling virus 2367. 

chromatin, development, liver, chickens 1052. 

chromatin, DNA binding effects on phosphorylation, protein kinase, thymus, cattle 
$14. 

chromosomes duplication effects on, Cochlearia pyrendica 2190. 

chromosomes, immune response, hypoxia, heart, liver, rats 3980. 

coupling, DNA 5'-terminus, cytoplasmic male sterility, mitochondria, Zea mays 
3310. = 

cross-linking DNA, hydroxyl radicals, chromatin, cell lines, hamsters 177. 

crystals, genes, cloning, gene expression, Bacillus thuringiensis 1555. 

distribution, nucleolus organizer region, chromatin, cell lines, man 3274. 

DNA pes p dissociation, sodium dodecyl sulfate, nucleosomes 5400. 

DNA cross-linkage, U.V. radiation induction, Escherichia coli, Micrococcus 
radiodurans 3999. 

DNA cross-linkage, formaldehyde induction, mucosa, nose, rats 6379. 

DNA, phage Mu complex, purification, characterization, electron microscopy 5414. 

DNA recognition, structure-activity relationships 5413. 

DNA repair interaction 6561. 

effects on transcription, RNA biosynthesis, Newcastle disease virus 4880. 

factors antibodies induction poliovirus RNA polymerase precipitation, HeLa cells, 
man 5322. 

gene expression, Harvey sarcoma virus, Escherichia coli 6291. 

gene 3 role DNA biosynthesis initiation, phage 29 6529. 


| gene 32 protein, binding DNA chemical moditication, phage T4 4016. 


Biochemistry Abstracts 2 vol. 13 


Proteus mirabilis, 
DNA alkylation, pesticides (organophosphorus) 3539. 
R factor RP4, DNA transposition 389. 
Proteus morganii, 
phenylalanine deaminase genes, cloning, gene expression, Escherichia coli 5292. 
Proteus rettgeri, 
R factor R394, physicochemical properties, incompatibility 723. 
Prothrombin, 
genes, nucleotide sequence, characterization, man 4340. 
Protonmotive force, 
role DNA transport, cell membranes, transformation, Bacillus subtilis 351. 
Protons, 
exchange, N.M.R., 7-methylguanosine, cyclic GMP 5467. 
exchange, double-stranded oligoribonucleotides, N.M.R. 1696. 
phage A DNA, N.M.R. 5138. 
Protoplast fusion, 
ethanol production, genetic engineering, Saccharomyces cerevisiae hybridization 
6600. 
haploidy, diploidy, hybridization, Hansenula polymorpha 6614, 
Protoplasts, 
Brassica rapa, cauliflower mosaic virus, DNA transfection 363. 
Daucus carota, DNA transfer, use liposomes 4504. 
differentiation, ribulosebisphosphate carboxylase mRNA levels, hybridization 
analysis, Nicotiana sylvestris 2354. 
DNA binding, cell division, tumor cells, Nicotiana sylvestris, Crepis capillaris 
2684. 
DNA polymerase | role, DNA repair, Nicotiana sylvestris aphidicolin, Nicotiana 
sylvestris 2035. 
fusion, hydridization enhancement, Saccharomyces cerevisiae 4604. 
fusion, interspecific hybridization, Penicillium 3797. 
fusion, radiation effects on, Nicotiana 4555. 
fusion, recombination, Actinoplanes brasiliensis 4527. 
fusion, recombination, Micromonospora rosaria 4525. 
fusion, transformation, exo-1,4,-a-D-glucosidase production, Saccharomyces 
diastaticus 5248. 
fusion, use induction antibiotics activity, microorganisms 5301. 
fusion, use phage P008 transfection, Streptococcus lactis 427. 
nuclei, RNA biosynthesis, Daucus carota 115. 
Petunia hybrida, transformation, plasmid pTiIACHS 972. 
phage CA1 DNA transformation, Clostridium acetobutylicum 942. 
RNA biosynthesis, heterosis, hybridization, inbreeding, Zea mays 6288. 
transformation, aminoglycoside antibiotics resistance gene expression, use 
Agrobacterium tumefaciens plasmid pTiB6S3 5959. 
transformation, plasmid pUB 110 DNA role, mutants, Bacillus subtilis 5897. 
transformation, use plasmid pTP4 cloning vectors, Bacillus 418. 
transformation, use plasmid pUB110, plasmid pminiKC, Bacillus licheniformis 5907. 
Vigna sinensis, alfalfa mosaic virus, RNA biosynthesis 2858. 
Vigna sinensis, temperature-sensitive mutant alfalfa mosaic virus, RNA 
iosynthesis 2857. 
yeasts, fusion Saccharomyces cerevisiae nuclei 6617. 


genes, gene expression, spermatogenesis, hybridization analysis, Caenorhabditis Providenica stuartii, 


elegans 5290. 

genes, nucleotide sequence, eye lens, frogs 6451. 

opie acid incorporation, Escherichia coli, Bacillus subtilis 4802. 
at shock, biosynthesis, E1A gene, gene products induction, adenovirus infected 
HeLa cells 910. 

hosts cells, association adenovirus MRNA, U.V. radiation cross-linking 559. 

leucine incorporation, role tRNA, brain, rats 1711. 

methylation, chlorambucil induction, sodium butyrate modulation, chromatin 2170. 

mitochondria, gene expression, protein biosynthesis, Saccharomyces cerevisiae 
3215. 

nucleic acids interaction, dynamics, cross-linking, methodology 2774. 

nucleic acids interactions, crystal structure 4110. 

nucleocapsids, genes, cloning, vesicular stomatitis virus 2054. 

nucleoli, mitosis, electron microscopy, HeLa cells 3259. 

nucleotide sequence, 5'-terminus, characterization, mitochondria, Aspergillus 
nidulans 4341. 

+phage Cp-1 complex, characterization, phage Cp-1 540%. 

phosphorylation, ADP-ribosylation regulation, nuclei, liver, chickens 5340. 

phosphorylation, chromatin, skeletal muscle, development, rats 3294. 

purification, characterization, rats neuroblastoma cells DNA transformation 3T3 
cells 401. Y 

replication initiation, genes, nucleotide sequence, R factor R6K 252. 

RNA crosslinking, 1-ethyl-3-(3-dimethylaminopropy!)carbodimide induction, 
ribosomal subunit 608, liver, rats 2817. 

tRNA association, cytoplasm, liver, rats 3381. 

role DNA transposition, phage Mu 3848. 

tole, rRNA 5S transcription, characterization 4196. 

secretion, genes, restriction endonuclease mapping, DNA, nucleotide sequence, 
seminal vesicles 3010. 

secretions, biosynthesis, association Balbiani rings genes, salivary gland, 
larvae, Chironomus thummi 5534. 

silk, MRNA, characterization, silk gland, Bombyx mori 5565. 

solubilization, micrococcal endonuclease, deoxyribonuclease | effects on, 
chromatin, tumor cell lines, eukaryotes 5358. 

spores, Bacillus megaterium, gene expression, sporulation, Bacillus subtilis 
5601. 

ssb gene, role DNA repair 4461. 

Stability relationship, amino acid sequence substitution, repressors, mutants, 
phage ) 5070. 

tolC gene biosynthesis, signal peptides role, Escherichia coli 5909. 

transformation gene products, localization, binding DNA, avian myelocytomatosis 
virus 2199. 

transposition regulation, transposon Tn5 565. 

transposition a awe transposon Tn5 566. 

uridine binding 6. 

urinary tract, MRNA, gene families, tissues relationship genetic variation, 
chromosome 4, mice 4935. 

urine, genes localization, chromosome 4, restriction endonuclease mapping, 
hybridization analysis, mice 816. 

yolk mRNA levels, ecdysone regulation, Drosophila melanogaster 5608. 

ids, 

Poly(A)-containing mRNA translation, myelin, brain, rats 1831. 

8, 


dioxidine effects on DNA biosynthesis 896. 


plasmids, genetic analysis 5645. 


Proviruses, 


cloning, repeated Sees nucleotide sequence, T-cell leukemia virus 851. 

DNA cloning, plasmid pBR22, spleen focus-forming virus 990. 

DNA, cloning, Rauscher leukemia virus 1538. 

DNA, cloning, restriction endonuclease mapping, murine leukemia virus, mice 
genomes 771. 

DNA, cloning, restriction endonuclease mapping, murine sarcoma virus 1384. 

DNA, cloning, spleen focus-forming virus 438. 

DNA expression, genes dosage effects on, Kirsten sarcoma virus 3070. 

DNA, feline sarcoma virus, transformation NIH 3T3 cells 2096. 

DONA, mammary tumor virus, glucocorticoids receptors binding 1627. 

DNA, methylation, effects on gene expression, Moloney leukemia virus 5246. 

DNA methylation, embryos carcinoma, Moloney leukemia virus 676. 

DNA, mink focus-inducing virus, cloning, restriction endonuclease mapping, mice 
genomes repeated sequence 1374. 

DNA, Moloney leukemia virus, methylation, chromatin structure, mice 1609. 

DNA, Moloney leukemia virus, microinjection, transcription, oocytes, Xenopus 
laevis 4205. 

DNA, purification, restriction endonuclease mapping, bovine leukemia virus 1965. 

endogenous, localization, DNA, chickens 214. 

endogenous xenotropic murine leukemia virus, organization, restriction 
endonuclease mapping, mice genomes 863. 

gene amplification, flanking regions, hybridization analysis, restriction 
endonuclease mapping, Rous sarcoma virus transformed cells, CHO cells 5119. 

gene expression, relationship chromatin structure, avian sarcoma virus 
transformed cells 3966. 

gene expression, retrovirus replication, teratocarcinoma cells 4195. 

genomes, nucleotide sequence, avian myelocytomatosis virus MC29 5065. 

integration, tumor cells DNA, association, mammary tumor virus 1537. 

Kirsten sarcoma virus, RNA fingerprinting, cell lines, mice 5574. 

linkage, chromosome 9, Fv-2 gene loci, restriction endonuclease mapping, mice 
5693. 

mammary tumor virus, DNA insertion sites, mammary gland tumors, mice 6412. 

mammary tumor virus, env gene, MRNA, nucleotide sequence 5570. 

mammary tumor virus, integration, restriction endonuclease mapping, hybridization 
analysis, breech | mice 773. 

mammary tumor virus, RNA biosynthesis, repeated sequence methylation, thymoma 
cell lines 2342. 

Moloney leukemia virus, genomes, association, Mov locus, mice, infectivity 1512. 

murine leukemia virus, avian leukosis virus, structure, genomes integration, 
reviews 6105. 

murine leukemia virus, env gene, DNA nucleotide sequence 2488. 

murine leukemia virus, excision, role recombination, long terminal repeat, 
genomes, mice 6610. 

murine leukemia virus, homology mice repeated sequence DNA, hybridization 
analysis, nucleotide sequence 2971. 

murine leukemia virus, integration, mice, DNA, repeated sequence 1347. 

murine leukemia virus, isolation, gene mapping, use cDNA 2964. 

murine leukemia virus, long terminal repeat, nucleotide sequence 5004. 

murine leukemia virus, radiation induction, lymphoma, mice 1458. 

promoters, mammary tumor virus, binding glucocorticoids receptors, cell lines, 
tats, mice 1623. 

relationship T cell leukemia virus, DNA, hybridization analysis 5061. 

repeated sequence DNA, nucleotide sequence, mammary tumor virus 1974. 


165 


Subject Index 


Proviruses, (continued) 
repeated sequence. RNA nucleotide sequence, retrovirus (avian) 1190. 
spleen focus-forming virus. RNA nucleotide sequence 6252. 
T cell leukemia virus, DNA isolation, acquired immune deficiency syndrome, man 
6355. 
T cell leukemia virus, flanking regions, long terminal repeat, cloning, T cell 
leukemia virus 3832 
Psaltriparus, 
homology hvbridization analysis. comparison, Chamaea fasciata 2986. 
Psammechinus miliaris, 
histones genes, transtection,.transcription, HeLa cells 3885. 


histone H2A mRNA 3'-terminus, DNA transcription, role repeated sequence 140. 
Pseudocentrotus depressus, 
eggs, ribosomal proteins, fractionation characterization 2260. 
Pseudogenes, 
8-actin, DNA nucleotide sequence, gene libraries, man 1312. 
comparison repeated sequence, mammals 3003. 
8-globin, cDNA nucleotide sequence, Papio doguera 4361. 
t-globin, DNA nucleotide sequence, man 1910. 
globin, reviews, mammals 2211. 
immunoglobulins constant region, characterization, DNA nucleotide sequence, long 
terminal repeat, man 3035. 
nucleotide sequence association corticotropin lipotropin precursors genes, mice 
6460. 
rRNA 5S, nucleotide sequence comparison genes, Xenopus laevis 3573 
snRNA U1. nucleotide sequence, reviews, man 2780. 
tetrahydrofolate dehydrogenase relationship multiple forms mRNA 6647. 
a-tubulin, DNA nucleotide sequence, rats 3028. 
B-tubulin, multipleforms, DNA nucleotide sequence, man 2984. 
Pseudomonas, 
R factors, restriction-modification 1474. 
genes cloning, plasmids vectors 3803. 
genes cloning, plasmids vectors 3804. 
inc plasmids, R factors, antibiotic resistance, drug resistance 5644. 
phages, DNA base composition 157. 
rRNA 238, hybridization analysis, comparison Xanthomonas 5128. 
TOL plasmid, R factors hybrids, mapping 874. 
Pseudomonas aeruginosa, 
amikacin resistance, transposon Tn2424 mediation, restriction endonuclease 
mapping 5683. 
aminoglycoside 3'-phosphotransferase genes, gene mapping 5701. 
dioxidine effects on DNA biosynthesis 896. 
DNA gyrase, purifcation, characterization 2128. 
exodeoxyribonuciease, purification, characterization 460. 
R factor RP4, transmission, conjugation, Pseudomonas pseudomallei, Pseudomonas 
maliei 5910. 
freeze-thawing resistance, role DNA repair genes 322. 
Inc plasmids transfer, Escherichia coli 5707. 
IncP-8 plasmid F factor FP2, curing 6348. 
insertion sequences, chromosomes, restriction endonuclease mapping 239. 
PaeR7 gene, cloning 5270. 
phage PKZ transduction 3129. 
phage Pf3, cloning, plasmid pBD214 vectors 4531. 
phospholipase C genes, cloning 433. 
phospholipase C genes, cloning, gene expression 1514. 
Phospholipase C genes, cloning, gene expression, Escherichia coli 5948. 
plasmid pMG7, cloning restriction-modification systems, gene expression, 
Escherichia coli 1500. 
rRNA 5S, nucleotide sequence, secondary structure 2841. 
streptomycin antibiotic resistance, transposon Tn904 transposition, association R 
factor pRO161, R factor pMG1 mobilization, restriction endonuclease mapping 5093. 
transposon Tn7 use, cloning vectors 5967. 
U.V. radiation resistance, R factors, plasmid pBS12, plasmid pBS31 4608. 
Pseudomonas cepacia, 
R factor ms425, isolation, characterization 1235. 
Pseudomonas fluorescens, 
DNA, hybridization analysis, homology Pseudomonas putida 6401. 
gene transfer, Alcaligenes eutrophus, role plasmid pULB113 6001. 
plasmid pLHB1, chromic acid resistance 5973. 
rRNA 5S, nucleotide sequence, secondary structure 2841. 
Pseudomonas fragi, 
plasmid pFR106, isolation, restriction endonuclease mapping 297. 
Pseudomonas mailei, 
R factor RP4 transmission conjugation association, Pseudomonas aeruginosa 5910. 
Pseudomonas paucimobilis, 
relationship Flavobacterium, Chromobacterium lividum, Xanthomonas campestris, use 
hybridization analysis 1361. 
Pseudomonas pisi, 
DNA biosynthesis, infection Nicotiana tabacum 3109. 
Pseudomonas pseudomallei, 
R factor RP4 transmission conjugation association, Pseudomonas aeruginosa 5910, 
histidine biosynthesis, gene mapping 3049. 
Pseudomonas putida, 
ONA, hybridization analysis, homology Pseudomonas fluorescens 6401. 
gene expression, Pseudomonas aeruginosa phage D3112 R factor RP4 recombinants! 
4532. 
integration R factor R91-5 transposon Tn501 1462. 
plasmid NPL-1, role, naphthalene oxidation 5281. 
TOL plasmid deletion mutant, restriction endonuclease mapping 312. 
Pseudomonas stutzeri, 
transformation 1496. 
Pseudomonas syringae, 
phages, isolation, characterization 4331 
transduction, role phages 4529. 
Pseudoplusia includens, 
viruses RNA, isolation, physicochemical properties 5556. 
Pseudorabies virus, 
DNA nucleotide sequence, homology herpes simplex virus 1 4401. 
infection HeLa cells, inhibition RNA methylation 672. 
mutants, genetic analysis, DNA-binding protein, function, DNA biosynthesis 2767 
ba ah as sty mutant, closed-circular DNA, gene mapping, complementation 
225. 
Pseudouridine, 
conformation, tRNA Phe, nuclear Overhauser effect. yeasts 611. 
rRNA 5S, melting point, fluorescence, yeasts 5583. 


Pseudouridine, (continued) 
uridine base pairs, tRNA Val, nuclear Overhauser effect, yeasts 612. 
Psoralen, 
cross-linking DNA, replication inhibition phage A 4469. 
cross-linking rRNA 16S, Escherichia coli 1780. 
DNA binding, induction photosensitization, skin, carcinogenesis 4973. 
+U.V. radiation, use, rRNA 16S secondary structure, Escherichia coli 5578. 
Pulvomycin, 
sensitivity, Caldariella acidophila elongation factor Tu, cell-free system 2282. 
Purification, 
arginyl-tRNA synthetase, lysyl-tRNA synthetase, liver, rats 39. 
deoxyribonuclease, Epstein-Barr virus transformed cells 463. 
DNA (adenosine-6-)-methyltransferase, Escherichia coli 499. 
DONA, mitochondria, Vicia faba 277 
ONA polymerase, bone marrow, rabbits 483. 
DNA polymerase | activator multiple forms, cell lines, mice 1013. 
DNA polymerase |, DNA polymerase |!, DNA nucleotidylexotransferase, calf thym 
1012. 
ONA polymerase, phage T7 1009. 
ONA polymerase (RNA-dependent), murine leukemia virus infection mice spleen 4€ 
DNA topoisomerase |, Drosophila melanogaster 495. 
DNA-binding protein, herpes simplex virus 547. 
DNA-binding protein, herpes simplex virus 1058. 
exodeoxyribonuclease, Pseudomonas aeruginosa 460. 
exonuclease, spleen, cattle 451. 
exoribonuclease, endoribonuclease, eggs, embryos, Misgurnus fossilis 997. 
histone H1, placenta, man 1037. 
initiation factor 2, skeletal muscle 72. 
nonhistone proteins, mice mammary gland carcinoma 535. 
poly(A)-containing mRNA, methodology, skeletal muscle, cardiac muscle, rats 86 
polyribonucleotide synthetase (ATP), phage T4 498. 
proteins, rats neuroblastoma cells DNA transformation 3T3 cells 401. 
ribonuclease, chromatin, leaves, Triticum vulgare 459. 
ribonuclease H isoenzymes, chick embryos 999. 
ribonuclease T2, Stephanurus dentatus 454. 
ribosomal protein L12, chloroplasts, Spinacia oleracea 622. 
ribosomes 626. 
ribosomes, Escherichia coli 59. 
RNA binding ribosomal proteins, wheat germ 57. 
RNA, influenza A virus 77. 
MRNA 5'-terminus, SV40 644. 
terminal protein precursors dCMP complex formation, activators, adenovirus 316 
tryptophanyl-tRNA synthetase, Bacillus stearothermophilus 616. 
Purine nucleosides, 
acids catalysis hydrolysis 4746. 
analogs, inhibition DNA repair, radiation induction DNA damage, mammalian cell 
3078. 


4-hydroxyaminoquinoline 1-oxide adducts formation 11. 

synthesis, methodology 5456. 
Purine nucleotides, 

ribonuclease A complex, statistical analysis, conformational analysis 5306. 
Purine-nucleoside phosphorylase, 

genes, cloning, man 5970. 
Purines, 

analogs, alkylation 578. 

analogs, toxicity, Leishmania tropica, macrophages infection, man 4740. 

compounds, assays 1077. 

containing dehydroalanine monomers, peptide synthesis 4764. 

derivatives, structure-activity relationships, adenocarcinoma, mice 3349. 

derivatives, synthesis, use phenylazomalonamidamidine 4038. 

derivatives, use antimicrobial agents 4739. 

eye toxicity, chickens 5444. 

fractionation, high-pressure liquid chromatography 1084. 

fractionation, tricholoroacetic acid extracts, cells 1086. 

fractionation, urine 572. 

hematoporphyrin induction photooxidation DNA 1286. 

high-performance liquid, chromatography, reviews 1074. 

hydration, crystallization 3343. 

interaction amino acids, |.R. spectroscopy, U.V. spectroscopy 2788. 

Nicer trifluoroacetyl-N,O-alkyl derivatives, analysis, gas chromatography 

1081. 

removal, DNA, induction amber mutant, DNA biosynthesis, phage ®X174 4470. 

role DNA binding autoantibodies, systemic lupus erythematosus, man 6050. 

separation, comparison pyrimidines, fluoropyrimidines, high-performance liquid 

shromatuar hy 4037. 

separation, high-pressure liquid chromatography 2789. 

triplet state, E.S.R. 5442. 
Purkinje cells, 

damage, side effects cytosine arabinoside high-dose treatment, man 4754. 
Puromycin, 

analogs, photoaffinity labelling, ribosomes, Escherichia coli 2274. 

effects on histones MRNA levels, HeLa cells 4869. 

interaction ribosomes, E.S.R., reviews, Escherichia coli 1070. 

+ pe taal effects on chromatin, nuclear envelopes, Pachymedusa dacnicol 
Purothionin, 

multiple forms, gene expression, Triticum durum 3160. 
Putrescine, 

binding DNA, relationship phage A life cycle, Escherichia coli 5677. 
a-Putrescinylthymine, 

reactivity, physicochemical properties, DNA, phage W-14 2533. 

role, DNA biosynthesis, mutants, phage W-14 5839. 
Pylaiella littoralis, 

Sphacelaria, plastids, DNA, heterogeneity 5036. 
Pyran, 

pee a: inhibition RNA 
Pyrazolopyrimidine nucleos| 

synthesis 4051. 

synthesis, antiviral activity 2793. 
Pyrene, 

interaction DNA, triplet state, fluorescence, N.M.R. 5678. 
Pyridopyrroloisoquinoline, 

derivatives, induction DNA breaks, DNA repair, Saccharomyces cerevisiae 5660 
Pyridoxal 5'-phosphate, 

DONA polymerase inhibition, phage T4 480. 


peumerase, Escherichia coli 4634. 
ides, 


166 


Biochemistry Abstracts 2 vol. 13 


jrimidine, 

2} dimers effects DNA unwinding 3682. 
i rimidine dimers, 

sycleavage, DNA repair, models 1444. 
Hirimidine nucleosides, 


) rimidine nucleotides, 

1 E.S.R. analysis 3357. 

J (rimidine polyribonucleotides, 

9)/N.M.R. conformational analysis 4095. 

i) /rimidines, 

fi) absorption spectroscopy, argon matrix 5441. 

} assays 1077. 

‘containing dehydroalanine monomers, peptide synthesis 4764. 

‘derivatives, methylated groups, reactivity, molecular orbital studies 1647. 

iderivatives, use antimicrobial agents 4739. 

‘dimers, U.V. radiation effects on, DNA biosynthesis, SV40 5859. 

‘dimers, U.V. radiation effects on, spore germination, Bacillus subtilis 4283. 

dimers, U.V. radiation induction, DNA, fibroblasts, skin, xeroderma pigmentosum, 
man 4972. 

‘dimers, U.V. radiation induction, epithelium, mice 6550. 

imers, U.V. radiation induction, SV40 DNA 4290. 

i dimers, U.V. radiation induction, temperature role, DNA, fibroblasts, xeroderma 

») pigmentosum, man 4971. 

4 dimers, U.V. radiation induction, wavelength comparison, cell lines, mice 4986. 

i) dimers, analysis, methodology 1854. 

dimers, effects on DNA biosynthesis, minute virus of mice 3763. 

‘dimers, effects on DNA polymerase le aio poly(dT), man 3929. 

| dimers, formation, spore germination, Dictyostelium discoideum 4282. 

» dimers inheritance, excision, U.V. radiation light, mice comparison man 5175. 

» dimers, measuring techniques, use antibodies 2402. 

) dimers repair, U.V radiation, wavelength comparison effects on, Rana 5177. 


1853. 
) DNA dimers formation, p-aminobenzoic acid+sunlight, skin fibroblasts, man 4303. 
) eye toxicity, chickens 5444. 
1) fractionation, tricholoroacetic acid extracts, cells 1086. 
i fractionation, urine 572. 

| hematoporphyrin induction photooxidation DNA 1286. 
| high-performance liquid chromatography, reviews 1074. 
hydration, crystallization 3343. 
interaction amino acids, |.R. spectroscopy, U.V. spectroscopy 2788. 
N,O-peralkyl, trifluoroacetyl-N,O-alky! derivatives, analysis, gas chromatography 

1081. . 
tole DNA binding autoantibodies, systemic lupus erythematosus, man 6050. 
separation, comparison purines, fluoropyrimidines, high-performance liquid 

chromatography 4037, 

‘ Benin Y. igh-pressure liquid chromatography 2789. 

t 5 

a) RNA content, spermatocytes, Acrididae, CHO cells, hepatocytes, mice 4843. 
«?yrophosphate, 
analogs, inhibition RNA polymerase (RNA-dependent), influenza A virus 6031. 
»yrroline-5-carboxylate reductase, 
|_ genes, DNA nucleotide sequence, Escherichia coli 1303. 
))?yrrolopyrimidine nucleosides, 
synthesis, antibiotics activity 4067. 
‘omycin, 
“| interaction DNA 1874. 

»yruvate dehydrogenase, 
)\ loci, gene mapping, gene expression, Escherichia coli 245. 
uvate dehydrogenase (lipoamide), 
association aceE gene, Escherichia coli 5123. 

vate kinase, 

genes, gene expression, poly(ADP-ribose) biosynthesis regulation, hepatocytes, 

fetals, rats 2799. 
' mRNA, genes, nucleotide sequence, muscles, chickens 6256. 
mRNA, insulin, fructose regulation transcription, liver, rats 680. 
\Pyruvate orthophosphate dikinase, 
| genes, cloning, Zea mays 5934. 


Quaii, 

embryo cells, RNA transcripts, hybridization analysis, Rous sarcoma virus 4839. 

Quanosine, 
identification, tRNA, seeds, Lupinus luteus 584. 

‘Quantum chemistry, 

'_ DNA conformation 6517. 

Quassinoids, 

binding ribosomes, inactivation protein biosynthesis, structure-activity 
relationship, reticulocytes, rabbits 4151. 

/Quaternary structure, 


effects on aminoacyl-tRNA synthetase multienzyme complexes kinetics, liver, sheep 


3399. 
ribosomes, reviews 4032. 
Queuine, 
' tRNA modification, Dictyostelium discoideum 1710. 
role tRNA Asp aminoacylation, aspartyl-tRNA synthetase 4132. 
Queuosine, 
| deficiency, tRNA Asp, tRNA His, spleen cell lines, mice 1705. 
 Quevosine, 
biosynthesis, tRNA, relationship tRNA guanine transglycosylase 38. 
&-Quinolinesulfone (3-nitro-1,2,4-triazolide), 
use oligonucleotides synthesis 26. 


Rabbit pox virus, 
mutants, mRNA translation 4930. 
Rabbits, 
bone marrow, lipoxygenase mRNA, translation 1757. 
| brain, polyribosomes, S100 protein protein biosynthesis, role membranes 1719. 
chondrocytes, DNA biosynthesis, RNA biosynthesis, bone growth factor effects on 
2022. 
DNA biosynthesis, RNA biosynthesis, protein biosynthesis, Treponema pallidum 
toxins inhibition 4892. 


®) dimers, thymine containing high-performance liquid chromatography measurements 


Rabbits, (continued) 

DNA polymerase, purification, characterization, bone marrow 483. 

double-stranded DNA antibodies interaction, structure-activity relationships 
2136. 

eye aqueous fluids effects on DNA biosynthesis, cornea endothelium, cattle 2590. 

Z-form DNA, polydeoxyribonucleotides, antibodies interaction 2137. 

gene libraries, uteroglobin genes, DNA nucleotide sequence, progesterone 
regulation gene expression 3642. 

B-globin genes, gene expression, ontogeny 4540. 

globin mRNA, radioactive labelling, translation 1841. 

globin mRNA reverse transcription, use Escherichia coli DNA polymerase 
(RNA-dependent) 4645. 

globin mRNA ribonucleoproteins complex, binding polyribosomes, translation 3953. 

heparin inhibition protein biosynthesis, reticulocytes 2235. 

immunoglobulins x-chain genes, cloning, hybridization analysis, CDNA 
nucleotide sequence 5750. 

immunoglobulins, constant region x-chain genes, polymorphism, hybridization 
analysis, restriction endonuclease mapping 276. 

liver, cytochrome P-450 mPNA levels, phenobarbitone, aging effects on 3507. 

liver, reticulocytes, tRNA amino acids levels, gas chromatography 2801. 

LSD effects on mRNA, ribosomes, brain 633. 

lymphocytes, bromocriptine inhibition DNA biosynthesis, sister chromatid exchange 
3969. 

mammary gland cell culture, B-casein genes transcription, prolactin role 
2874. 

mammary gland, liver, regulation protein biosynthesis, role tRNA adaptations 
5528. 

muscles, electrical stimulation, effects on myosin mRNA transcription 3503. 

muscles, troponin T cDNA nucleotide sequence 4347. 

myosin genes eee A 

prolactin stimulation DNA biosynthesis, mammary gland 341. 

reticulocytes, adenylic acid oligonuclotide, synthesis, inhibition protein 
biosynthesis 2234. 

reticulocytes, cell-free system MRNA translation 45. 

reticulocytes cell-free system, protein biosynthesis, elongation, vaccinia virus 
inhibition 3428. 

reticulocytes, cell-free system, protein biosynthesis fidelity, spermidine 
stimulation 1726. 

reticulocytes, cell-free system protein biosynthesis, Viscum album lectins 
A-chain inhibition 5548. 

reticulocytes, elongation factor 2 phosphorylation effects on activity, role GTP, 
reviews 6112. 

reticulocytes, heme regulation translation inhibitors, RF factor 4799. 

reticulocytes, initiation factor 2, subunit, phosphorylation effects on 1743. 

reticulocytes, initiation factor 4D, characterization 3429. 

a fee protein biosynthesis, GTP promotion, role initiation factor 2 
Phosphorylation 1744, 

reticulocytes, quassinoids binding ribosomes, inactivation protein biosynthesis, 
structure-activity relationship 4151. 

reticulocytes, translation inhibitors, oxygen activation 50. 

retina, polyribosomes, protein biosynthesis, LSD effects on 66. 

mRNA, immunoglobulins «-chain, allotypes, nucleotide sequence 5581. 

mRNA precursors cloning, globin biosynthesis 4542. 

skeletal muscle, 1,4-a-D-glucan branching enzyme RNA 2.5S complex, 
characterization, tyrpsin proteolysis 1821. 

spermatozoa, DNA content 2909. 

uteroglobin gene expression, progesterone regulation 6308. 

Rabies virus, 
a analogs, gene expression, vaccines development, Escherichia coli 


Radiation, 
+cycloheximide, effects on chromatin degradation, thymocytes, rats 4000. 
damage, 2-deoxy-D-glucose effects on DNA repair, leukocytes, man 6754. 
effects on DNA polymerase activity, tumor cell lines, mice 5324. 
effects on DNA, prophase, electron microscopy, man 2930. 
effects on herpes simplex virus, DNA repair deficiency fibroblasts 2395. 
effects on magnesium levels, deoxyribonucleoproteins degradation, chromatin, 
thymus, rats 4001. 
effects on protoplasts fusion, Nicotiana 4555. 
induction chromosome abberations, role double-stranded DNA strands breakage, 
mammmalian cells 3292. 
induction DNA damage, DNA repair deficiency, fibroblasts, immunodeficiency, man 
4965. 
induction DNA damage, nucleotide sequence effects on 1273. 
induction! ro damage, purine nucleosides analogs inhibition DNA repair, mammalian 
cells 3078. 
induction DNA damage, radiosensitizers effects on, aqueous solutions 2940. 
induction DNA damage, role DNA repair, transformed cells, fibroblasts, man 4988. 
induction DNA degradation, thymocytes, rats 3984. 
induction genes, mammalian cells 3816. 
induction murine leukemia virus proviruses, lymphoma, mice 1458. 
induction strands breaks, analysis, DNA, phage T7 3544. 
+p-nitroacetophenone induction DNA cross-linking, calf thymus 2919. 
radium effects on DNA, polarography 1282. 
+sodium selenite, induction DNA, RNA levels, liver, rats 3768. 
toxins, +-y radiation, inhibition DNA biosynthesis, induction chromosome 
aberrations, plants 4474, 
use, deoxyuridine iodination 4052. 
U.V.Radiation, 
damage, DNA repair, Anacystis nidulans 2031. 
a Radiation, 
DNA baci DNA repair, Escherichia coli 4307. 
ee on DNA biosynthesis, DNA repair, development, Dictyostelium discoideum 
95. 
induction chromosome aberrations, crossing-over, Pichia pinus 3283. 
6 Radiation, 
DNA, E.S.R., tumors 5827. 
Radiation, 
+5-bromodeoxyuridine, effects on sister chromatid exchange, chromosomes breaks, 
bone marrow, mice 6083. 
cytogenetics effects on germ cells, embryos, mice 2916. 
DNA breaks, fibroblasts, skin, man 5656. 
DNA repair, Down's syndrome fibroblasts, man 2564. 
effects on DNA, C.D. 747. 
effects on DNA biosynthesis, Bacillus stearothermophilus 3767. 
effects on DNA biosynthesis, relationship replicons size, leukemia cell lines, 


167 


Subject Index 


y Radiation, (continued) Rats, (continued) : 
mice 1870. aflatoxin B1 carcinogenicity, effects on protein biosynthesis, mitochondria, 
effects on DNA interaction plasma membranes, Escherichia coli, Bacillus subtilis liver 2250 is : 
3552. aflatoxin B1 effects on liver RNA biosynthesis, protein biosynthesis 133. 
effects on meristems roots, relationship mitosis, DNA content, Glycine max, aging effects on DNA polymerase, liver 1014. , 
Helianthus annuus, Pisum sativum, Vicia faba 4982. albumin, a-fetoprotein genes, methylation relationship gene expression 5262. 
effects on nucleic acids biosynthesis, development, brain, rats 2579. albumin mRNA, splicing, nucleotide sequence deletion 4908. 
effects on Okazaki fragments, DNA biosynthesis, lymphoblastoid cell lines, ataxia a-amanitin derivatives effects on RNA polymerase 474. 
telangiectasia 4309. 3-amino-1-methy|-5H-pyrido-[4,3-b indole, ei 
effects on RNA polymerase activity, thymus, rats 3232. 7 2-amino-6-methyldipyrido-{ 1,2-a:3',2’-dlimadazole chemical modification 
effects on sister chromatid exchange, lymphocytes, man 4009. DNA 186. 
effects on superhelix DNA, DNA repair, thymocytes 3554. aniline induction DNA damage, liver, kidney, spleen 1040. 
hydrated electrons, induction DNA damage, DNA repair, Saccharomyces cerevisiae atrium, plasrna membranes, role sialic acid cells proliferation, endocytosis, 
1432. neuraminidase effects on DNA. biosynthesis 5832. ? i ' 
induction DNA biosynthesis, temperature-sensitive mutant, Escherichia coli 4482. avian sarcoma virus transformed cells, proviruses gene expression, relationship 
induction DNA damage, DNA repair, detection, methodology, lymphocytes, man 172. chromatin structure 3966. ; 
induction DNA damage, DNA repair, leukocytes, lymphocytes, rats 3751. benzo(a)pyrene metabolites effects on DNA, role glutathione, hepatocytes 178. 
induction DNA damage, DNA repair, Micrococcus radiodurans 3548. bone marrow, captafol, clastogenicity 3974. nit Ave 
induction DNA damage, DNA repair, role oxygen, lymphoma cells, mice 3077. bone marrow, liver, mitochondria, RNA biosynthesis, benzene inhibition 2878. 
induction DNA free radicals, E.S.R. 3556. bone, parathyrin comparison calcium ionophores effect on DNA biosynthesis 51i 
induction single-stranded breaks, DNA repair, lymphocytes, man 2549. brain, y radiation effects on nucleic acids biosynthesis, development 2579. 
induction single-stranded, double-stranded breaks, DNA repair, Escherichia coli brain, chromatin structure, aging effects on, micrococcal endonuclease, 
4457. deoxyribonuclease | probes 5359. 
induction sister chromatid exchange, cell cycle, Down's syndrome, lymphocytes, brain, deoxyribonuclease, purification, characterization 3913. 
man 3964. brain, epididymis, DNA biosynthesis, X radiation effects on 3533. 
mutagenesis, phage \ 736. brain, gene expression, mRNA hybridization analysis 6230. ’ 
mutagenicity testing, role DNA polymerase II, Escherichia coli 3752. brain, liver, methyimethanesulfonate induction DNA breaks, DNA repair 4987. 
+N-nitroso-N-methyl-N’-nitroguanidine, inhibition DNA biosynthesis, HeLa cells brain, myelin, proteolipids, poly(A)-containing mRNA translation 1831. 
3765. brain, neurons, chromatin, nucleosomes, differentiation, restriction endonuclease 
+radiation toxins, inhibition DNA biosynthesis, induction chromosome aberrations, mapping 2178. 
plants 4474. brain, neurons, hypothyroidism inhibition RNA biosynthesis, protein biosynthesis 
radiolysis uracil 1644. 1810. 
stimulation protein biosynthesis, Hordeum vulgare 2812. brain, tRNA, role leucine incorporation proteins 1711. 
Radioactive labelling, brain, tubulin, actin gene expression, relationship development 5617. 
globin mRNA, rabbits 1841. brain, tumor cells, DNA biosynthesis coupling histones biosynthesis, cell 
iodine, DNA, RNA, effects on activity 2404. proliferation, cells differentiation 5142. 
nucleic acids, RNA biosynthesis, DNA biosynthesis, bacteria, algae 335. brain, tumor cells, N-nitrosourea induction sister chromatid exchange 2148. 
$V40 DNA, infected cells 1231. calcium-binding protein mRNA, cell-free system translation, comparison kidney, 
Radioimmunoassay, duodenum, cerebellum 1832. 
oligonucleotides 6169. cardiac muscle, skeletal muscle, poly(A)-containing mRNA, purification 86. 
ribosomal proteins localization, translation mechanisms, Escherichia coli 5539. a-casein, -y-casein genes, DNA nucleotide sequence, homology comparison 
urine levels 2'-O-methylguanosine, N6-(A2-isopenteny!)adenosine, 1996. 
N-(9-(8-D-ribofuranosy!)purin-6-ylcarbamoy||-L-threonine, cancer patients casein, biosynthesis, genetic engineering, Escherichia coli 407. 
6151. cattle spermatozoa factors, induction 5-aminolevulinate synthase gene expressic 
Radiolysis, 4874. 
tryptophan+ DNA, fluorescence 5654. cell lines, gene expression, antigens, hepatitis B virus 1534. 
uracil, y radiation 1644. cell lines, glucocorticoids receptors, binding mammary tumor virus proviruses Dh 
Radloprotection, promoters 1623. 
agents effects on DNA biosynthesis, DNA repair, thymocytes, rats 1443. cell lines, liver epithelium, benzo(a)pyrene, aniline induction sister chromatid 
Radioprotective agents, exchange 6750. 
effects on U.V. radiation induction DNA damage, Streptococcus sanguis 170. cell lines, SV40 U.V. radiation induction DNA repair, mutagenesis 3719. 
Radioresistance, cell lives, myosin heavy chains genes families, hybridization analysis, gene 
role DNA repair, tumor cells, man 3091. expression 3019. 
Radlosensitivity, «-Chain joining region genes nucleotide sequence, hybridization analysis, 
DNA, correlation DNA repair, animal cells 3755. restriction endonuclease mapping, comparison mice 1959. 
Hoechst 33258 dyes enchancement, 5-bromodeoxyuridine containing, Dictyostelium chloramphenicol inhibition DNA biosynthesis, bone marrow 337. 
discoideum 4755. chromatin characterization, spleen, myeloma cells 2763. 
Radiosensitization, chromatin, liver, DNA repair O6-alkylguanine residues 3741. 
agents effects on DNA biosynthesis, DNA repair, thymocytes, rats 1443. chromatin, RNA polymerase Il, DNA binding 1569. 
Radiosensitizers, chromatin structure, electron microscopy, hepatocytes 1054. 
effects on radiation induction DNA damage, aqueous solutions 2940 cloning ornithine carbamoyltransferase genes, isolation, characterization 6643, 
use 2-nitroimidazole nucleosides 4066. cortex, cerebellum, neurons, development, DNA-binding protein, characterization 
use 2-nitroimidazole nucleosides analogs 3359. 1057. 
Radium, cortex, ribosomal proteins phosphorylation, polyribosomes formation effects on 
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levels 6725. expression, poly(ADP-ribose) biosynthesis regulation 2799. 
adrenal gland, hydrocortisone effects on DNA biosynthesis, pituitary (anterior) fetuses, liver, tyrosine aminotransferase gene expression, 5-azacytidine 
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liver, DNA, propidium iodide interaction, fluorescence 2761. 

liver, DNA, RNA levels, radiation+ sodium selenite induction 3768. 
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DNA adducts formation 1882. 

liver, mitochondria DNA changes, age 6346. 

liver, mitochondria DNA, denaturation mapping, use dibromoethylacetic acid 5131. 
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liver, ribonucleoproteins, purification, physicochemical properties, binding 
poly(A) 4661. 

liver, ribosomal proteins, histones degradation, role serine proteinase 6756. 
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liver, thymus, chromatin, nonhistone proteins, immunogenicity 6728. 
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nonhistone proteins 4008. 

liver, transcription, histones acetylation role 2179. 

liver, transcription, phosphoenolpyruvate carboxykinase (GTP) genes, dibutyryl 
cAMP stimulation 1802. 

liver, transferrin mRNA isolation, characterization 4164. 

liver, trifluoperazine effects on galactosamine induction ribosomal protein S6 
phosphorylation 4812. 
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lymphocytes, phytohemagglutinin effects on chromatin, electron microscopy 4705. 

lymphocytes, sister chromatid exchange, N-nitrosodimethylamine, 
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lymphosarcoma, immune RNA biosynthesis, characterization 6729. 

mammary gland, hormones regulation tumors, relationship gene expression 5613. 

mammary gland, N-nitroso-N-ethylurea, N-nitroso-N-methylurea DNA alkylation 1269. 

mammary gland susceptibility carcinogenesis, role DNA biosynthesis, DNA repair 
6553. 

mammary gland, tumor cells, poly(A)-containing mRNA translation, cell-free system 
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mammary gland tumors, tRNA (guanine-2-)-methyltransferase, purification, 
characterization 6204. 

mammary tumor virus DNA deletion mutant transfection, gene expression 3203. 

3'-methyl-4-dimethylaminoazobenzene effects on a-fetoprotein, aloumin mRNA 
levels, liver 141. 

mitochondria, cytochrome b genes, DNA nucleotide sequence 1402. 

mitochondria, DNA nucleotide sequence 3587. 

mitochondria DNA, nucleotide sequence, comparison man, mice, cattle 4350, 

mitochondria, RNA polymerase characterization, purification 2113. 

c-mos gene, cloning, by pridizaton analysis, transfection 3117. 

muscles, carbonate dehydratase mRNA, translation, cell-free system 2895. 

myoblasts chickens erythrocytes, heterokaryons, histone H65 distribution 
2736. 

myoblasts, nonhistone proteins DNA complex, isolation, structure 5363. 

neonates, heart, DNA, carbon monoxide effects on 2917. 

neonates, uterus, estradiol, stilbesterol effects on DNA biosynthesis 6575. 

neuroblastoma cells, proteins, DNA transformation, proteins, purification, 
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636. 
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nose, mucosa, DNA cross-linkage proteins, formaldehyde induction 6379. 
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microtubules proteins modulation 1820. 

nuclei, chromatin interphase, neutron diffraction, ionic strength effects on 


nuclei, chromatin, nonhistone proteins, fractionation, characterization 6745. 

nuclei, DNA, N-hydroxy-2-aminofluorene metabolites binding 1899. 

nucleosides methylation, tRNA, brain 1123. 

offspring, colon, ontogeny, DNA biosynthesis, glucocorticoids effects on 5189. 

pancreas acinar cells, azaserine 7-carboxymethylguanine DNA adduct 2927. 

pancreas, amylase, insulin genes, cDNA nucleotide sequence 6485. 

pancreas, chromatin comparison, cattle 2742. 

pancreas, histone H1, ADP-ribosylation 3301. 

pancreas, islets of Langerhans, cyclic AMP role DNA biosynthesis, association 
pregnancy, age 6572. 

pancreas, tumors, insulin genes, gene expression, translation regulation 1838 

phosphoenolpyruvate carboxykinase (GTP) genes, nucleotide sequence, restriction 
endonuclease mapping 6459. 

phosphoenolpyruvate carboxykinase (GTP) mRNA biosynthesis, cyclic AMP regulation 
6302. 


pituitary (anterior), cDNA nucleotide sequence, preprolactin genes, cloning 2092. 

pituitary (anterior), DNA biosynthesis, estrogens, sulpiride effects on, 
association prolactin release, growth 5190. 

pituitary (anterior), DNA biosynthesis, lisuride effects on 2876. 

pituitary (anterior), liver hepatoma, somatotropin genes, gene expression, 
hybridization analysis 6624. 

Pituitary cell culture, prolactin, somatotropin gene expression, relationship 
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chromatin structure 3986. 

pituitary, chromatin, somatotropin genes, glucocorticoids, thyroid hormones 
receptors 3991 

pituitary, estradiol effects on RNA polymerase | activity, rRNA 28S, rRNA 18S 
synthesis 5317. 

pituitary, estradiol regulation precursors lutropin, follitropin mRNA 4899. 

pituitary, gene regulation, somatotropin, proopiomelanocortin 6306. 

pituitary, haloperidol effects on DNA biosynthesis, relationship estrogens 6577. 

pituitary, hyperprolactinemia inhibition DNA biosynthesis, role dopamine 5150. 

pituitary, prolactin transcription, epidermal growth factor stimulation 2875. 

pituitary, proopiomelanocortin gene expression, dopamine agonists, antagonists 
effects on 4218. 

pituitary, somatotropin mRNA, thyroid hormones, glucocorticoids regulation 1803. 

pituitary, tumors, estradiol modulation mRNA poly(A)-containing translation 
activity 4897. 

pituitary, 3,3',5-triiodothyronine inhibition prolactin mRNA levels, 
hybridization, pituitary 4209. 

platelets growth factors stimulation DNA biosynthesis, hepatocytes 2588. 

poly(ADP-ribose) synthetase, DNA polymerase distribution, liver regeneration 487. 

polycyclic hydrocarbons binding DNA, role chromatin, liver 2174. 

polydeoxyribonucleotides Z-form immune response activity 4772. 

polyoma virus transformed cells, DNA biosynthesis, benzo(a)pyrene induction 447¢ 

preproinsulin | genes, genetic engineering 4565. 

propylthiouracil inhibition thyroxine 5'-monodeiodinase, liver 580. 

prostate, androgens dependent nonhistone proteins, purification, characterization 
1043. 

prostate chromatin, nonhistone proteins, androgens effects on 3290. 

prostatic-binding protein genes transcription, androgens effects on 4208. 

proteins, DNA, RNA, 6-nitrobenzo(a)pyrene binding 1176. 

purification, characterization, arginyl-tRNA synthetase, lysyl-tRNA synthetase, 
liver 39. 

y radiation effects on RNA polymerase activity, thymus 3232. 

restriction endonuclease mapping, ceruloplasmin genes 5022. 

reticulocytes cell-free system, tRNA fMet binding initiation factor 2, regulation 
2279. 

retrovirus like gene families, restriction endonuclease mapping, hybridization 
analysis, homology mice, hamsters 5113. 

ribosomal proteins phosphorylation effects on tRNA Met binding ribosomal subunit 
40S, liver 637. 

ribosomes DNA, protein C23 interaction 5343. 

ribosomes genes cloning 2644. 

ribosomes, translation, cell-free system, estrogen regulation 5555. 

RNA biosynthesis, liver 690. 

RNA biosynthesis, peripheral nerves injuries 134. 

RNA biosynthesis relationship sexual maturity, Sertoli cells 689. 

RNA homology repeated sequence DNA, mice 2308. 

RNA polymerase Il, role transcription regulation, muscles differentiation 3919. 

RNA transfection, erythroleukemia phenylalanine 4-monooxygenase genes, hepatom 
cells 2900. 

mRNA levels, hybridization analysis 648. 

mRNA, testosterone induction, hybridization analysis, cDNA, prostate 2646. 

rRNA genes, DNA nucleotide sequence, transcription initiation sites 1938. 

rRNA genes inactivation, man somatotropin genes insertion 3860. 

tRNA 18S genes, DNA nucleotide sequence, comparison yeasts, frogs 5731 

rRNA 18S, rRNA 288, genes, hybridization analysis, restriction endonuclease 
mapping 3617. 

rRNA, 5S interaction ribosomal subunit 40S, liver 630. 

snRNA, DNA, repeated sequence, hybridization analysis, eukaryotes DNA 2516. 

snRNA U1 genes, cloning, hybridization analysis 5048. 

seminal vesicle androgens regulation secretion proteins, DNA nucleotide sequence 
restriction endonuclease mapping 6455. 

seminal vesicle, gene libraries, secretory protein IV genes, restriction 
endonuclease mapping, cDNA nucleotide sequence 4375. 

seminal vesicle, svs IV gene, incorporation plasmid pSVS 3.3, structure, 
endonuclease S1 (Aspergillus) sensitivity 6525. 

seroti cells, germ cells, chromatin, molybdeum effects on androgen receptors 
binding 1611. 

Sertoli cells, insulin effects on RNA biosynthesis, MRNA poly(A)-containing 
biosynthesis 4211. 

serum, growth factors purification, characterization, association DNA 
biosynthesis 3064. 

silicone effects on RNA, lung 1753. 

sister chromatid exchange, mitomycin C, cyclophosphamide induction, assays 2766 

skeletal muscle, actin genes, DNA nucleotide sequence 3009. 

skeletal muscle, chromatin, RNA biosynthesis, DNA biosynthesis, proteins 
phosphorylation, development 3294. 

skeletal muscle, RNA isolation 4163. 

somatotropin genes, genetic engineering, mice 2636. 
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spleen, DNA extraction 4266. 
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papaverine effects on 3505. 

spleen, liver, X radiation+ 5-hydroxytryptamine, + papaverine effects on 
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striate cortex, preproenkephalin mRNA biosynthesis, lithium, haloperidol 
stimulation 4902. 

striate cortex, proenkephalin mRNA transcription, haloperidol stimulation 4918. 

SV40 transformed cells, tumorigenesis, DNA detection 4518. 

temperature-sensitive mutant, herpes simplex virus 1, DNA biosynthesis 4454. 

thymocytes, cell proliferation induction, calcium transport role, relationship, 
DNA biosynthesis 2536. 

thymocytes, chromatin, characterization, DNA degradation 2757. 

thymocytes, chromatin degradation, radiation+cycloheximide effects on 4000. 

thymocytes, DNA degradation, radiation, hydrocortisone induction 3984. 

thymocytes, DNA repair, DNA biosynthesis, radioprotection, radiosensitization 
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cycloheximide, stimulation, adenovirus (human) 2, association, gene expression 
1198. 

cytochrome c genes, heme regulation, Saccharomyces cerevisiae 5891. 

cytochrome c oxidase genes, mitochondria, Saccharomyces cerevisiae 4408. 

cytochrome P-450 mRNA, 2-ally|-2-isopropylacetamide, 
3-5-diethoxycarbonyl-1 ,4-dihydrocollidine induction, cDNA hybridization analys 
liver, chick embryos 2888 

cytochrome P-450, NADPH-cytochrome P-450 reductase mRNA, phenobarbiton 
2-naphthoflavone effect on, liver, rats 2880. 

defects, clones, (-thalassaemia genes 3862. 

3'-deoxy-3'-aminonucleoside 5’-triphosphates termination, RNA polymerase, 
Escherichia coli 3922 

development, Dictyostelium discoideum 138. 

5,6-dichloro- 1--D-ribofuranosylbenzimidazole inhibition, salivary gland, 
Chironomus tentans 2346 

Dictyostelium discoideum discoidin | genes, role promoters sites, transfection, 
yeasts, Escherichia coli 400 

DNA, chloroplasts, Euglena gracilis 6286 

DNA, Crithidia oncopelti, +translation, Cell-free system, Escherichia coli 394. 

DNA, cytomegalovirus infection, fioroblasts, man 2871. 

DNA, Euglena gracilis, use cell-free system, Escherichia coli 921. 

DNA, formaldehyde reaction amines effects on 3504. 

DONA, genetic control, papilloma virus (bovine) 1 3710. 

ONA genomes, nuclear polyhedrosis virus 5024. 

DNA, histone H2A mRNA 3'-terminus, role repeated sequence, Psammechinus mil 
140. 

DNA, replication, association, DNA gyrase subunits defects, temperature-sensiti 
mutant, Escherichia coli 1017 

DNA, RNA polymerase promoters regions, gene mapping, Xenopus laevis 2994 

ONA superhelix, elasticity, SV40 4656. 

DNA topoisomerase | role, reviews 1641. 

double-stranded RNA killer factor plasmids, Saccharomyces cerevisiae 1790. 

E1A gene, gene products regulation, adenovirus 5884. 

effects on rRNA genes chromatin structure, Dictyostelium discoideum 4701. 

enhancement, gene expression, SV40, polyoma virus 986. 

Epstein-Barr virus, phosphonoacetic acid effects on, B95-8 cells 1196. 

Escherichia coli B-lactamase genes, Saccharomyces cerevisiae 3512. 

Escherichia coli replication origin containing plasmid pCM959, regulation 5977. 

Escherichia coli RNA polymerase, hnRNA stimulation, chromatin, liver, rats 234 

Escherichia coli tRNA Tyr genes, Caenorhabditis elegans tRNA Pro genes promo 
region activation, oocytes, Xenopus laevis 2606. 

factor A, binding rRNA 5S genes, Xenopus 4018. 

factor IIIA, induction rRNA 5S genes DNA unwinding, Xenopus 3938. 

factors, discrimination promoters, isolation, characterization, HeLa cells 4019. 

factors, localization, rRNA 5S genes methylation, Xenopus 4544. 

fidelity, RNA polymerase, reviews 3918. 

flavoprotein-linked monooxygenase mRNA, role Ah receptors dioxin complex, m 
1809. 

gene mapping, use chloramphenicol acetyltransterase genes, plasmid pBR327 3€ 

genomes fragments, restriction endonuclease mapping, herpes simplex virus 1 43 

B-globin genes, 5'-terminus, promoters, man 4199. 

-globin genes, site-directed mutagenesis, deletion effects on, 3T6 cells, 
mice 5223, 

glyceraldehyde-phosphate dehydrogenase genes, ontogeny effects on, chickens 4 

glycine hydroxymethyltransterase genes, cell-free system, Escherichia coli 5779 

gpt gene, promoters, SV40, polyoma virus transfection, Escherichia coli 124. 

heat shock proteins mRNA, regulation, Drosophila 2347. 

hepatitis B surface antigen gene regulation, hepatitis B virus 6671. 

herpes simplex virus thymidine kinase genes, regulators function comparison 17 

histones acetylation role, liver, rats 2179. 

histones genes, heat shock induction, embryos, Paracentrotus lividus 2355. 

immunoglobulins constant region a-chain genes, rearrangement effects on, 
lymphoma, mice 1941. 

immunoglobulins genes, light chains, mice 4610. 

ine inhibition, tryptophan operon promoter binding sites, Escherichia coli 
1552. 

influenza A virus RNA genomes, chickens fibroblasts 2340. 

initiation, §-globin genes, nonhistone proteins modulation, erythropoiesis, 
Friend erythroleukemia cells, mice 1784. 

initiation, adenovirus late regions promoters DNA, RNA polymerase || 2861. 

initiation, analysis RNA polymerase |! DNA templates nucleotides complex 
formation, HeLa cells 6701. 

initiation, Escherichia coli tryptophanase promoters 144. 

initiation factor 3 genes, characterization, Escherichia coli 2866. 

initiation, |\Va2 gene, adenovirus 700. 

initiation, mitochondria rRNA genes, cell free system, yeasts 1786. 

initiation, mouse mammary tumor virus long terminal repeat containing DNA 
transtection L cells, glucocorticoids regulation 4900. 

vier mRNA, Saccharomyces cerevisiae, comparison Schizosaccharomyces p 

12. 

initiation, mutation effects on, phage A 3704. 

initiation, RNA polymerase II, nuclei, mammals 3921. 

initiation, role replication origin, mitochondria genomes, Saccharomyces 
cerevisiae 113. 

initiation, rRNA genes, cell culture, mice 4873. 

initiation sites, characterization, early region promoters, phage Mu 6602. 

initiation sites, DNA biosynthesis, adenovirus 1430. 

initiation sites, DNA nucleotide sequence, mRNA, phage P2 6425. 

initiation sites, DNA nucleotide sequence, rRNA genes, rats 1938. 

initiation sites, R factor RSF 1030, Escherichia coli 1356. 

initiation sites, ribonuclease II genes, restriction endonuclease mapping, 
Escherichia coli 2659. 

initiation sites, RNA polymerase (RNA-dependent) loci, mapping, phage fr $63. 

initiation sites, rRNA 45S genes, mapping, DNA nucleotide sequence, rats 438: 

initiation sites, structure-activity relationships, adenovirus 3116. 

initiation, tRNA genes, eukaryotes 2782. 

initiation, 5,6-dichloro-1 ,B-D-ribofuranosylbenzimidazole inhibition, hnRNA 
genes, Chironomus tentans 130. 

insertion sequences effects on, plasmids 5225. 

spear sequences, insertion sequence 4 transposition induction, phage A 

interferon effects on, viruses infected cells 6320. 
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ascription, (continued) : 

\-interferon genes, 5’-terminus flanking regions role Newcastle disease 
¢ virus induction, man 6607. 

) interferon mRNA, length 6259. 
d@verted repeat, RNA polymerase II, HeLa cells, man 5747. 

ler factor double-stranded RNA, heat inactivation, role RNA polymerase 


#) (RNA-dependent), Saccharomyces cerevisiae 136. 


Hactalbumin mRNA, thyroid hormones stimulation, mammary gland, mice 2343. 
# ctose operon, pts gene mutation effects on, Escherichia coli 5962. 
mctose promoter, tryptophan promoter effects on, Escherichia coli 696. 
jialT gene expression oot Escherichia coli 378. 
Jiammary tumor virus MRNA, translation inhibition, mammary gland, mice 3489. 


W}iammary tumor virus RNA, glucocorticoids, chromosomes loci effects on, role 


#) promoters, hepatoma tissue culture mice 2337. 


aijiammary tumor virus, steroid hormones induction 3479. 
Hhiapping, nopaline synthase genes, plasmid pTiT37, Agrobacterium tumefaciens 3610. 


‘apping, phage SH10 6480. 
Hating types, gene regulation, role SIR gene effects on chromatin structure, 
») Saccharomyces cerevisiae 527. 
Bhechanisms, RNA polymerase binding DNA, promoters, reviews 1005. 
19) one genes, 3’-terminus, characterization, mice 4194. 
Hnodels, DNA unwinding, Escherichia coli RNA polymerase 1787. 
Moloney leukemia virus proviruses DNA, oocytes, Xenopus laevis 4205. 
(ultiple forms mRNA, vimentin genes, chickens 4344. 
jutants reactivation, globin genes promoters, gene mapping, mice 397. 
nutation effects on, Zea mays 1816. 
Jayosin mRNA, muscles electrical stimulation effects on, rabbits 3503. 
jitrogenase genes, Klebsiella pneumoniae 666. 
sjitrogenase genes, nodulation, Rhizobium meliloti 2609. 
j);0paline synthase genes, Ti plasmid, Agrobacterium tumefaciens 2951. 
uclear polyhedrosis virus 780. 
4uclei, preblastoderm embryos, Drosophila 4200. 
li2 gene, mitochondria genomes, Saccharomyces cerevisiae 139. 
ligonucleosomes, models chromatin 539. 
| a locus, lamB locus, procaine, phenethyl! alcohol effects on, Escherichia coli 
dapilloma virus (bovine) 1 genomes, sarcoma cells, hamsters 3488. 
»»hage f1 infection effects on, Escherichia coli 4889. 
»»hage Mu mom gene, regulation DNA methylation, Escherichia coli 2335. 
dhages multiplicity of infection effects on, Escherichia coli 1204. 
iphosphoenolpyruvate carboxykinase (GTP) genes, dibutyryl CAMP stimulation, liver, 


Dooly(dA-dT), RNA polymerase Il, wheat germ 1575. 


/oliovirus, hosts transcription factors, purification, characterization 4887. 
doly (A)-containing, poly (A)-lacking mRNA, influenza A virus infected cells 119. 
§arocaine inhibition, Escherichia coli 684. 
oromoters regulation, herpes simplex virus 1 436. 
/orostatic-binding protein genes, androgens effects on, rats 4208. 
foroteins effects on, RNA biosynthesis, Newcastle disease virus 4880. 
sammechinos milaris histones genes, HeLa cells 3885. 
pyruvate kinase mRNA, insulin, fructose regulation, liver, rats 680. 
‘regulation, acid phosphatase genes, Saccharomyces cerevisiae 3472. 
Ttegulation, antigen T binding sites, SV40 3485. 
‘regulation, characterization, SV40 668. 
) regulation, comparison complexity DNA, mRNA, erythroblasts, ducks 4927. 
regulation, DNA, phage ®80 5154. 
gulation proteins, catabolite activator protein structure homology fnr gene 
proteins, Escherichia coli 5407. 
regulation regions, maltose operon, gene mapping, Escherichia coli 2412. 
\\regulation ribosomes biosynthesis, reviews, Escherichia coli 3337. 
fegulation, role RNA polymerase II, muscles differentiation, rats 3919. 
“regulation, role rplJL - rpoBC operon, Escherichia coli 5593. 
‘fegulation, uvrB gene, U.V. radiation induction promoters, Escherichia coli 4923. 
‘regulations double-stranded RNA, phage 6 2330. 
\relationship, N-hydroxyurea, cytosine arabinoside effects on histones mRNA 
levels, mice 4909. 
relationship repeated sequence DNA, nuclei, liver, rats 3501. 
{repeated sequence, families, genes, Friend erythroleukemia cells, mice 1805. 
» fepeated sequence gene families, monkeys 5796. 
/ repeated sequence, globin genes, man 3611. 
festriction modification genes, plasmid p15B, phage P1, Escherichia coli 5083. 
reviews, phage \ 6119. 
ribosomal proteins genes, heat shock effects on, Saccharomyces cerevisiae 1814. 
| ribosomal proteins spc operon, Escherichia coli 4356. 
fifampicin effects on, Escherichia coli 687. 
RNA, cell cycle, Chlamydomonas reinhardtii 5592. 
' RNA double-stranded genomes, phage ®6 1795. 
' RNA, Drosophila virus C, cricket paralysis virus, capsid protein, 
_ post-transiation proteolysis 5632. 
RNA, Epstein-Barr virus 2863. 
RNA genomes, influenza virus 2867. 
RNA inhibition, hosts cells, serotypes, vesicular stomatitis virus 6297. 
_ RNA, polyadenylation, sites, HeLa cells, adenovirus (human) 2 123. 
RNA, polyoma virus infected cells, actinomycin D resistance 2334. 
RNA primers, role secondary structure, ColE1 plasmids 2327. 
RNA repeated sequence, Rous sarcoma virus 974. 
RNA, restriction endonuclease mapping, hybridization analysis, Papilloma virus 
(bovine) 5687. 
RNA 5S genes, complex, Xenopus laevis 419. 
' mRNA, aging effects on, leaves, Triticum aestivum 1826. 
_ mRNA cell-free system, adenovirus (human) 2 4242. 
MRNA, characterization, vesicular stomatitis virus 2859. 
MRNA, correlation development, Echinoidea 6241. 
MRNA, Saccharomyces cerevisiae 4227. 
MRNA, SV40 transformed cells 3486. 
mRNA, SV40 transformed cells 3486. 
fRNA genes, Aspergillus nidulans 4872. 
rRNA genes, Calliphora erythrocephala 4884. 
tRNA genes, characterization, man 3468. 
FRNA genes, correlation transcription, Linum usitatissimum 4564. 
ANA genes, gene regulation, Escherichia coli 1782. 
rRNA genes, initiation factors, cells extracts, mice, man 2883. 
tRNA genes, RNA polymerase | nucleotide sequence specificity, initiation, mice 
1788. 


Transcription, (continued) 


rRNA genes, role RNA polymerase | recognition sites, Drosophila melanogaster 305. 

rRNA genes spacer regions, Drosophila melanogaster 2328. 

rRNA maturation, Saccharomyces cerevisiae 4223. 

rRNA operons, RNA polymerase initiation, coupling translation, genetic control, 
Escherichia coli 1216. 

rRNA, use mutants plasmids 2688. 

rRNA 12S, rRNA 16S, mitochondria, Ehrlich ascites tumor cells 6317. 

tRNA 5S genes, DNA polymerase III, oocytes, Xenopus laevis 4635. 

rRNA 5S genes, initiation factors role regulation, Xenopus 3471. 

rRNA 58, role proteins, characterization 4196. 

tRNA fMet initiation genes, SV40 infected, GMK cells 3393. 

tRNA genes, Escherichia coli, Euglena gracilis chloroplasts, HeLa cells 607. 

tRNA, genes rRNA 5S, Schizosaccharomyces pombe 3777. 

tRNA genes, use RNA polymerase III, Escherichia coli, oocytes, Xenopus 948. 

tRNA Leu genes, role introns, 5'-terminus flanking regions, yeasts 6673. 

tRNA Leu genes, yeasts 1785. 

tRNA Tyr genes, initiation, Saccharomyces cerevisiae 3216. 

role DNA biosynthesis, cell culture, SV40 678. 

role, DNA-binding protein inhibition 3111. 

role RNA polymerase E-subunit, Thermoplasma acidophilum 1573. 

$10 operon, ribosomal protein L4 regulation, Escherichia coli 4202. 

Saccharomyces cerevisiae tRNA Tyr genes, RNA polymerase Ill, Xenopus 667. 

sites detection, DNA, RNA polymerase, vesicular stomatitis virus 1201. 

SV40 chromatin, cell free system, HeLa cells 543. 

SV40 DNA, microinjection, oocytes, Xenopus laevis 126. 

$V40, early region, late region, base pairs, repeated sequence 4321. 

SV40 early region promoters, deletion mutant 4214. 

SV40, mRNA splicing, reviews 4722. 

SV40, regulation, infected cells 1200. 

termination, DNA nucleotide sequence role, Saccharomyces cerevisiae 212. 

termination, DNA, repeated sequence, nucleotide sequence, Moloney leukemia virus 
698. 

termination factor p, DNA 692. 

termination, gene 9, gene regulation, phage P22 5291. 

termination, N gene, vesicular stomatitis virus 111. 

termination, NusA protein effects on, tryptophan operon operons, Escherichia coli 
697. 

termination, operons, restriction endonuclease mapping, phage d 116. 

termination, phage y 664. 

termination, phage \ nutR gene mutation effects on 1365. 

termination, Q gene gene products suppression, phage d 548. 

termination, Q gene proteins inhibition, phage A 51. 

termination regulation proteins, purification, characterization, chromatin, 
embryos, Echinoidea 2201. 

termination, reviews, Escherichia coli 5423. 

termination, RNA secondary structure regulation, tryptophan operon, Serratia 
marcescens 4153. 

termination sites, DNA nucleotide sequence, early region repeated sequence, phage 
SPO1 4414. 

termination sites, phage \ 3667. 

terminations sites, mapping, DNA genomes, phage 14 216. 

threonine operon, Escherichia coli 1469. 

thymidine kinase genes, role templates topography, herpes simplex virus 2651. 

thymosin a1 genes cDNA, calf thymus 3152. 

translation, cell-free system, polyphosphonucleotides effects on, Escherichia 
coli 1842. 

translation cell-free system, use analysis gene expression, Escherichia coli 
2598. 

translation, Escherichia coli cell-free system, inhibition, seminalplasmin, 
cattle 2825. 

transposon Ty1, relationship arginase mutation gene expression, Saccharomyces 
cerevisiae 409. 

uridine incorporation RNA, cycloheximide, anisomysin effects on, salivary gland, 
Chironomus thummi 4800. 

uxaB gene, ColE1, Escherichia coli 1549. 

vitellogenin B2 genes, Xenopus laevis 4377. 

vitellogenin genes, estradiol activation, Xenopus 5255. 

yeasts tRNA Leu genes, development, microinjection, eggs, Xenopus 2657. 


Transduction, 


association spo gene, cloning, restriction endonuclease mapping, phage 105, 
Bacillus subtilis 699. 

Bacillus subtilis hisA gene, phage p11 2053. 

cDNA, Escherichia coli phage P1, Myxococcus xanthus 5244. 

drugs inhibition, plasmids, Bacillus subtilis 2925. 

Escherichia coli trp gene, N-nitroso-N-methyl-N’-nitroguanidine effects on, 
Salmonella typhimurium 3119. 

genes, mammalian cells, Moloney sarcoma virus vectors 4517. 

gentamicin resistance genes, role phage P1Cm, R factors 5881. 

phage 105 fusion plasmid pC 194, Escherichia coli 3896. 

phages, isolation, Rhizobium meliloti 4250. 

plasmid pBR322, phage T4dC 988. 

plasmids, Bacillus subtilis recombination mutants 924. 

recombination, induction filamentation, phage P1 3897. 

role phages, Pseudomonas syringae 4529. 

threonine, lysine biosynthesis genes, Streptomyces venezuelae 5961. 

trimethoprim drug resistance genes, Escherichia coli 2428. 

vectors, Moloney leukemia virus, construction, genetic engineering 423. 

vectors, Moloney leukemia virus DNA, linkage herpes simplex virus 1 thymidine 
kinase genes 912. 

Transfection, 

adenovirus (human) 5, mutants construction, cloning 6676. 

avian sarcoma virus tumorigenesis, role 3'-terminus genomes, chickens 4572. 

bacteria, liposomes encapsulation phage M13 2616. 

DNA, U.V. radiation SV 40 reactivation, cell culture, monkeys 3814. 

DNA, cauliflower mosaic virus, protoplasts, Brassica rapa 363. 

DNA, phage T4, spheroplasts, Escherichia coli 445. 

DNA replication, U.V. tadiation resistance, xeroderma pigmentosum cell lines man 
3149, 

DNA, transformation, Epstein-Barr virus 3847. 

cDNA SV40, tetrahydrofolate dehydrogenase genes, gene expression, gene 
amplification, CHO cells 3185. 

Drosophila histone H2a genes, Cercopithecus aethiops tissue culture 4561. 

embryo cells, murine leukemia virus, endogenous, DNA, genomes 2085. 

erythroleukemia genes, RNA transfection, hepatoma cells, rats 2900. 

Escherichia coli, single-stranded DNA-binding protein effects on, phage M13mp2 
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Transfection, (continued) 
4511. 
herpes simplex virus 1, herpes simplex virus 2 thymidine kinase genes 398. 
KB cells, adenovirus (human) 12 2089. 
L cells, mouse mammary tumor virus long terminal repeat containing DNA, 
transcription initiation, glucocorticoids regulation 4900. 


mammalian cells metaphase chromosomes, murine leukemia virus, murine sarcoma 


virus 444. 

mammary tumor virus cDNA, mice L cells 359. 

metallothionein-| genes, cadmium, glucocorticoids gene expression regulation, 
mice, man cell lines 2083. 

c-mos gene, rats 3117. 

NIH 3T3 cells, Harvey sarcoma virus repeated sequence herpesvirus 
tetrahydrofolate dehydrogenase genes chimeras 1455. 

papilloma virus keratinocytes, cell lines 4586. 

phage L2 DNA, polyethylene glycol use, Acholeplasma laidlawii 5160. 

phage SPP1, drugs effects on recombination 352. 

phage T7 DNA, Escherichia coli 321. 

Psammechinos milaris histones genes, HeLa cells 3885. 

fecombination, SV40, BSC-1 cells 6612. 

RNA, erythroleukemia phenylalanine 4-monooxygenase genes, hepatoma 
erythroleukemia, rats 2900. 

RNA packaging deletion mutant, Moloney leukemia virus 4574. 

Streptococcus lactis, use protoplasts fusion, phage P008 427. 

SV40, polyoma virus, promoters, gpt gene transcription, Escherichia coli 124. 

tetrahydrofolate dehydrogenase genes, CHO cells 4551. 

Transferrin, 
mRNA, isolation, characterization, liver, rats 4164. 
Transformation, 

activity, role long terminal repeat, Moloney sarcoma virus 3900. 

activity, structure-activity relationships, DNA, Haemophilus influenzae 432. 

adenovirus early region genes, Escherichia coli 6659. 

adenovirus (human) 5, adenovirus (human) 12, antigen (tumor-specific), 
tumorigenesis, mice 4584. 

Anacystis nidulans, Escherichia coli, use plasmid pSG111 cloning vectors 5993. 

Aspergillus flavus aflatoxin B1, C3H/10T1/2 cells 6384. 

association stilbestrol induction aneuploidy, embryo cells, hamsters 6056. 

Bacillus subtilis 3868. 

Bacillus subtilis, chromosomes, plasmids genes cloning, gene expression 5965. 

Bacilius subtilis, drugs effects on recombination 352. 

Bacillus subtilis spollA locus point mutation, plasmid pHM2 935. 

Bacillus subtilis, use plasmid pUB110 386. 

Bacillus subtilis, use plasmid p1949, insertion mechanisms 4598. 

cauliflower mosaic virus, genes cloning, plant cells 3820. 

cell division, DNA biosynthesis, lymphocytes, Bufo bufo 3100. 

characterization, Anacystis nidulans 3143. 

chickens spleen cells, avian reticuloendothelosis virus, helper viruses 
5'-terminus substitution effects on 1532. 

detection v-ras gene, homology, tumor cell lines, man 6422. 

Dictyostelium discoideum orotidine-5'-phosphate decarboxylase genes, 
Saccharomyces cerevisiae 4605. 

DNA, Bacillus subtilis, Bacillus pumilus, Bacillus licheniformis 2660, 

DNA, deoxyribonuclease | inactivation, Bacillus subtilis 6020. 

4h oe replacement, U.V. radiation effects on, Haemophilus influenzae 

ONA, fibroblasts, hamsters 2679. 

DNA, heat sensitivity, Azotobacter vinelandii 5271. 

ONA mediation, gene transfer, CHO cells 5222. 

DNA methylation inhibition, Moloney sarcoma virus 2094. 

DNA, Neisseria gonorrhoeae 964. 

DNA, Neisseria meningitidis, Neisseria gonorrhoeae 2066. 

DNA, protoplasts, phage CA1, Clostridium acetobutylicum 942. 

en Sent” characterization, proteins, rats, neuroblastoma cells, 3T3 
cells 401. 

DNA transfection, Epstein-Barr virus 3847. 

DNA transport, cell membranes, role protonmotive force, Bacillus subtilis 351. 

drugs inhibition, plasmids, Bacillus subtilis 2925. 

Escherichia coli, oligo(dC) cDNA annealing oligo(dG) plasmids 6655. 


Escherichia coli, plasmid pMB9, plasmid pBR322, tetracycline resistance, cadmium 


sensitivity 2632. 
Escherichia coli plasmids, Saccharomyces cerevisiae 3783. 
Escherichic coli, plasmid pKMR, characterization 2098. 
fibroblasts, c-Ha-ras gene, hamsters 6649. 
gene mapping, mutants, Bacillus subtilis 5114. 


gene products, proteins, localization, binding DNA, avian myelocytomatosis virus 
2199. 


genes cloning, Neurospora crassa 3806. 

genes cloning, plasmid 24., Saccharomyces cerevisiae 3809. 

genes, colchicine resistance, role gene amplification, hamsters 5933. 

genes, DNA nucleotide sequence, cloning, lymphoma, chickens 2469. 

genes, DNA nucleotide sequence, Fujinami sarcoma virus 261. 

genes, evolution, DNA nucleotide sequence, feline sarcoma virus 264. 

genes, gene expression, lymphocytes, 

genes identification, DNA nucleotide sequence, polyoma virus 6416. 

genes, identification, transposon Tn5 mutagenesis, adenovirus (human) 5 911. 

genes, Kirsten sarcoma virus, gene mapping, characterization, tumor cell lines 
colon, man 2437. 


genes, nucleotide sequence, Rous sarcoma virus, homology, infected cells 2438. 


genes, role plasmids, Escherichia coli 5289. 

genes, tumorigenesis, role early region, polyoma virus 6648. 

genetic analysis, Saccharomyces cerevisiae 3781. 

genetic markers, chloramphenicol use, Nicotiana tabacum, Daucus carota 3101. 

hepatitis B surface antigen genes, Saccharomyces cerevisiae 2681. 

baly aflatoxin B1, binding DNA, mutagenicity, Streptococcus pneumoniae 
399. 

inhibition, characterization, DNA genomes, mammalian cells, mice 3826. 


lymphocytes, deletion mutant, DNA, restriction endonuclease mapping, Epstein-Barr 


virus 777. 


mammalian cells, DNA fragments, restriction endonuclease mapping, adenovirus 


(simian) 2619. 
mammalian cells, thymidine kinase genes, herpes simplex virus 1 3810. 
methodology, Saccharomyces cerevisiae 1482. 
methylthymidine induction, embryos fibroblasts, hamsters 2225. 
mice cell lines, polyoma virus 357. 
mink cell lines, mammary tumor virus 909. 
Neurospora crassa plasmid pBR322, replication, use genetic engineering 2675. 


Transformation, (continued) 
Nicotiana tabacum, Agrobacterium tumefaciens plasmid pTiT37 5900. 
NIH 3T3 cells, feline sarcoma virus proviruses DNA 2096. 
oncogenes, retrovirus 5247. 
oncogenes role, reviews 6111 
Petunia hybrida protoplasts, plasmid pTiIACHS 972. 
phage LP52, phage BL20 DNA, bacitracin biosynthesis, Bacillus licheniformis 5 
plant cells, Ti plasmid, Agrobacterium tumefaciens 3821. 
plasmid pBR322, Serratia marcescens 957. 
plasmid pLM2103, Streptococcus lactis 920. 
plasmid pNZ500 gene products, Shigella sonnei 4599. 
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plasmid pUB110, Bacillus subtilis 4602. 
plasmid pUH24 role, Synechococcus 5975. 
plasmid pUI81, Rhodopseudomonas sphaeroides 383. 
plasmids, Bacillus subtilis recombination mutants 924. 
plasmids construction, Saccharomyces cerevisiae 4595. 
plasmids DNA, gene conversion, Bacillus subtilis 2655. 
plasmids gene expression, novobiocin antibiotic resistance, Haemophilus 
influenzae 370. 
plasmids, genomes DNA, Bacillus licheniformis 5920. 
plasmids, mutants, Escherichia coli 5904. 
Plasmids, recombination, role superhelical DNA, Bacillus subtilis 5922. 
plasmids, role repeated sequence, recombination, models, Bacillus subtilis 261: 
plasmids, Streptomyces 4326. 
proteins, monoclonal antibodies effects on DNA biosynthesis, 3T3 cells 1449. 
protoplasts, Agrobacterium tumefaciens plasmid pTiB6S3, aminoglycoside 
antibiotics resistance gene expression 5959. 
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diastaticus 5248. 
Pseudomonas stutzeri 1496. 
qa-2 gene, Neurospora crassa 4533. 
fats embryo cells, adenovirus (bovine) 3 DNA 1523. 
rats kidney cells, defective mutant, adenovirus (human) 12, adenovirus (human 
2088. 
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relationship benzo(a)pyrene DNA adducts, BALB/3T3 cells 2931. 
retrovirus (murine) DNA long terminal repeat effect on, association thymidine 
kinase genes, mice 3138. 
ribonucleoside-diphosphate reductase genes role, herpes simplex virus 2 2618. 
role DNA, Saccharomyces cerevisiae 3782. 
role, early region gene expression, adenovirus 6611. 
role plasmids, Saccharomyces cerevisiae 965. 
Saccharomyces cerevisiae, genes cloning, plasmids 3808. 
Saccharomyces cerevisiae URA1 gene mutation, DNA, Dictyostelium 3857. 
single-stranded DNA, Streptococcus pneumoniae 1488. 
stimulation plasmid Y1p5 replication, Saccharomyces cerevisiae 4591. 
str gene, Escherichia coli 949. 
streptomycin antibiotic resistance, dental plaque, Streptococcus mutans 6591. 
transforming DNA effects on mutagenesis, Streptococcus pneumoniae 1486. 
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use mitochondria DNA, Saccharomyces cerevisiae 961. 
use plasmid pUB110, plasmid pminiKC, protoplasts, Bacillus licheniformis 5907 
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4591. 
Ustilago maydis, Saccharomyces cerevisiae 2u plasmid 4582. 
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Abelson leukemia virus, immunoglobulins x-chain genes rearrangement 246. 
ach genes; introns role RNA polymerase II splicing, Saccharomyces cerevisiat 
668. 
adenovirus (simian) 7 nucleotide sequence, rats 4433. 
avian myelocytomatosis virus MC29, avian erythroblastosis virus gene expressi 
1554. 
CHO cells, chromatin, deoxyribonuclease | digestion, cyclic AMP effects on 67¢ 
chromosomes, polyoma virus DNA integration, deletion flanking regions nucleo 
sequence, rats 1903. 
ONA biosynthesis inducers, levels, comparison mammalian cells 2048. 
Epstein-Barr virus, deoxyribonuclease, purification, characterization 463. 
7 eee lysyl-tRNA synthetase multienzyme complexes, characterization, mi 
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herpes simplex virus 1, plasmid pTK-1, replication 4484. 
histocompatibility locus H-2, K region, mutation, gene mapping, mice 3038. 
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Moloney sarcoma virus, v-mos gene nucleotide sequence variability 1358. 
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radiation induction DNA damage, role DNA repair, fibroblasts, man 4988. 
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RNA biosynthesis, SV40, man 4890. 
screening, interferon mRNA induction, use hybridization analysis 6239. 
SV40 antigen T effects on RNA biosynthesis 679. 
SV40, antigen (tumor-specific), genes cloning, gene libraries 2683. 
SV40 DNA defects, restriction endonuclease mapping, mice 5156. 
SV40 genomes plasmids, characterization 3199. 
SV40, el ball inhibition procollagen gene expression, fibroblasts, man 366 
SV40 mRNA isolation 88. 
5/1 Ad sal transcription, 5'-terminus, endonuclease S1 (Aspergillus) mappin 
SV40, phorbol myristate acetate effects on viruses induction 3067. 
SV40, tumorigenesis, DNA detection, rats 4518. 
temperature-sensitive, activation, erb gene, hemoglobin biosynthesis, avian 
erythroblastosis virus 360. 
Transforming, 
activity, phage T4, tyrosine oxidation effects on 4286. 
Transitions, 
dioxidine induction, plasmid pkM101, Escherichia coli 4306. 
Translation, 
adenosinetriphosphatase inhibitor mRNA, cell-free system, mitochondria 6330, 


204 


Biochemistry Abstracts 2 vol. 13 


W nslation, (continued) 
# garicus bisporus single-stranded RNA viruses 4232. 
ntigens mRNA, cell-free system, gene mapping, adenovirus (human) 5 1320. 
rome mosaic virus RNA, Escherichia coli cell-free system 2370. 
/'-type virus gag gene mRNA, teratocarcinoma cell lines, mice 708. 
alcium-binding protein mRNA, cell-free system, comparison cerebellum, kidney, 
~ duodenum, rats 1832. 
i) ats skeletal muscle acetylcholine receptors mRNA, oocytes, Xenopus 4229. 
7 ell free system, mRNA, adenovirus 994. 
 ell-free system, assays, use Pisum sativum, Oryza sativa 2813. 
} ell-free system, cell surface antigens mRNA, lymphocytes, man 153. 
# ell-free system, glutamate dehydrogenase mRNA, liver, rats 148. 
 ell-free system, heat shock proteins, Drosophila 152. 
} ‘ell-free system, lucerne transient streak virus RNA 4882. 
‘ell-free system, MRNA, adenovirus (human) 2 154. 
9 shed system, mRNA, competition Pisum sativum, cowpea chlorotic mottle virus 
j.ell-free system, nonstructural proteins, capsid protein mRNA, parvovirus 6345. 
j:ell-free system, parvovirus (bovine) infected cells mRNA 6331. 
»ell-free system, poly(A)-containing mRNA, Solanum tuberosum 1221. 
vell-free system, poly(I-C) inhibition, role phosphorylation, interferon, L 
cells mice, reticulocytes rabbits 4925. 
ell-free system, preparation, chloroplasts, Spinacea oleracea 1724. 
6yhell-free system, prepepsinogen mRNA, gastric mucosa, rats 705. 
rell-free system, reviews 150. 
ibell-free system, RNA, Kunjin virus 703. 
}ell-free system, RNA, strains competition, tobacco mosaic virus 149. 
j2ell-free system, vimentin poly (A)-containing mRNA, Ehrlich ascites tumor cells, 
| fats liver 1833. 
i cell-free system, B1-interferon MRNA, man 1229. 
‘2ell-free systems, elastin MRNA, chick embryos 4932. 
scharacterization, oxi2 gene, mutants, Saccharomyces cerevisiae 6212. 
p oy a/b protein, chlorophyll deficient mutant effects on, Pisum sativum 
colicin A, colicin E2, colicin E3 mRNA, role secondary structure 1839. 
colony-stimulating factor, interleukin 2 mRNA, mice lymphoma cell lines, 
microinjection, oocytes, Xenopus laevis 4230. 
complement component C4 mRNA, mice 6214. 
coupling transcription, genetic control, RNA polymerase, Escherichia coli 1216. 
‘creatine kinase MRNA, cell free system, myocardium, dogs 2368. 
f Beeey sulfoxide inhibition, regulation gene expression, erythroleukemia, mice 


a 
8 


| DNA, Euglena gracilis, use cell-free system, Escherichia coli 921. 
4 +DNA transcription, Crithidia oncopelti, Cell-free system, Escherichia coli 394. 
ddynein MRNA, Salmo gairdneri 3438. 
(estrogen regulation, cell-free system, ribosomes, rats 5555. 
fatty-acid synthetase mRNA, cell-free system, uropygia gland 5634. 
fidelity, relationship cell differentiation, Podospora anserina, Saccharomyces 
cerevisiae, Chlamydomonas reinhardtii 1723. 
fidelity, reviews 6124. 
) fidelity, ribosomes, neomycin resistant mutant, Escherichia coli 2273. 
globin mRNA, rabbits 1841. 


| globin mRNA, role ribonucleoproteins binding polyribosomes, rabbits 3953. 


) glyceraldehyde-phosphate dehydrogenase mRNA, ontogeny effects on, chickens 4381. 


i ad hydroxymethyltransferase genes, cell-free system, Escherichia coli 5779. 

hair follicles mRNA, cell-free system, skin, mice 2894. 

» hemocyanin mRNA, Xenopus laevis oocytes cell-free system, Sepia officinalis, 

Loligo vulgaris 704. 

§ histones synthesis, regulation, embryos, Strongylocentrotus purpuratus 4795. 

) influenza virus MRNA, regulation, chick embryos cell culture 47. 

) inhibition, mammary tumor virus MRNA transcription, mammary gland, mice 3489. 
inhibition proteins, isolation, assays, ascites tumor cells 6222. 

} inhibition, ribosomal proteins binding ribosomal proteins mRNA, Escherichia coli 


64. 
) inhibitors, oxygen activation, reticulocytes, rabbits 50. 
)) inhibitors, RF factor, reticulocytes, rabbits 4799. 
>| initiation, role trp operon, Salmonella typhimurium, Serratia marcescens, 
Escherichia coli 4829. 
initiation sites, MRNA, nucleotide sequence 658. 
# initiation, SV40 antigen t, Escherichia coli 71. 
_ interferon effects on, viruses infected cells 6320. 
) interferon mRNA, books 6791. 
| interferon mRNA, fibroblasts, leukocytes, man 6334. 
) B-interferon mRNA, mice 6339. 
| B-interferon mRNA, use heterologous cells, mice 6340. 
| interferon mRNA, use mammalian cells 6341. 
B-interferon mRNA, use Tilapiamosaiabica peters oocytes, fibroblasts, man 
6336. 


B-interferon mRNA, Xenopus laevis oocytes, man 6335. 

interleukin 2 mRNA, leukocytes, man, cell-free system 2375. 

late region mRNA, adenovirus (human) 2 2366. 

malT gene expression regulation, Escherichia coli 378. 

man interleukin 2 poly(A)-containing mRNA, oocytes, Xenopus laevis 1827. 

mengovirus genomes RNA cistrons, infected cells, interferon treatment 1225. 

myosin isoenzymes mRNA, cell-free system, skeletal muscle, chickens 706. 

- nonstructural proteins mRNA, Sendai virus 2373. 

 nucleoproteins, nonstructural proteins, gene products, snowshoe hare virus 5633. 

Bee vayconaming mRNA, Bacillus brevis 4934. 

poly(A)-containing mRNA, cell-free system, indole-3-acetic acid effects on, 
coleoptile, Zea mays 4896. 

Poly(A)-containing mRNA, cell-free system, tumor cells, mammary gland, rats 6333. 

poly(A)-containing mRNA, mitochondria ATP, succinate dehydrogenase, Ipomoea 
batatas 5639. 

poly(A)-containing mRNA, proteolipids, myelin, brain, rats 1831. 

poliovirus mRNA, HeLa cells 46. 

Poliovirus mRNA, role capping, secondary structure, HeLa cells 619. 

polydeoxyribonucleotide synthetase mRNA, eggs, translation 4235. 

potato virus X, role cytoplasm polyribcsomes, Datura stramonium 1155. 

potato virus X, role polyribosomes, Datura stramonium 1156. 

procollagen mRNA, interstitial cells 4236. 

procollagen mRNA, noninterstitial cells 4237. 

proopiomelanocortin mRNA, cell-free system, neurointermediate lobe, pigs 6329. 

prostaglandin synthase mRNA, tumor cell lines, mice 4842. 

protamine mRNA, HeLa cells 6328. 

proteins RNA binding inhibition, Rous sarcoma virus 556. 

fead-through, rnechanisms, reviews 3331. 


Translation, (continued) 


regulation, association mRNA-+ribonucleoproteins characterization, vesicular 
stomatitis virus 1029. 

regulation, catalase mRNA, Candida tropicalis 1828. 

regulation, insulin genes, gene expression, tumors, pancreas, rats 1838. 

regulation, mRNA, role heat shock protein biosynthesis, oocytes, Xenopus laevis 
707. 

regulation, role ribosomes recognition sites, Escherichia coli 354. 

ribosomal protein S4 defective mutant, Escherichia coli 1134. 

ribosomal proteins, mechanisms, radioimmunoassay, electron microscopy, 
Escherichia coli 5539. 

ribosomes binding tRNA, frameshift mutant, phage T4 3426. 

RNA, cell-free system, barley stripe mosaic virus 4241. 

RNA, characterization, tobacco etch virus 2892. 

RNA genomes, cell-free system, characterization proteins, tobacco vein mottling 
virus 2367. 

RNA, red clover necrotic mosaic virus 1835. 

RNA, tobacco mosaic virus 4243. 

hnRNA, plasmacytoma, cell lines 2299. 

mRNA, actinomycin D effects on, cell-free system, liver 5547. 

mRNA, adenovirus (human) 5, association infection, role, VAl gene RNA 1218. 

MRNA, basidiospores, spore germination, Schizophyllum commune 3498. 

MRNA, cell-free system, cytoplasmic polyhedrosis virus 881. 

MRNA, cell-free system, Fasciola hepatica 2899. 

mRNA, cell-free system, liver, rats 5627. 

MRNA, cell-free system, nodules, Rhizobium, Lupinus luteus 1222. 

mRNA, cell-free system, photoinduction germination, seeds, Pinus thunbergii 1824. 

mRNA, cell-free system, reticulocytes, rabbits 45. 

mRNA, coat protein, cucumber virus 3 4933. 

MRNA, coat protein, tobacco rattle virus 4244. 

MRNA, 5-fluorouracil, 5-fluorouridine effects on, colon carcinoma, man 4818. 

mRNA, genetic code, infected cells, coronavirus (murine) 1228. 

MRNA interferon, mice, viruses infection effects on HeLa cells 147. 

mRNA, lead induction, kidney, rats 4234. 

mRNA, Angered mapping, respiratory syncytial virus 2902. 

mRNA, Plasmodium falciparum 1830. 

MRNA, regulation, development, heart, mice 4910. 

MRNA, regulation, role poly(A), 3'-terminus nucleotide sequence, viruses, 
mammalian cells 4724. 

MRNA, regulation, sarcoma, mice 1219. 

mRNA, role secondary structure, Escherichia coli 2305. 

mRNA, temperature effects on, association proteinase biosynthesis, Bacillus 
megaterium 3414. 

mRNA, r-7,t-8-dihydroxy-t-9, 10-epoxy-7,8,9, 10-tetrahydrobenzo(a)pyrene 
inhibition, tobacco necrosis virus 1834. 

tRNA suppressor mutant, 3'-terminus nucleotide sequence effects on, lacl gene, 
Escherichia coli 4803. 

stability, poly(A)-containing RNA, microinjection, cowpea mosaic virus, brome 
mosaic virus, alfalfa mosaic virus 1837. 

suppressor factor mRNA, lymphocytes T, cell-free system 2372. 

pte she mRNA, sodium chloride inhibition, influenza B virus, cell culture 
4793. 

theories role anticodon loop, stems translation, tRNA 6223. 

Torpedo ocellata acetyicholinesterase mRNA, oocytes, Xenopus laevis 2898. 

Sedo hye cell-free system, polyphosphonucleotides effects on, Escherichia 
coli 1842. 

transcription cell-free system, use analysis gene expression, Escherichia coli 


tropoelastin mRNA 4238. 
a-tubulin mRNA, Polytomella agilis, Chlamydomonas reinhardtii 4239. 
turnip yellow mosaic virus RNA, cell-free system 4231. 
vaccinia virus mRNA, cell-free system, Ehrlich ascites tumor cells 1226. 
vaccinia virus MRNA Ehrlich ascites tumor cells 1227, 
vesicular stomatitis virus inhibition, ribosomes role, L-cells, mice 3422. 
vesicular stomatitis virus mRNA, HeLa cells 620. 
Translocations, 
carbon-14 induction, germ cells, mice 4003. 
chromosome 15, chromosome 12, immunoglobulins constant region a-chain genes, 
mice 1380. 
immunoglobulins genes, gene expression 1942. 
Transmission electron microscopy, 
chromatin structure; staining methodology 6091. 
DNA interaction cytochrome c 6523. 
nucleosomes, chromosomes, Drosophila 5388. 
Transplantation, 
antigens, histocompatibility locus H-2 gene expression, L cells 2072. 
Transport, 
RNA, deletion mutant, RNA characterization, polyadenylation, termination, SV40 
5569. 
Transposase, 
activity, phage Mu 1587. 
gene expression, role resolvase, transposon yd 3008. 
Transposition, 
association genomes rearrangement, transposon Tn9 insertion phage \ 5938. 
association transposon Tn10, genes termini 3945. 
Bacillus subtilis, Streptococcus faecalis transposon Tn917 4535. 
DNA biosynthesis, phage Mu 6530. 
DNA, R factor RP4 389. 
DNA, role proteins, phage Mu 3848. 
DNA topoisomerase | role, reviews 1641. 
DNA topoisomerase |, role transcription, transposition 1641. 
Escherichia coli F' factors insertion sequence 1, insertion sequence 5 5956. 
Escherichia coli, plasmid EP396 Ap gene, phage ©80 353. 
insertion sequence 50 induction, transposon Tn5, plasmid pBR322, phage \ 950. 
insertion sequences, insertion sequence 4, induction DNA duplication, 
transcription, phage \ 3572. 
MAT locus, substitution, mating types, Saccharomyces cerevisiae 2676. 
membrane glycoproteiris genes, role gene expression, reviews, Trypanosoma brucei 
3329, 


mutants, role DNA polymerase |, Escherichia coli 489. 

proteins regulation, transposon Tn5 565. 

regulation, transposon Tn5, reviews 1643. 

transposon mdg, hybridization analysis, Drosophila melanogaster, Drosophila 
virilis, Drosophila littoralis 2624. 

transposon TnS repeated sequence 1324. 

transposon TN2660, transposon Tn3 962. 


205 


Subject Index 


Transposition, (continued) 

transposon Tn3, reviews 2599 

transposon Tn5, DNA gyrase requirements, role DNA supercoiling, Escherichia coli 
1586. 

transposon Tn5, structure, mechanisms 831 

Transposons, 

correlation repeated sequence DNA, restriction endonuclease mapping, 
Dictyostelium discoideum 5099. 

gene families, structure, nucleotide sequence, localization, Drosophila 
melanogaster 6429. 

gene regulation wx locus, Zea mays 947. 

homology retrovirus RNA, Drosophila melanogaster 2292. 

hybridization, use RNA polymerase I! loci cloning, Drosophila 3189. 

insertion, role white locus mutants, Drosophila melanogaster 429. 

insertion, role white locus mutants, hybridization analysis, Drosophila 
melanogaster 295. 

like properties retrovirus, reviews 6113. 

mutagenesis, DNA nucleotide sequence homology, Rhizobium trifolii 4354. 

mutagenesis, Escherichia coli, gene mapping, gene expression, 
a-methylgalactoside operons 1483. 

plasmid pYM103, tetracycline resistance 442. 

testriction endonuclease mapping, association X chromosome deletion, Drosophila 
3581. 

role bacteriorhodopsin genes mutation, Halobacterium halobium 4358. 

role, carcinogens effects on gene regulation, Drosophila melanogaster 3417. 

role evolutionary genetics, reviews 5427. 

tetracycline, chloramphenicol antibiotic resistance, gene amplification 
association, Haemophilus influenzae 5717. 

Tn3 transposon, tnpA initiation mutation, characterization 420. 

transposon 5, resolvase binding sites identification 2995. 

transposon 6, resolvase genes, DNA nucleotide sequence, role repression 
transposase gene expression 3008. 

transposon Ac, integration Wx gene, role introns, endosperm, Zea mays 2068. 

transposon B104, insertion effects on tRNA 5S genes organizatton, Drosophila 
melanogaster 267. 

transposon DS, isolation, cloning, sucrose synthase genes, restriction 
endonuclease mapping, Zea mays 946. 

transposon FB, DNA nucleotide sequence, Drosophila 2448. 

transposon mdg, transposition, hybridization analysis, Drosophila melanogaster, 
Drosophila virilis, Drosophila littoralis 2624. 

transposon MR role, revertants alleles, cut locus, Drosophila melanogaster 6586. 

transposon P, use gene transfer cloning vectors, Drosophila melanogaster 6663. 

transposon SCTnI, genetic analysis, Streptomyces coelicolor 5813. 

transposon Tc!, DNA nucleotide sequence, Caenorhabditis elegans 5037. 

transposon Tcl, nucleotide sequence, Caenorhabditis elegans 6393. 

transposon Tc1, structure, hybridization analysis, Caenorhabditis elegans 1983. 

transposon Tn 916, role, inactivation streptolysin 5 gene expression, 
Streptococcus pyogenes 5974. 

transposon TnA, effects on tryptophan operon deletion, R factor RSF2124 stability 
347. 

transposon TnS, repeated sequence, nucleotide sequence, transposition 1324. 

transposon Tn1, incorporation lactose operon, F factors, Escherichia coli 4552. 

transposon Tn10, genes termini, association enzymes function, transposition 3945. 

transposon Tn10, insertion sequence 10, nucleotide sequence 1325. 

transposon Tn10, Salmonella, role DNA packaging, phage P22 882. 

transposon Tn10, tet gene, mechanisms antibiotic resistance, Escherichia coli 
§923. 

transposon Tn10, tetracycline antibiotic resistance genes, DNA nucleotide 
sequence 2952. 

transposon Tn1,000, cloning, association proteins, Escherichia coli 3828. 

transposon Tn1525 characterization, Salmonella panama 2501. 

transposon Tn1721, tetracycline antibiotic resistance tetA gene, tetR gene, DNA 
nucleotide sequence, homology transposon Tn1721 6504. 

transposon Tn1721, tetracycline drug resistance, gene mapping 1322. 

transposon Tn1822, isolation, characterization, antibiotic resistance 2378. 

transposon Tn1824, isolation, characterization, antibiotic resistance 2378. 

transposon Tn2011, molecular weight, antibiotic resistance, characterization, 
Escherichia coli 2526. 

transposon Tn233 molecular weight determination 313. 

transposon Tn2410, gene mapping, Salmonella typhimurium 5793. 

transposon Tn2411, gene mapping, Salmonella typhimurium 5793. 

transposon Tn2424 mediation, amikacin resistance, restriction endonuclease 
mapping, Pseudomonas aeruginosa, Escherichia coli 5683. 

transposon TN2660, transposon Tn3, transposition 962. 

transposon Tn2680, flanking regions, repeated sequence 1331. 


transposon Tn2680, flanking regions, repeated sequence, nucleotide sequence 2950. 


Transposons, (continued) 
transposon Tn5, proteins regulation transposition 566. 
transposon Tn65 role, genes, cloning, polysaccharides biosynthesis, nodulation, 
Rhizobium 5265. 
transposon Tn5, structure, transposition mechanisms 831. 
transposon Tn5, TOL plasmid, xylS genes, xyIR genes, localization, 
characterization 3794. J 
transposon Tn5, transposition, antibiotic resistance, genetic engineering, 
reviews 5230. 
transposon Tn65, transposition, DNA gyrase requirements, role DNA supercoilin 
Escherichia coli 1586. 
transposon Tn6, transposition, R factors 2015. 
transposon Tn5, transposition regulation, reviews 1643. 
transposon Tn5 use, cloning, IncN plasmid, plasmid pCU1, Escherichia coli 59! 
transposon Tn501, gene transfer, Bordetella pertussis 1497. 
transposon Tn501, integration, Pseudomonas putida 1462. 
transposcn Tn7, DNA nucleotide sequence, insertion sequences 2421. 
transposon Tn7, mutagenesis photosynthetic apparatus genes, Rhodopseudom 
capsulata 1460, 
transposon Tn7, tetrahydrofolate dehydrogenase genes, DNA nucleotide seque 
5761. 
transposon Tn7, use, cloning vectors, Escherichia coli, Methylophilus 
methylotrophus, Pseudomonas aeruginosa 5967. 
transposon Tn9, camr gene transformation, association chloramphenicol resistz 
plasmids, Escherichia coli, Saccharomyces cerevisiae 5298. 
transposon Tn9, Escherichia coli, chloramphenicol antibiotic resistance genes, 
cloning, gene expression, Bacillus subtilis 1478. 
transposon Tn9, insertion phage 4, genomes rearrangement association 
transposition 5938. 
transposon Tn9, instability, phage \ DNA deletion, Escherichia coli 5916. 
transposon Tn9, integration, characterization, phage \ 4507. 
transposon Tn904, restriction endonuclease mapping, transposition association 
streptomycin antibiotic resistance R factor pRO161, R factor pMG1, mobiliza 
5093. 
transposon Tn917, Streptococcus faecalis, transposition, mutagenesis, Bacillus 
subtilis 4535. 
transposon Tyl, RNA, repeated barge! hybridization analysis 4861. 
transposon Ty1, effects on alcohol dehydrogenase gene expression, Saccharom 
cervisiae 973. 
transposon Ty1, induction arginase genes transcription, Saccharomyces cerevi 
411, 
transposon Ty1, Saccharomyces cerevisiae 4942. 
transposon Ty1, transcription, relationship arginase gene expression, 
Saccharomyces cerevisiae 409. 
transposons FB, insertion, structure, hybridization analysis, Drosophila 
melanogaster 431. 
transposons Tn901, use, cloning, methionine genes, Anacystis nidulans 3888. 
use analysis plasmid pTiIA6NC, Agrobacterium tumefaciens 1545. 
use incompatibility classification, plasmids, Escherichia coli 5198. 
Transversion, 
dioxidine induction, plasmid pkM101, Escherichia coli 4306. 
Treponema pallidum, 
DNA, restriction endonuclease mapping 5766. 
proteins antigens, plasmids clones, Labs expression, Escherichia coli 5297. 
toxins inhibition DNA biosynthesis, RNA biosynthesis, protein biosynthesis, 
rabbits 4892. 
Treponema phagedenis, 
RNA antigens, association enzyme-linked immunosorbent assay, syphilis 
immunoglobulin G 1022. 
Triaziquone, 
induction sister chromatid exchange, lymphocytes, Macropus rufogriseus x 
Wallabia bicolor 1034. 
Tricarboxylic acid cycle, 
enes, cloning, gene mapping, Escherichia coli 908. 
Trichinella spiralis, 
infection immunity, histocompatibility locus H-2 genetic control, mice 2666. 
2,2’2'-Trichloroethylamine, 
inhibition DNA biosynthesis, V79 cells 3102. 
Trichloroethylene, 
interactions DNA, rats, mice 173. 
2,4,5-Trichlorophenol, 
carcinogenicity, occupational exposure, man 3275. 
(2,4,5-Trichlorophenoxy)acetic acid, 
effects on RNA biosynthesis, Tetrahymena pyriformis 5606. 
Trichoderma reesei, 
cellulase genes, cloning, hybridization analysis 6675. 


transposon Tn2680, insertion sequence 26, DNA nucleotide sequence, Escherichia exo-cellobiohydrolase genes, cloning, hybridization analysis 6672. 


coli 6495. 

transposon Tn3, mediation eyed fusion, phage \ 991. 

transposon Tn3, plasmids pSM1 replication regions 3876. 

transposon Tn3, resolvase, role, recombination, relaxation, sites specificity, 
Escherichia coli 6038. 

transposon Tn3, transposition, reviews 2599. 

transposon Tn5, Agrobacterium tumefaciens, site-directed mutagenesis, cytokinin, 
indole-3-acetic acid levels, crown gall tumors, Nicotiana tabacum 5252, 

br ep Tn5 association nif gene role nitrogen fixation, Rhizobium meliloti 

transposon Tn5, deletion, repeated sequence, Escherichia coli 3135 

transposon Tn5 insertion sequence, pif gene proteins, gene mapping, F factors, 
Escherichia coli 5264. 

transposon Tn5, insertion sequence 50 induction transposition, plasmid pBR322, 
phage i 950. 

transposon Tn6, insertion sequences, RNA polymerase operons, Escherichia coli 
971. 

Dew) Tn5, integration, transposition, role recA gene, Escherichia coli 
3889. 

transposon Tn65, inverted repeat, induction replicons fusion, Escherichia coli 
3891. 

transposon Tn§, inverted repeat role, transposition, Escherichia coli 5118. 

transposon Tn5, kanamycin antibiotic resistance, excision, F factors role, 
Escherichia coli 5971. 

transposon Tn5, kanamycin kinase genes, DNA nucleotide sequence, localization 
1330. 

transposon Tn5, nitrogen fixation mutants, restriction endonuclease mapping, 
genetic analysis, Rhizobium leguminosarum 237. 

transposon Tn§, proteins regulation transposition 565. 


Tricholoroacetic acid, 
tags ina fractionation, nucleotides, nucleosides, purines, pyrimidines, cells 
Trichosia pubescens, 
polytene chromosomes, DNA, RNA hybrids 4955. 
Tricyclic antidepressants, 
amines, interaction nucleotides 4759. 
Trifluoperazine, 
ged a gape ait induction ribosomal protein S6 phosphorylation, liver, 
rats 5 
5’,5’,5’-Trifluoro-DL-leucine, 
resistance, gene expression repression, role threonine operon, leucine operon 
isoleucine-valine operon 5258. 
Trifluoroacetyl-N,O-alkyl, 
yrimidines, purines derivatives, analysis, gas chromatography 1081. 
Trifolium subterraneum, 
subterranean clover mottle virus RNA isolation 2829. 
3,3’,5-Triiodothyronine, 
effects on chromatin structure, liver, rats 2186. 
effects on MRNA biosynthesis, heart, rats 2873. 
effects on MRNA 3,3',5-triiodothyronine, MRNA, liver, rats 1797. 
effects on prolactin mRNA levels, rats 4210. 
inhibition prolactin MRNA levels, hybridization, pituitary, rats 4209. 
Trimethoprim, 
drug resistance, DNA hybridization, plasmids, Escherichia coli, Klebsiella 
pneumoniae 309. 
drug resistance genes, transduction, gene mapping, Escherichia coli 2428. 
drug resistance mutants, nucleotide sequence, tetrahydrofolate dehydrogenast 
genes, Escherichia coli 1318. 


206 


Biochemistry Abstracts 2 vol. 13 


\§ -O-(2,4,6-Trinitrocyclohexadienylidene) adenosine, 
Virrivatives, biological properties, spectroscopy 1667. 
sephosphate isomerase, 
3 ones, cloning, gene expression, Escherichia coli 410. 
4 weg geen sequence, Saccharomyces cerevisiae 3594. 
‘stin 
nding adenine, guanine, N.M.R. 5433. 
sting, 
ding DNA, streptomyces triostinicus 1872. 
s)xsalen, 
l}oss-linked SV40 DNA, recombination role DNA repair, monkeys cell lines 887. 
jotosensitization, inhibition RNA biosynthesis, cell culture, mice 6322. 
Hlet state, 
5 mine derivatives, characterization, fluorescence 5439. 
loldy, 
NA Easynihesis kinetics, X chromosome, man 4443. 
\ineustes gratilla, 
oo B-tubulin genes, gene expression, organization 3787. 
‘icum, 
3 ‘amylase mRNA, characterization 1754. 
¢ oo coupling factor 0 genes, DNA nucleotide sequence, gene mapping 
nloropiasts, nucleotide sequence, restriction endonuclease mapping 5718. 
NW/NA ribosomes, nucleotide sequence 5040. 
3, DNA gene libraries, cloning, gliadins genes, nucleotide sequence 4376. 
Oymbryos germination, RNA poly(A)-containing levels 2303. 
mbryos, nuclei, DNA nucleotide sequence 3641. 
Hrotein kinase phosphorylation ribosomes, role purification, preparation 6217. 
bonucleoproteins binding RNA, DNA, characterization 2138. 
‘bosomal subunit 60S, peptidyltransferase activity, comparison ribosomes 
ff, Escherichia coli, mammals 6224. 
@bosomes cDNA hybridization analysis, nucleolus organizer region 
wf characterization, Aegilops 919. 
/bosomes DNA, nucleotide sequence 5043. 
WANA cistrons levels, relationship cold induction rRNA biosynthesis 5621. 
) ANA characterization 2294. 
eediings development, DNA methylation, base composition 6458. 
ecies, genomes nucleotide sequence variance 4369. 
ticum aestivum, 
unthers, spores, haploidy, DNA biosynthesis 5145. 
‘hloroplasts ete correlation endoreduplication, DNA content 5200. 
"i -hromosomes banding 1030. 

(»mbryos, acid phosphatase activity, requirements RNA biosynthesis 5628. 
embryos, DNA polymerase |, tryptophanyl-tRNA synthetase stimulation 485. 
(ymbryos, elongation factor 1 subunits, isolation, characterization, biological 

» properties 6225. 
lowering development effects on RNA content 4167. 
)yene libraries, histone H4 genes, cDNA nucleotide sequence, hybridization 
analysis 6486. 
iberellic acid, abscisic acid regulation poly(A) polymerase translation 466. 
eaves, MRNA “3 rae aging effects on 1826. 
doly(A) polymerase, giberellic acid stimulation 2698. 
epeated sequence hybridization analysis, localization genomes, hybridization 
analysis 1977. 
RNA biosynthesis, seedlings, flowering 6289. 
edlings, tRNA content, light effects on 4775. 
eds development, protein biosynthesis, MRNA levels 5598. 
icum aestivum Aegilops sharonensis, 
intergeneric hybridization, cytogenetics 1035. 
iticum durum, 
/purothionin multiple forms, gene expression 3160. 
ilticum monococcum, 


Trypanosoma brucei, (continued) 
kinetoplasts, DNA hybridization, cytochrome c oxidase genes 4379. 
kinetoplasts RNA localization, cDNA hybridization 83. 
kinetoplasts, rRNA genes, DNA nucleotide sequence 1953. 
membrane glycoproteins genes, transposition, role gene expression, reviews 3329. 
satellite DNA, nucleotide sequence, restriction endonuclease mapping 5698. 
tubulin genes organization, hybridization analysis 1929. 
tubulin genes, restriction endonuclease mapping, hybridization analysis 5780. 
VSG 117 gene comparison cell surface glycoproteins mRNA nucleotide sequence 4864. 
Trypanosoma brucei brucei, 
rRNA genes, cloning, restriction endonuclease mapping 799. 
Trypanosoma cruzi, 
antigens, protein biosynthesis, characterization 2371. 
DNA polymerase, purification, characterization 6706. 
DNA topoisomerase |, purification, characterization 6720. 
genomes organization, ploidy 798. 
satellite DNA, nucleotide sequence, restriction endonuclease mapping 5698. 
Trypanosoma equiperdum, 
antigenic variants genes, localization 5783. 
cell surface glycoproteins genes, restriction endonuclease mapping 2477. 
VSG gene, gene expression 2077. 
Trypsin, 
cores crystallization, DNA-binding peel phage T4 1060. 
degradation histones, histone H1, histone H5, saline environments modulation, 
chromatin, erythrocytes, chickens 5361. 
digestion chromatin, kinetics, role histones, liver, rats 5384. 
nucleosomes digestion, effects on chromatin structure 3293. 
proteolysis, core particles, chromatin, erythrocytes, chickens 3959. 
proteolysis effects on nucleosomes core particles, C.D., restriction endonuclease 
mapping, chickens 3261. 
Tryptophan, 
DNA radiolysis, fluorescence 5654. 
genes, Saccharomyces cerevisiae, cloning 1236. 
residues, pH effects on, ribonuclease, Bacillus intermedius 2108. 
Tryptophanase, 
scherichia coli, promoters, transcription initiation 144. 
Tryptophany!-tRNA, 
deacylation, DNA polymerase (RNA-dependent), avian myeloblastosis virus 1015. 
Tryptophanyl-tRNA synthetase, 
activity, role zinc, cattle 2246. 
amino acids activation 4789. 
biosynthesis, gene regulation, bacteria 34. 
conformation, anticodon loop tRNA Trp, role, C.D., cattle 2810. 
kinetics, mechanisms, pancreas, cattle 614. 
kinetics, mechanisms, pancreas, cattle 5532. 
purification, Bacillus stearothermophilus 616. 
purification, characterization, pancreas, cattle 2236. 
stimulation DNA polymerase |, embryos, Triticum aestivum 485. 
Trytophanyl-tRNA synthetase, 
pyrophosphorylation, mechanisms, cattle 1716. 
Tubulin, 
gene expression, relationship development, brain, rats 5617. 
genes, differentiation relationship gene expression, preadipocytes 373 cells, 
cattle 2086. 
genes, hybridization analysis, Trypanosoma brucei 1929. 
genes, Leishmania enriettii, repeated sequence 4345. 
genes, restriction endonuclease mapping, hybridization analysis, Trypanosoma 
brucei 5780. 
MRNA, dibutyryl cyclic AMP modulation, down regulation, neuroblastoma cells 6300. 
mRNA levels, regulation, hybridization analysis, lymphoblastoid cell lines, man 
1804. 
a-Tubulin, 


))chloroplasts, restriction endonuclease mapping, DNA, comparison, Aegilops crassa, gene families, gene mapping, electron microscopy, Drosophila melanogaster 5809. 


Aegilops speltoides 1931. 
ticum vulgare, 
loroplasts, DNA, tRNA val genes, characterization 5283. 
4 pag chromatin, ribonuclease, purification, characterization 459. 
jum, 
+ decay mutagenesis, thymine, DNA, Saccharomyces cerevisiae 731. 
i mutagenesis, DNA inactivation, ColE1 plasmids, Bacillus subtilis 748. 
ifturus cristatus, 
‘oocytes, ribonucleoproteins, fractionation, characterization, interaction hnRNA 
523. 


/Iturus cristatus carnifex, 


genes, cloning, gene expression, organization, Tripneustes gratilla 3787. 
genes, developement, gene regulation, Drosophila melanogaster 2622. 
genes, DNA nucleotide sequence, gene expression, rats 3028. 
genes, gene regulation, eukaryotes 3788. 
MRNA, cell free system translation, Polytomella agilis, Chlamydomonas reinhardtii 
4239. 

8-Tubulin, 
genes, cloning, gene expression, organization, Tripneustes gratilla 3787. 
genes, gene expression, chickens 5224. 
genes, gene regulation, sted baie 3788. 
genes, nucleotide sequence, Saccharomyces cerevisiae 4384. 


) rRNA 5S genes content, comparison Xenopus laevis, Ambystoma mexicanum 3520. isoenzymes, cDNA clones nucleotide sequence, man 3608. 


voglodytidae, 
) homology, hybridization analysis, comparison, Chamaea fasciata 2986. 
sophobliasts, 
Cle isolation, hybridization analysis, monkeys 6234. 
jastin, 

MRNA, cell-free system translation 4238. 

ropomyosin, 

genes, hybridization analysis, gene expression, Drosophila melanogaster 2443. 
ropomyosins, 
! genes, Ha sooctigd sequence, man 5723. 

oponin T, 
' cDNA, nucleotide sequence, muscles, rabbits 4347. 
‘Typanosoma, 
| cell surface antigens genes, genetic variance, restriction endonuclease mapping 
797. 


| oligonucleotides primers, variants cell surface glycoproteins mRNA reverse 
transcription 5218. 
‘rypanosoma brucel, 
cell surface antigens genes cloning, restriction endonuclease mapping, 
hybridization analysis 815. 
cell surface glycoproteins genes, DNA nucleotide sequence 788. 
cell surface glycoproteins genes, gene expression 5893. 
cell surface glycoproteins genes, point mutation 1382. 
DNA, comparison Leishmania tarentolae, hybridization analysis, restriction 
endonuclease mapping 4997. 
DNA fractionation, hybridization analysis satellite DNA, cell surface 
coproteins genes, rRNA genes 4270. 
cDNA hybridization analysis, glycoproteins genes 211. 
glycoproteins gene 118, transposition relationship gene expression, nucleotide 
sequence 5696. 
glycoproteins genes, gene expression 5213. 


pseudogenes multipleforms, DNA nucleotide sequence, man 2984. 
subunits, gare expression, testes, Drosophila melanogaster 3786. 
Tumor cell lines, 

A-type particles gene expression, association DNA methylation, 2650. 

breast, cloning, cDNA, genes, hormones regulation, man 2628. 

C-type virus infection, translation gag gene MRNA 2891. 

cell proliferation, 5'-deoxy-5-fluorouridine effects on, mice 1656. 

chromatin proteins solubilization, micrococcal endonuclease, deoxyribonuclease | 
effects on, eukaryotes 5358. 

colon, Kirsten sarcoma virus, transformation genes, gene mapping, 
characterization, man 2437. 

dexamethasone effects on cell growth, plasminogen activator, DNA polymerase 
(RNA-dependent), mammary gland, mice 2124. 

DNA methylation, brain man 3251. 

DNA polymerase activity, radiation effects on, mice 5324. 

hamsters, polyoma virus infected, DNA nucleotide sequence, structure 6426. 

lymphocytes B, immunoglobulin M cell surface, MRNA biosynthesis regulation, 
lipopolysaccharides stimulation 5624. 

methylguanine DNA repair, man 5852. 

prostaglandin synthase mRNA, isolation, translation, mice 4842. 

fas gene gene expression, colon, lung, man 2062. 

sister chromatid exchange, comparison fibroblasts cell lines, man 4680. 

transformation, detection v-ras gene, homology, man 6422. 

Tumor cells, 

adenovirus (simian) 7 nucleotide sequence, hamsters 4433. 

association Harvey sarcoma virus, Kirsten sarcoma virus, v-ras gene DNA 
hybridization analysis, man 3586. 

cis-platinum diamminodichloride effects on nucleic acids, cell surface 348. 

comparison, 9-(3-D-arabinofuranosy|-2-fluoroadenine, 
9-8-D-arabinofuranosyladenine effects on DNA polymerase, ribonucleotide 
reductase, adenosylhomocysteinase, mice 1652 


207 


Subject Index 


EEE EEEEeEe 


Tumor cells, (continued) U.V. Radiation, (continued) ; ‘ 
DNA 5-methyicytosine content, rats, mice 5651. DNA repair, cell culture, measles virus stimulation 1442. 
DNA bideyntsesie: coupling histones biosynthesis, cell proliferation, cells DNA repair, cell cycle effects on, mutants, CHO cells 2568. 
differentiation, brain, rats 5142. DNA repair, cell cycle, eggs, Lymnaea stagnalis 3093. 
DNA biosynthesis, platinum immunoglobulins complex inhibition, mice 3764. DNA repair, characterization, hamsters cell lines 5168. 
DNA content, relationship, macrophages antitumor activity, mice 716. ONA repair deficient mutant, Bacillus cereus 886. 
DNA damage, DNA repair, 1'-acetoxysafrole, 1'-acetoxyestragole, fibroblasts, man DNA repair, Escherichia coli 3076. 
179. DNA repair intermediates, fibroblasts, man 2553. 
DNA, man, treatment, thymidine kinase gene transfer, mice cell lines 5236. DNA repair, V79 cells 2569. 
DNA polymerase, thymus, rats 5323. DNA use, methodology 4952. ; F ; ¢ 
DNA repair role radioresistance, man 3091. effects on amino acids biosynthesis, correlation DNA biosynthesis, spores, 
DNA repair, U.V radiation, man 2567. Penicillium chrysogenum 4476. 
5-fluorouracil cytotoxicity, inosine effects on 3345. effects on DNA, E.S.R. 1261. , > 
mammary tumor virus DNA integration, association, proviruses 1537. effects on DNA biosynthesis, Bacillus stearothermophilus 3767. 
mammary tumor virus envelopes genes, gene expression, mice 5219. effects on DNA biosynthesis, cell lines, hamsters 3762. 
N-nitrosourea induction sister chromatid exchange, brain, rats 2148. effects on DNA biosynthesis, cell-free system 2582. 
nuclei, DNA content, cytofluorometry, man 1859. effects on DNA biosynthesis, Cockayne syndrome cells, man 4277. 
poly(A)-containing mRNA translation, cell-free system, mammary gland, rats 6333. effects on DNA biosynthesis, Escherichia coli 5860. 
X radiation effects on DNA repair, replication, retina, man 3085. effects on DNA biosynthesis, minute virus of mice 3763. 
Tumorigenesis, effects on DNA, lymphoblastoid cell lines, association melanoma, man 728. 
adenovirus (human) 5, adenovirus (human) 12, antigen (tumor-specific), oncogenes, effects on DNA repair, CHO cells 4466. rm 
transformation, mice 4584. effects on DNA transformation, detetion, replacement, Haemophilus influenzae 
association thymidine kinase, thymidylate synthase inhibition, L-1210 cells, mice 3890. 
2796. effects on DNA transformation, glycerol protection, Escherichia coli 4989. 
avian sarcoma virus, role 3’-terminus genomes, transfection, chickens 4572. effects on lymphocytes, lymphocytes, man 5170. : 
cell cycle, N-nitrosodimethylamine, liver, rats 4979. effects on mutation frequency, cell lines, hamsters, mice 2928. 
genes, Rous sarcoma virus, gene expression, inheritance, Xiphophorus 932. effects on pyrimidines dimers, DNA biosynthesis, SV40 5859. a 
relationship intercisternal A-particle genes methylation, mice 6445. effects on pyrimidines dimers formation, spore germination, Bacillus subtilis 
role benzo(a)pyrene+DNA adducts, epidermis, mice 2941. 4283, : 
role immunoglobulins x-chain genes rearrangements, mice 3180. effects on spores viability, role DNA mutagenesis, Dictyostelium discoideum 736 
Rous sarcoma virus v-src genes, chickens 3834. effects on thymidine oligonucleotides, role evolution 596. 
SV40 transformed cells, DNA detection, rats 4518. +hydrogen peroxide effects on DNA, phages, mammalian cells 3542. 
transformation genes, role early region, polyoma virus 6648. +4'-hydroxymethyltrioxsalen, binding DNA, melanoma, mice 1869. 

Tumors, inactivation, mutation nur gene, recl gene, recA gene, Escherichia coli 5272. 
age effects on DNA ploidy levels, breast, man 4272. inactivation viruses RNA, sodium chloride concentration effects on, paper, mode 
bone, DNA content 166. 2839. 
colon, gene expression, mice 2097. induction chromosome aberrations, spermatozoa, Hemicentrotus pulcherrimus 4$ 
4-dimethylaminoazobenzene induction, initiation factor 2 activity, liver, rats induction cross-linkage, rRNA 23S structure, Escherichia coli 3410. 

3434. induction DNA biodegradation, Synechocystis 3549. 
DNA, & radiation, E.S.R. 5827. induction DNA biosynthesis, assocation replication forks, replicons, mammalian 
estradiol modulation mRNA poly(A)-containing translation activity, pituitary, cells 5865. 

rats 4897 induction DNA breaks, effect on DNA repair, Cockayne syndrome, immunodeficier 
hormones regulation, relationship, gene expression, mammary gland, rats 5613. man 4468. 
insulin genes, gene expression, translation regulation, pancreas, rats 1838. induction DNA cross-linking, Deinococcus radiodurans 3553. 
mammary gland, mammary tumor virus proviruses DNA insertion sites, mice 6412. induction DNA damage, DNA polymerase | role DNA repair, cell lines, monkeys, f 
mammary gland, tRNA (guanine-2-)-methyltransferase, purification, 2038. 

characterization, rats 6204. induction, DNA damage, DNA repair, fibroblasts, man 1871. 
mice, polyoma virus DNA, restriction endonuclease mapping 1295. induction DNA damage phage GY 15, SOS repair, Escherichia coli 1256. 
mitochondria DNA, tRNA genes, deletion mutant, rats 3863. induction DNA damage, radioprotective agents effects on, Streptococcus sangu! 
nucleoproteins, reviews 4732. 170. 
Ti plasmid induction, DNA nucleotide sequence, Agrobacterium tumefaciens 3674, induction DNA damage, use, DNA repair, phage 138, Vibrio cholerae 5842. 

Turkeys, induction DNA products, spores, bacteria 4980. 
liver, phenylalanyl-tRNA synthetase, purification, characterization 3398. induction DNA proteins cross-linkage, Escherichia coli, Micrococcus radiodurans 
phenylaianyl-tRNA synthetase, interaction phenylalanine analogs, comparison, 3999. 

Neurospora crassa, Saccharomyces cerevisiae, Escherichia coli 3403. induction DNA repair, cell hybrids, mice 3095. 
Turnip yellow mosaic virus, induction DNA repair, cell lines, mice 3087. 
RNA, cell-free system translation 4231. induction DNA repair, eye lens, man 2034. 
tRNA like RNA genomes, aminoacylation, leaves, Brassica chinensis 345. induction DNA single strands breaks, 4-thiouridine role, Escherichia coli 4967. 
3'-terminus RNA, purification 1748. induction DNA single-stranded breaks, plasmid pBR322 4970. 
Tyrocidine, induction leukemia, mice lymphoid cells, env gene expression, murine leukemia 
inhibition RNA biosynthesis, induction sporulation, Bacillus brevis 1215. virus 6296. 
protein biosynthesis, induction sporulation, Bacillus brevis 1158. induction mitosis recombination, N-hydroxyurea enhancement, Saccharomyces 
Tyrosine, cerevisiae 3534. 
oxidation, effects on DNA secondary structure, phage T4 transforming activity induction mutagenesis, cycloheximide effects on, DNA repair, Saccharomyces 
4286. cerevisiae 6546, 

Phosphorylation sites, v-abl gene, c-abl gene, nucleotide sequence, man, Abelson _ induction mutagenesis, cycloheximide effects on, DNA repair, Saccharomyces 
leukemia virus 5075. cerevisiae 6547. 

residues, iodination, ribosomal subunit 30S, Escherichia coli 4135. induction mutation effects on DNA repair, Escherichia coli 3712. 

residues, iodination, ribosomes, ribosomal subunit 50S, Escherichia coli 4815. induction pyrimidines dimers, DNA, fibroblasts, skin, xeroderma pigmentosum, fF 

Tyrosine aminotransferase, 4972. 
cyclic AMP induction, role mRNA, hepatoma cells, rats 1220. induction pyrimidines dimers, DNA repair, epithelium, mice 6550. 
dexamethasone gene regulation, carcinogens inhibition, hepatocytes, rats 6299. induction pyrimidines dimers, SV40 DNA 4290. 
gene expression, 5-azacytidine activation, liver, fetuses, rats 5332. induction pyrimidines dimers, temperature role, DNA, fibroblasts, xeroderma 
mRNA, 2 bp pleut fects on RNA biosynthesis, liver, rats 2357. pigmentosum, man 4971. 

Tyrosyl-tRNA synthetase, induction sister chromatid exchange, CHO cells 2166. 

Bacillus stearothermophilus, tertiary structure, homology methionyl-tRNA induction SOS repair, Escherichia coli 6559. 
synthetase Escherichia coli, role mechanisms 41. induction uvrB gene promoters regulation, Escherichia coli 4923. 
crystal structure, X-ray diffraction 618. inhibition DNA biosynthesis, DNA repair, mutagenicity, reviews, viruses, 
genes, DNA nucleotide sequence, Bacillus stearothermophilus comparison, bacteria, mammalian cells, phages 4031. 
Escherichia coli 1332. inhibition DNA biosynthesis, SV40 6562. 
genes, site-directed mutagenesis, Bacillus stearothermophilus 5531. inhibition RNA biosynthesis, Cockayne syndrome, xeroderma pigmentosum, man Z 


light, pyrimidines dimers inheritance, excision, mice comparison man 5175. 
+methoxsalen, effects on DNA polymerase activity, Escherichia coli 4642. 
+methoxsalen, effects on DNA repair, reviews, tia oe man 4030. 


U.V. Radiation, mutagenesis, Escherichia coli, SOS repair, umuC gene 3730. 
activation SV40, infected cells 2577. mutagenesis, relationship DNA repair deficient mutant, Neurospora crassa 307 
+ 3-aminobenzamide induction sister chromatid exchange, HeLa cells 2172. mutagenesis, role umuC locus, DNA nucleotide sequence, Escherichia coli 443 
+antiviral agents effects on survival, role DNA biosynthesis, herpes simplex mutagenesis SV40, DNA, SV40 5666. 
virus 1, cell culture, monkeys 2576. mutagenicity, DNA repair, reviews 5430. 
chromosome aberrations, sister chromatid exchange, lymphocytes, kwashiorkor, man mutagenicity, role excision DNA repair, xeroderma pigmentosum cells, man 30S 
2755. +N-nitroso-N-methyI-N'-nitroguanidine, inhibition DNA biosynthesis, HeLa cells 
cleavage DNA, use nucleotide sequence 741. 3765. 
cross-linking hosts cells proteins, adenovirus mRNA 559. phage A, induction DNA repair, Escherichia coli 3733. 
damage, DNA repair, 2-aminopurine, Escherichia coli interaction, phage photoreactivation, DNA, Candida utilis, Candida guilliermondii 4284. 
3090. plasmids F factors induction phage \ prophages, Escherichia coli 3131. 
damage, mutagenicity testing, mutagens specificity, use plasmids hybridization point mutation correlation frequency nonsense mutant, hotspots, Escherichia co 
analysis, Escherichia coli 2914. 205. 
decay time, fluorescence DNA, poly(dA-dT), calf thymus 6518. +psoralen, use, fRNA 16S secondary structure, Escherichia coli 5578. 
dimers formation association 5-hydroxymethylcytosine, DNA, phage T4 6361. pyrimidines dimers formation, Dictyostelium discoideum 4282. 
DONA damage, Bacillus subtilis 4280. pyrimidines dimers induction, wavelength comparison, cell lines, mice 4986. 
DNA damage, detection Ueeebeeie man 6368. reactivation, herpes simplex virus 1 DNA biosynthesis, pretreatment, adenine 
DNA damage, DNA polymerase |, DNA repair, fibroblasts, man 2574. arabinoside, cytosine arabinoside, phosphonoacetic acid 2583. 
DNA damage, Escherichia coli 4281. reactivation, herpesvirus 4453. 
DNA damage, viruses, plasmids 183. reactivation minute virus of mice DNA biosynthesis, fibroblasts, mice 885. 
DNA photoaddition models, photochemistry 3-carboxypsoralen reaction thymidine resistance, plasmid pR transformation enhancement, cell lines, mice 4589. 
5461. resistance, R factors, plasmid pBS12, plasmid pBS31, Pseudomonas aeruginosa 4 


208 


Biochemistry Abstracts 2 vol. 13 


a. Radiation, (continued) : 


3149. 

_ RNA physicochemical properties, viruses 5567. 

' role DNA repair phoga \ mutagenesis, Escherichia coli 3739. 
sensitivity mutants, DNA repair, mice 2566. 


3757. 
» SV 40, reactivation, DNA transfection, cell culture, monkeys 3814. 
» SV40 chromosomes, substrates, DNA repair endodeoxyribonuclease 4621. 
» $V40, induction DNA repair, mutagenesis, cell lines, rats 3719. 
| transforming DNA, DNA repair, Haemophilus influenzae 5174. 
U.V, radiation 4284. 
» use, characterization length, transcription, B-interferon mRNA 6259. 
+X radiation, induction chromosome aberrations, DNA repair, lymphocytes, man 
» 3535. 
J.V. Spectroscopy, 
8-alkoxypsoralen interaction adenine, models DNA intercalation molecules 5438, 
' cro repressor structure, phage 1626. 
DNA, coat protein association, Chilo iridescent virus 4718. 
DNA, methodology 1408. 
| 9-(1-ethoxyethyl) purines derivatives, grein 5458. 
} histone H1 conformation, calf thymus, Ceratitis capitate 511. 
manganese effects on poly(A) 5518. 
) netropsin binding poly(dA-dT) 4081. 
a nickel binding poly(A), adenyly!-3',5'-adenosine 4763. 
} oligodeoxyribonucleotides analogs binding polyribonucleotides, 
( polydeoxyribonucleotides 4762. 
iW purines, pyrimidines interaction amino acids 2788. 
silver interaction poly(A) 601. 
ee cyockrome c reductase, 
ee isolation, gene libraries, characterization, yeasts 4950. 
iquitin, 
i oe H2A conjugation, nucleosomes, lymphocytes transformed cells, chickens 
\UDPglucose-lipopolysaccharide glucosyltransferase |, 
genes, cloning, Escherichia coli 4570. 
/Ultracentrifugation, 
' chromatin folding, acetylation effects on, HeLa cells 5362. 
deoxyribonucleoproteins, SV40 506. 
_ DNA histones complex hydrodynamics, mice 5349. 
DNA intercalation iremycin, daunomycin 1275. 
| histones oligomers structure, erythrocytes, chickens 5373. 
RNA characterization, Sendai virus 76. 
RNA structure, avian myeloblastosis virus 97. 
|Ulva pertusa, 
| rRNASS, nucleotide sequence 2846. 
Uracil, 
| analogs, synthesis 1645. 
derivatives, spectroscopy analysis 4035. 
derivatives, synthesis 6141. 
iodination, chlorination 6140. 
platinum structure, E.S.R. analysis 4040. 
radiation radiolysis 1644. 
+thymine derivatives, synthesis, characterization, triplet state, fluorescence 
5439, 


) Uracil nucleosides, 
| analogs, synthesis, antiviral activity 2794. 
/ Uracil-DNA glycosylase, 
activity, relationship, DNA biosynthesis, liver, rats 3941. 
characterization, defective mutant, Ustilago maydis 6723. 
purification, characterization, comparison nuclei, cytoplasma, hepatoma, rats 
3942. 
purification, kinetics, chromatin, liver, rats 6722. 


Cattle ribonuclease activity, Escherichia coli, liver, rats 5307. 
denaturation mapping, RNA, electron microscopy, Drosophila virus X 869. 
' _ effects on, influenza A virus, ribonucleoproteins, structure 2254. 
Urea-DNA glycosylase, 
purification, characterization, calf thymus 6727. 
Urechis caupo, 
| embryogenesis, histones biosynthesis, levels 5348. 
Urechis unicinctus, 
MRNA 5S nucleotide sequence, comparison Perinereis brevicirris, Sabellastarte 
japonica 4184. 
' Urethane, 
carcinogenesis, DNA adducts formation, liver, mice 5665. 
' induction sister chromatid exchange, mice 3271. 
\ oo sister chromatid exchange, mutagenicity, rodents 2173. 
i ine, 
{ analogs role, retrovirus transcription activation association, DNA methylation 
3487. 


' analogs, synthesis, antiviral activity, antimetabolites activity 5475. 
binding proteins 6. 
effects on 5-fluorodeoxyuridine induction sister chromatid exchange, Allium 
} fistulosum, hamsters 4068. 
: _+S-fluorouracil chemotherapy, mice 582. 
_ iodination, chlorination 6140. 
phosphorylation, retinoic acid induction, 3T3 cells 6323. 
| pseudouridine base pairs, tRNA Val, nuclear Overhauser effect, yeasts 612. 
fesidues, localization, DNA, methodology 1250. 
residues, rRNA 5.8S, methylation effects on structure, interaction rRNA 28S, 
mammals 6267. 
RNA incorporation, cycloheximide, anisomysin effects on, salivary gland, 
Chironomus thummi 4800. 
_ tRNA Phe, indole-3-aldehyde interaction 5522. 
Substitution, rRNA 5S, stability, Escherichia coli 659. 
tumover, RNA, myocardium ischemia effects on, heart, rats 1792. 
tumover, use, aging effects on RNA biosynthesis, periodontium, mice 6319. 
uptake, RNA biosynthesis, pollen, Nicotiana tabacum 590. 
Uridine nucleosides, 
hydrogen bonding, role conformation 4062. 
Uridine phosphorylase, 
genes, cloning, use Bacillus subtilis DNA, plasmid pBR325, plasmid pBR322, 
Escherichia coli 5902. 
genes, gene regulation, Escherichia coli 1551. 


resistance, xeroderma pigmentosum transfection DNA replication, cell lines, man 


' +sodium butyrate, effects on DNA repair, xeroderma pigmentosum fibroblasts, man 


Uridine vanadate, 
ribonuclease A complex, structure, neutron diffraction, X-ray diffraction, 
relationship mechanisms 5303. 
Uridines, 
conformational analysis, N.M.R. 4061. 
Urinary bladder, 
arylamines DNA adducts, dogs 6375. 
carcinoma, c-ras gene, DNA nucleotide sequence, homology v-ras gene, man 2436. 
carcinoma cell lines, onc gene nucleotide sequence hybridization analysis, man 
1970. 
carcinoma, poly(I-C)+ indomethacin antitumor activity, relationship 
immune response, mice 6735. 
carcinoma, temperature, cyclophosphamide, thiotepa effects on DNA biosynthesis, 
mice 6576. 
DNA, aflatoxin B1 binding, man, laboratory animals 1259. 
Urinary tract, 
mRNA proteins, gene families, tissues relationship genetic variation, chromosome 
4, mice 4935. 
Urine, 
levels OH tes panera N6-(A2-isopentenyl)adenosine, 
N-(9-(8-D-ribofuranosy!)purin-6-ylcarbamoyl]-L-threonine, 
radioimmunoassay, cancer patients 6151. 
proteins, genes localization, chromosome 4, restriction endonuclease mapping, 
hybridization analysis, mice 816. 
purines, pyrimidines, fractionation 572. 
Urokinase, 
cDNA, cloning, gene expression, man 2602. 
cDNA, cloning, hybridization analysis, man 4351. 
genes, role hormones gene regulation, kidney, pigs 5612. 
RNA biosynthesis, phorbol myristate acetate induction, man 4219. 
Uropygia 9 land, 
fatty-acid synthetase mRNA, purification, cell-free system translation 5634. 
Ustilago maydis, 
defective mutant, uracil-DNA glycosylase, characterization 6723. 
DNA fragments 4591. 
DNA-binding protein, characterization, purification 4711. 
single-stranded DNA-binding protein DNA complex, electron microscopy 1615. 
transformation, Saccharomyces cerevisiae 24 plasmid 4582. 
viruses, double-stranded RNA, gene products 3484. 
UT-1 cells, 
gene libraries, hydroxymethylglutaryl-CoA reductase genes, cloning 3115. 
Uteroglobin, 
gene expression, progesterone regulation, rabbits 6308. 
gene regulation, role progesterone, reviews, mammals 6304. 
genes, DNA nucleotide sequence, progesterone regulation gene expression, gene 
libraries, rabbits 3642. 
Uterus, 
DNA biosynthesis, role estrogens receptors levels, rats 5195. 
estradiol, stilbesterol effects on DNA biosynthesis, neonates, rats 6575. 
progesterone regulation estradiol stimulation RNA biosynthesis, guinea-pigs 6307. 
RNA biosynthesis, estrogens, tamoxifen derivatives effects on, rats 4895. 
RNA biosynthesis role estrogens activity, implantation, rats 5148. 
eel effects on RNA biosynthesis, rats 4893. 


stimulation tRNA Met ribosomes binding, Streptomyces aureofaciens, Escherichia 
coli, Bacillus stearothermophilus 4831. 


Vaccination, 
measles virus, induction sister chromatid exchange, lymphocytes, children 2728. 
Vaccines, 
rabies virus glycoproteins analogs, gene expression, Escherichia coli 5876. 
viruses, genetic engineering 2617. 
yellow fever virus, RNA nucleotide sequence, fingerprinting 2850. 
Vaccinia virus, 
DNA, genomes, cloning 3188. 
DONA nucleotide sequence 210. 
DNA nucleotide sequence, genomes 215. 
DNA polymerase temperature-sensitive mutant isolation, use phosphonoacetic acid 
resistance 6710. 
inhibition protein biosynthesis, CHO cells 1157. 
inhibition protein biosynthesis elongation, rabbits reticulocytes cell-free 
system 3428. 
protein biosynthesis inhibitors, solubilization, characterization 639. 
repeated sequence, DNA nucleotide sequence 1397. 
oe biosynthesis, mRNA methylation, S-adenosylhomocysteine analogs effects on 
1211. 
RNA transcripts, inhibition cell-free system protein biosynthesis 2365. 
RNA translation, structural proteins 2903. 
MRNA translation, cell-free system, Ehrlich ascites tumor cells 1226. 
MRNA translation, Ehrlich ascites tumor cells 1227. 
thymidine kinase genes, deficient mutant, gene mapping 5020. 
thymidine kinase genes, DNA nucleotide sequence, frameshift mutant 3045. 
thymidine kinase genes, gene mapping, mRNA characterization 852. 
Valyl-tRNA synthetase, 
leucyl-tRNA synthetase, structure, chloroplasts, comparison cytoplasm, Euglena 
gracilis 1133. 
properties, chloroplasts, comparison cytoplasm, Euglena gracilis 1717. 
MRNA, isolation, translation, yeasts 4165. 
tRNA Phe, tRNA Val interaction, yeasts, rats liver 4791. 
Vanady! ribonucleoside, 
complex, use, preparation interferon mRNA 6237. 
Varicella-zoster virus, 
cloning, restriction endonuclease mapping, hybridization analysis 5685. 
strains, DNA, restriction endonuclease mapping, genetic variance 3677. 
Vectors, 
DNA, cloning, reviews, plants 4024. 
cDNA, cloning, mammalian cells, Escherichia coli 4539. 
ene transfer, Agrobacterium Ti plasmid, mutagenesis, association plants 449. 
joloney sarcoma virus, genes transduction, mammalian cells 4517. 
plasmids, construction, promoters cloning, use tetrahydrofolate dehydrogenase 
genes, Escherichia coli 4593. 
transduction, Moloney leukemia virus DNA, linkage herpes simplex virus 1 


209 


Subject Index 


eee 


Vectors, (continued) 
thymidine kinase genes 912. 
Velvet tobacco mottle virus, 


Vinyl carbamate, } ; 
induction sister chromatid exchange, macrophages, bone marrow, liver, mice 103 
induction sister chromatid exchange, mutagenicity, rodents 2173. 


high molecular weight double-stranded RNA, isolation, characterization, Nicotiana Vinyl chloride, 


clevelandii 5157. 
Venezuelan equine encephalitis virus, 
RNA biosynthesis, actinomycin D effects on, association, nuclei, hosts 5158. 
temperature-sensitive mutant, role DNA, interaction, HeLa cells 361. 
Verapamil, 
effects on gene transfer, DNA, cell culture, mice 2647. 
Vero cells, e 
dihydroqueuine incorporation tRNA 1703. 
herpes simplex virus 2 DNA, RNA hybridization analysis 165. 
protein biosynthesis, Clostridium perfringens enterotoxins inhibition 49. 
protein biosynthesis, Clostridium perfringens enterotoxins inhibition 1720. 
RNA biosynthesis Sendai virus temperature-sensitive mutant 670. 
Vertebrates, 
interferon genes, hybridization analysis, comparison, man 4996. 
nucleosomes interactions DNA, chromatin 1049. 
ribosomes genes restriction endonuclease mapping 288. 
Vesicles, 
germinal, RNA biosynthesis, oocytes, Xenopus laevis 6290. 
Vesicular stomatitis virus, 
defective-interfering particles, recombination, genetic analysis 1520. 
crecie suedores particles, RNA biosynthesis 2864. 
deletion mutant, RNA biosynthesis glycoproteins, characterization 3477. 


L gene, RNA nucleotide sequence, comparison defective-interfering particles 106. 


N gene, transcription, termination 111. 
genomes RNA replication, cell-free system 110. 
glycoproteins genes, cDNA nucleotide sequence 2483. 
inhibition SV40 DNA biosynthesis, mixed infection, monkeys cell culture 6540. 
mutants, genomes nucleotide sequence, reviews 5679. 
nucleocapsids assembly 1066. 
nucleocapsids, proteins, genes, cloning 2054. 
ribonucleoproteins, isolation, characterization 3256. 
RNA, inhibition RNA biosynthesis, cell-free system 121. 
RNA leaders, nucleotide sequence 2317. 
RNA polymerase transcription sites detection, DNA 1201. 
MRNA, levels, effects on hosts cells protein biosynthesis 674. 
mRNA transcription, characterization 2859. 
MRNA, translation, HeLa cells 620. 
mRNA +ribonucleoproteins particles characterization, association translation 
regulation 1029. 
serotypes, RNA, inhibition transcription, hosts cells 6297. 
temperature-sensitive mutant, MRNA, polyadenylation 3508. 
transcripts, inhibition, L cells, protein biosynthesis 1721. 
translation inhibition, ribosomes role, L-cells, mice 3422. 
Vibrio cholerae, 
genes mobilization, role plasmids, Escherichia coli 959. 
phage 6138, DNA repair, use, U.V. radiation induction DNA damage 5842. 
toxins, gene mapping 311. 
toxins operons, DNA nucleotide sequence 4428. 
Vibrio harveyi, 
luciferase genes, cloning, gene mapping, use probes 2685. 
replication origins, isolation, Escherichia coli activity, DNA nucleotide 
sequence 3187. 
Vicia faba, 
cell cycle, X radiation, +N-hydroxyurea, +5-fluorodeoxyuridine, +caffeine 
induction chromosome aberrations 1900. 


rRNA genes, hybridization analysis 6496. 


DNA, invert repeated sequence, hybridization analysis 1976. 
N-hydroxyurea+ streptonigrin induction sister chromatid exchange, clastogenesis 
5374. 


meiosis chromosomes, use clastogenicity testing 3981. 
mitochondria DNA, closed circular, characterization 4946. 
mitochondria, DNA, modification, association, cytoplasmic male sterility, 
restriction endonuclease mapping 1849. 
purification, restriction endonuclease mapping, DNA, mitochondria 277. 
+ radiation effects on meristems roots, relationship mitosis, DNA content 
4982. 
roots, CHO cells, sister chromatid exchange, ethanol metabolites induction 3285. 
roots, meristems, water stress, mitosis, DNA biosynthesis, cotyledons role 5870. 
Vinee” ribonuclease A3, purification, characterization 3218. 
cilin, 
cDNA nucleotide sequence, proteolysis cleavage sites, Pisum sativum 5795. 
Victoria biue, 
DNA staining 1845. 
Vidarabine, 
effects on RNA biosynthesis, polyadenylation, adenovirus (human) 5 2336. 
toxicity, mice 6161. 
Vigna inguiculata, 
INA polymerase (RNA-dependent) isolation, characterization 3915. 
Vigna radiata, 
rooti 
Vigna sinensis, 
protoplasts, alfalfa mosaic virus, RNA biosynthesis 2858. 
protoplasts, temperature-sensitive mutant alfalfa mosaic virus, RNA biosynthesis 
2857. 
Vigra sinensis, 
INA biosynthesis, RNA biosynthesis, nuclei 878. 
Vimentin, 
genes, cDNA nucleotide sequence, hamsters 5015. 
genes, nucleotide sequence, transcription multiple forms mRNA, chickens 4344. 
interaction polyribonucleotides, polydeoxyribonucleotides 6094. 
poly (A)-containing mRNA, cell-free system translation, Ehrlich ascites tumor 
cells, rats liver 1833. 
rRNA affinity, Ehrlich ascites tumor cells 3311. 
Vincristine, 
effects on DNA biosynthesis, mitosis, surcoma 180 cell lines 6563. 
effects on DNA repair, lymphocytes, man 323. 
Vinyl! bromide, 
metabolites, binding DNA, liver microsomes, reconstitution cytochrome P-450, 
hepatocytes, rats 1886. 


, indole butyric acid, 3'-deoxyadenosine effects on RNA biosynthesis 4905, 


metabolites, binding DNA, liver microsomes, reconstitution cytochrome P-450, 
hepatocytes, rats 1886. 
Viomycin, 
effects on aminoacyl-tRNA binding ribosomes 5550. 
Virions, 
lymphocystis virus, genomes, hybridization analysis, restriction endonuclease 
mapping, Pleuronectes 5008. 
RNA isolation, X-ray diffraction, cowpea mosaic virus 4188. 
Viroids, 
origin, theories 701. 
Virulence, 
association DNA nucleotide sequence, cauliflower mosaic virus 853. 
association, plasmids, Escherichia coli 2686. 
association Salmonella dublin plasmids, mice 4953. 
R factor R68.45 tranfer, conjugate, characterization, virulence, Rhizobium 
meliloti 5895. 
R factor R68.45 transfer, association conjugation, Rhizobium meliloti 5892. 
fowl plague virus, influenza virus recombination, embryo fibroblasts, chickens 
3881. 
plasmids, gene expression, relationship colonial characteristics, Yersinia 
enterocolitica 3817. 
plasmids, guinea-pigs, Escherichia coli 939. 
plasmids, hybridization analysis, restriction endonuclease mapping, Shigella 
flexneri, Shigella sonnei, Escherichia coli 2524. 
Teles transfer, use R factors, methodology, Agrobacterium rhizogenes 2690. 
1 Virus, 
DNA nucleotide sequence, gene mapping 2943. 
Virus-like particles, 
double-stranded RNA, isolation, characterization, Yarrowia lipolytica 6233. 
Saccharomyces cerevisiae, killer factor, double-stranded RNA, hybridization 
analysis 2840. 
Viruses, 
closed circular single-stranded DNA, plants 725. 
DNA, electrophoresis methodology 709. 
double-stranded RNA, characterization, Kc cells, Drosophila 4171. 
double-stranded RNA, disease transmission, Gaeumannomyces graminis 3483. 
double-stranded RNA, induction interferon, reviews 2209. 
double-stranded RNA, isolation, methodology, infected plants 2300. 
double-stranded RNA, replication 640. 
genes cloning, vectors, transformation, mammalian cells 3812. 
identification, electrophoresis RNA, Insecta 641. 
infected cells, transcription, translation, interferon effects on 6320. 
killer factor, double-stranded viruses, resistance genes, Saccharomyces 
cerevisiae 2364. 
long terminal repeat, nucleotide sequence, homology c-mos gene, mice 4429. 
Lymantria ninayi, genomes, RNA, characterization 3439. 
mammals, light induction, association SOS repair, reviews 6133. 
mutagenicity, U.V. radiation, reviews 4031. 
nucleoproteins RNA, DNA complex, reviews 1073. 
Penicillium chrysogenum, double-stranded RNA conformation, capsid protein 
interaction, C.D. 2319. 
plasmid pBR322 recombinants, microinjection, integration, mammalian cells 416. 
poly(A), 3'-terminus nucleotide sequence, reviews 4724. 
promoters, gene regulation, gene expression, reviews, eukaryotes 6106. 
proteins association genomes 549. 
replication, 2',5'-oligo(A) analogs inhibition 6194. 
replication, inhibitors, plants 2543. 
replication, role protein biosynthesis, cycloheximide, cryptopleurine inhibition, 
yeasts 65. 
RNA, U.V. radiation effects on physicochemical properties 5567. 
RNA, U.V. radiation inactivation, sodium chloride concentration effects on, 
Paper, models 2839. 
RNA, aminoacylation, nucleotide sequence, interaction tRNA enzymes, reviews 472 
RNA, DNA nucleotide sequence, collections, books 6799. 
RNA interaction streptomycin, cellulose, effects on rophotometry 5566. 
RNA isolation, physicochemical properties, Pseudoplusia includens 5556. 
RNA labelling, use nucleosides 4203. 
Saccharomyces cerevisiae killer factor, double-stranded RNA, cloning 916. 
single-stranded RNA, replication, translation 4232. 
SV40 transformed cells, phorbol myristate acetate effects on induction 3067. 
thymine dimers, inhibition endodeoxyribonuclease cleavage 4617. 
U.V. radiation DNA damage 183. 
vaccines, genetic engineering 2617. 
ecco 
assays, DNA damage, liver, rats 1255. 
DNA damage assays, carcinogens induction, rats 1878. 
DNA interaction anthracycline antibiotics 4301. 
DNA interaction doxorubicin, alacinomycin, marcellomycin, musettamycin, 
pyrromycin 1874. 
Viscum album, 
lectins, A-chain, inhibition cell-free system protein biosynthesis, rats liver, 
rabbits reticulocytes 5548. 
Visna virus, 
antigenic variants, RNA nucleotide sequence 104. 
Vitellogenesis, 
gene regulation, reviews, Drosophila 1510. 
Vitellogenin, 
gene expression, estrogens induction, hepatocytes, Xenopus 4206. 
gene expression, regulation, reviews 6130. 
genes, activation, chromatin structure, chickens 6771. 
genes methylation, estradiol effects on, chickens 3639. 
genes, methylation, gene expression, embryos, erythrocytes, Xenopus laevis 662 
genes, transcription, estradiol activation, Xenopus 5255. 
ye biosynthesis, estradiol induction, tamoxifen inhibition, liver, chickens 
07. 
MRNA assays, use cDNA probes, Locusta migratoria 937. 
mRNA, RNA biosynthesis, estrogen induction, liver, Xenopus laevis 2344. 
Vitellogenin B2, 
genes, isolation, hybridization analysis, transcription, gene libraries, Xenopus 
laevis 4377. 
Volvocales, 
DNA biosynthesis 6532. 


210 


Biochemistry Abstracts 2 vol. 13 


x Macropus rufogriseus, methylmethanesulfonate, mitomycin C, triaziquone 
!) induction sister chromatid exchange, lymphocytes 1034. 
irramaba virgo, 
‘ANA genes, hybridization analysis, restriction endonuclease mapping 2452. 
u 
‘)sarcinoma, DNA, hybridization analysis, restriction endonuclease mapping, 
papilloma virus 2965. 
jater, 
s) +ethanol+salts, DNA conformation, C.D. 5829. 
ater stress, 
mitosis, DNA biosynthesis, cotyledons role, meristems, roots, Vicia faba 5870. 
neat germ, 
cell-free system, aging effects on polyribosomes association mRNA, stability, 
¥ translation, Solanum tuberosum 1840. 
ree system, histones mRNA, translation, Physarum polycephalum 5636. 
>| cell-free system, protein biosynthesis fidelity, spermidine stimulation 1726. 
#) cell-free system, protein kinase effects on protein biosynthesis 5542. 
fichromatin, RNA polymerase II nonhistone proteins stimulation, purification, 
characterization 2158. 
elongation factor 1, purification, characterization 4823. 
)poly(U)-binding protein, purification, effects on elongation factor 1 4822. 
') pol ey apome synthetase(ATP), circularization potato spindle tuber viroid 
) polyribonucleotide synthetase (ATP), isolation, characterization 5331. 
iprotein biosynthesis fidelity, spermidine effects on 2248. 
+ ribosomes, magnesium, spermine, spermidine binding, effects on subunit 
%, association 4145. 
RNA binding ribosomal proteins, purification, characterization 57. 
RNA polymerase Il, poly(dA-dT) transcription 1575. 
RNA polymerase isoenzymes, kinetics 1007. 
‘hite leaf disease, 
cucumber mosaic virus, RNA, relationship, infectivity, Lycopersicon esculentum 


1-38 cells, 
DNA biosynthesis, hydrocortisone stimulation 4491. 
Vickerhamia fluorescens, 
9) mitochondria DNA, structure, staining, restriction endonuclease mapping 4316. 
Joodchuck hepatitis virus, 
song gene libraries cloning, liver, Marmota 710. 
ool, 
» keratin gene families organization, hybridization analysis, restriction 


J 
; 


endonuclease mapping, DNA nucleotide sequence, sheep 6461. 


|-Ray crystallography, Pee 
, adenin-9-ylethylamine phenylacetic acid complex 5479. 
/ anhydronucleosides conformation 1091. 
‘ deoxyribonuclease T, pancreas, cattle 2695. 
}) guanosine 2'-monophosphate copper complex 1095. 
>| histones, thymus, cattle 512. 
nucleic acid-binding protein multiple forms, reviews 6121. 
) ribonuclease T1 2’-guanylic acid complex 2104. 
| ribose, deoxyribose, nucleic acids, conformational analysis 1096. 


ii ane analogues synthesis, structure 1088. 
\ Banine peptides, binding DNA 6098. 
coat protein DNA complex, phages 5410. 
}) deoxyadenylyl-3'-methylphosphonate-5'-thymidine dihydrate crystal structure 4101. 
_ DNA B-form, thymus 845. 3 
DNA, Mycobacterium smegmatis 6512. 
DNA superhelical conformational analysis 5826. 
A-form DNA 2014. 
ee care salts 5511. 
istone H4 N-terminus fragments interaction double-stranded DNA 4006. 
7-methylguanosine 7-methyiguanosine iodide, complex, base pairs, cry: 
structure 6156. ; 
neutron diffraction, comparison, hydrogen bonds, amino acids, nucleic acids 4758. 
nucleic acids structure, ks 6801. 
nucleosomes, chromosomes, Drosophila 5388. 
oligonucleotides, DNA Z-form 2232. 
' poly(dA-dT) double-stranded conformation transitions 3370. 
A dA-dT) secondary structure 5519. 
' poly(dG-dC), double-stranded, B-form, secondary structure 2511. 


ribonuclease A uridine vanadate complex structure, relationship mechanisms 5303. 


tRNA 5S tertiary structure, Thermus thermophilus 100. 
tRNA Phe crystal structure, reviews, yeasts 6123. 
thymidylyl-3',5'deoxyadenosime 1115. 
] ‘osyl-tRNA synthetase crystal structure 618. 
x scattering, 
histones core particles structures, nucleosomes, calf thymus 6744. 
fats liver rRNA 5S, yeasts tRNA Phe, structure comparison 1773. 
ribosomes structure. 61. 
tRNA 4780. 
tRNA conformational analysis 3391. 
Xanthine phosphoribosyltransferase, 
Escherichia coli, gene expression, gene amplification, CHO cells 3855. 
Xanthomonas, 
tRNA 23S, hybridization analysis, comparison Pseudomonas 5128. 
Xanthomonas campestris, 
felationship Pseudomonas paucimobilis, use hybridization analysis 1361. 
8, 
eggs, cell-free system, single-stranded DNA replication 2538. 
eggs, development, yeasts tRNA Leu genes transcription, microinjection 2657. 
Escherichia coli tRNA genes transcription, use RNA polymerase Ill, oocytes 948. 
estradiol activation vitellogenin genes, transcription 5255. 
ne regulation, reviews 6126. 


Xenopus, (continued) 
oocytes, B-globin MRNA, splicing, man 3469. 
oocytes, adenovirus early region DNA microinjection, gene expression 2621. 


3299. 


oocytes, chromatin, nucleosomes arrangement, role DNA renate Arse 
aenorhabditis 


oocytes, gene expression, DNA nucleotide sequence, tRNA genes, 
elegans 2471. 
oocytes, gene expression Drosophila heat shock genes 1509. 
oocytes, gene expression man tRNA Glu genes 4569. 
oocytes, nuceloproteins microinjection, localization 5346. 
oocytes, nuclei, nucleoproteins migration, distribution 6780. 
oocytes, polyribonucleotide synthetase (ATP), RNA 3'-terminal phosphate cyclase, 
activity 2713. 
oocytes, splicing SV40 late region mRNA 1800. 
oocytes, translation cats skeletal muscle acetylcholine receptors MRNA 4229. 
RNA polymerase Ill, transcription tRNA Tyr genes, Saccharomyces cerevisiae 667. 
rRNA 5S genes, DNA unwinding, transcription factor IIIA induction 3938. 
tRNA 5S genes, hybridization analysis 3644. 
tRNA 5S genes, methylation, transcription factors localization 4544. 
rRNA 5S genes, transcription factor A binding 4018. 
tRNA 5S genes transcription regulation, role initiation factors 3471. 
Xenopus borealis, 
pene libraries, histones genes, gene mapping, gene expression 1304. 
istone H4 genes, organization 2998. 
rRNA genes, deoxyribonuclease | sensitivity, methylation, comparison Xenopus 
laevis 3266. 
rRNA genes spacer region, chromatin structure, DNA nucleotide sequence, 
comparison Xenopus laevis 6761. 
Xenopus laevis, 
albumin, cDNA, synthesis, characterization 5035. 
development, relationshp myosin MRNA levels 1745. 
eggs, RNA-binding protein, protein kinase activity 1614. 
electron microscopy, chromatin, oocytes 529. 
embryogenesis, povia), RNA distribution 6243. 
erythrocytes, embryos, vitellogenin genes, methylation, gene expression 6621. 
erythrocytes, gene mapping, a-globin genes, develoment 2465. 
erythrocytes, globin mRNA, cloning, restriction endonuclease mapping, 
hybridization analysis, nucleotide sequence 2323. 
erythrocytes, liver, rRNA 5S genes, DNA methylation, restriction endonuclease 
mapping 2517. 
gene libraries, B-globin, a-globin genes, electron microscopy, cloning, 
gene mapping 1933. 
gene libraries, histone H1 genes, cDNA nucleotide sequence 5054. 
gene libraries, histones genes characterization 1316. 
gene libraries, histones genes, gene mapping, gene expression 1304. 
gene libraries, vitellogenin B2 genes, isolation, hybridization analysis, 
transcription 4377. 
a-globin genes, cDNA nucleotide sequence 3654. 
heart, adenosine stimulation 6166. 
heat shock protein biosynthesis, role MRNA translation regulation, oocytes 707. 
histone H4 genes, organization 2998. 
liver, RNA biosynthesis, vitellogenin mRNA, estrogen induction 2344. 
Bie See genomes, replication origin, tRNA genes, DNA nucleotide sequence 
5726. 
nucleosomes, rRNA 5S genes nucleotide sequence, association chromatin structure 


nucleotide sequence, tRNA phe 3390. 

oocytes, adenovirus (human) 2 gene expression, DNA methylation effects on 127. 

oocytes Letioge system, hemocyanin mRNA translation, Sepia officinalis, Loligo 
vulgaris 704. 

oocytes, chromatin structure, rRNA 5S genes, transcription, relationship 1791. 

oocytes, DNA catenation 3247. 

oocytes, DNA polymerase III transcription rRNA 5S genes 4635. 

‘es, Escherichia coli tRNA Tyr genes transcription, Caenorhabditis elegans 

tRNA Pro genes promoters region activation 2606. 

oocytes, gene expression Salmonella typhimurium tRNA genes 4562. 

oocytes, germinal vesicles, RNA biosynthesis 6290. 

oocytes, man interleukin 2 poly(A)-containing mRNA, translation 1827. 

oocytes, microinjection, translation, MRNA, colony-stimulating factor, 
interleukin 2, mice lymphoma cell lines 4230. 

oocytes, modification Saccharomyces cerevisiae tRNA Arg 3396. 

Sei Moloney leukemia virus proviruses DNA microinjection, transcription 

oocytes, oogenesis, DNA mitochondria conformation 4437. 

oocytes, ornithine decarboxylase stimulation rRNA synthesis 4875. 

oocytes, ribonucleoproteins microinjection, accumulation kinetics 5344. 

‘es, ribosomal protein S6, deaiale deer: stimulation phosphorylation 1730. 

oocytes, RNA polymerase II, DNA templates specificity 476. 

oocytes, rRNA 5S genes: transcription, activation proteins, purification 1789. 

oocytes, SV40 DNA microinjection, RNA transcription, processing 126. 

oocytes, translation B-interferon mRNA, man 6335. 

oocytes, translation glycoproteins mRNA, herpes simplex virus 1 2369. 

oocytes, tRNA, aminoacylation, assays 1704. 

oogenesis, histone H1A levels 5376. 

plasmids DNA biosynthesis initiation, oocytes 2594. 

poly(A)-containing mRNA levels, ontogeny 4845. 

ribosomal proteins genes, hybridization analysis 1309. 

ribosomal proteins mRNA, developmental genetics, gene expression 143. 

RNA localization, oocytes 2297. 

RNA polymerase, DNA transcription promoters regions, gene mapping 2994. 

RNA 5S genes, transcription complex 419. 

rRNA genes, deoxyribonuciease | sensitivity, methylation, comparison Xenopus 
borealis 3266. 

rRNA genes spacer region, chromatin structure, DNA nucleotide sequence, 
comparison Xenopus borealis 6761. 

rRNA genes, transcription spacer regions heterogeneity, restriction endonuclease 
mapping 3632. 

rRNA 18S genes DNA nucleotide sequence, oocytes 820. 

rRNA 5S genes content, comparison Triturus cristatus carnifex, Ambystoma 
mexicanum 3520. 

rRNA 5S pseudogenes, genes, nucleotide sequence comparison 3573. 

snRNA U1 genes transcription 2856. 

tRNA Phe, nucleotide sequence 2803. 

Torpedo oceliata acetylcholinesterase MRNA translation, oocytes 2898. 


at shock promoters, gene regulation herpes simplex virus thymidine kinase genesXenopus tropicalis, 


982. 
hepatocytes, estrogens induction vitellogenin gene expression 4206. 


gene libraries, histones genes characterization 1316. 


211 


Subject Index 


Xeroderma pigmentosum, 
association methylmethanesulfonate inhibition DNA repair, fibroblasts, man 2030. 
cells, U.V. radiation mutagenicity, excision DNA repair, man 3096. 
cells, trans-platinum diamminodichloride induction DNA damage, DNA repair, man 
3089. 
DNA repair, U.V radiation, man 2567. 
endodeoxyribonuclease activity, anthramycin DNA complex, man 3224. 
fibroblasts, DNA repair, sodium butyrate, U.V. radiation+effects on, man 3757. 
transfection DNA replication, U.V. radiation resistance, cell lines, man 3149. 
U.V. radiation induction pyrimidines dimers, DNA, fibroblasts, skin, man 4972. 
U.V. radiation induction pyrimidines dimers, temperature role, DNA, fibroblasts, 
man 4971. : 
U.V. radiation inhibition RNA biosynthesis, man 2886. 
Xiphophorus, 
Rous sarcoma virus, tumorigenesis genes, gene expression, inheritance 932. 


Yarrowia lipolytica, 
¥ virus-like particles, double-stranded RNA, isolation, characterization 6233. 

easts, 

AAS gene, genetic control, amino acids biosynthesis 5232. 

beer fermentation, genetic engineering 2055. 

cell-free system, protein biosynthesis fidelity, spermidine stimulation 1726. 

cell-free system, protein kinase effects on, protein biosynthesis 5542. 

coal tar induction DNA cross-linkage 3532. 

cytoplasm, mitochondria, phenylalanyl-tRNA synthetase, ATP analogs substrate 
specificity 3397. 

Dictyostelium discoideum discoidin | genes transfection, transcription, role 
promoters sites 400. 

DNA nucleotide sequence, introns, cytochrome oxidase genes, mitochondria 289. 

DNA plasmids, chromatin structure 1024. 

fermentation, genetic engineering, reviews 2212. 

flp gene, gene éxpression, role, recombination 6000. 

GAL4 gene, cloning 926. 

gene regulation, reviews 6126. 

genetics, conferences, books 3321. 

HIS4 gene, gene regulation 2067. 

his3 operon promoter binding regions, deletion mutant, revertants 1944. 

3-isopropylmalate dehydrogenase genes, DNA nucleotide sequence 1930. 

killer factor viruses, replication, role protein biosynthesis, cycloheximide, 
cryptopleurine inhibition 65. : 

mating factor a genes, cloning, DNA nucleotide sequence 274. 

meiosis recombination mechanisms, DNA repair models 5843. 

parole cob gene, introns, gene products, structure activity relationship 

5. 

mitochondria genomes, replication origin, reviews 3327. 

mitochondria genomes, rRNA 21S genes, identification erythromycin resistance 
mutation 785. 

mitochondria, phenylalanyl-tRNA synthetase, substrates binding, heat 
inactivation, sulfhydryl groups chemical modification 6209. 

mitochondria, rRNA genes, cell free system transcription initiation 1786. 

mutants, ribosomal protein S1 introns effects on mRNA splicing 6309. 

nuclei DNA nucleotide sequence, homology mitochondria DNA 2493. 

nucleotide sequence, box gene introns mutants, mitochondria 2973. 

phenylalanyl-tRNA, conformation, elongation factor Tu effects on 3425. 

phenylalanyl-tRNA synthetase, interaction tRNA Phe, anticodon loop 
structure-activity relationships 1132. 

phenylalanyl-tRNA synthetase, structure, kinetics, comparison cytoplasm, 
mitochondria, chickens liver 3402. 

phenylalanyl-tRNA synthetase, valyl-tRNA synthetase, aspartyl-tRNA synthetase, 
arginyl-tRNA synthetase mRNA, isolation, translation 4165. 


Yeasts, (continued) 
tRNA Tyr genes introns, role RNA biosynthesis 3394. 
tRNA Val, uridine pseudouridine base pairs, nuclear Overhauser effect 612. 
spermidine binding tRNA Phe 605 
telomeres, cloning 2076 
ubiquinol-cytochrome c reductase genes, isolation, characterization 4950. 
Yellow fever virus, 
vaccines, RNA nucleotide sequence, fingerprinting 2850. 
Yersinia enterocolitica, 
colonial characteristics, relationship gene expression virulence plasmids 3817. 
plasmids, DNA homology, hybridization analysis 1395. 
virulence plasmids, construction 5924. 
Yolk, 
proteins MRNA levels, ecdysone regulation, Drosophila melanogaster 5608. 
proteins, yp2 gene, yp1 gene gene expression, Drosophila 3664. 
Yoshiba sarcoma, 
initiation factor 2 activity, liver, rats 3434. 
Yoshida sarcoma, 
cells, methylenedimethanesulfonate, sulfur mustard, methylmethanesulfonate 
effects on DNA biosynthesis 2581. 
Yuanhuarine, 
DNA biosynthesis, protein biosynthesis inhibition, leukemia P388 lymphocytes 
5336 


Zea mays, 

chalcone synthase genes, cloning, characterization 3159. 

chloroplasts, ribosomal protein S4 genes, DNA nucleotide sequence 5816 : 

chloroplasts, rRNA 16S genes, DNA nucleotide sequence, comparison Euglena 
gracilis chloroplasts 213. 

cis-platinum diamminodichloride effects on chromatin 2154. 

coleoptile, poly(A)-containing mRNA translation, cell-free system, 
indole-3-acetic acid effects on 4896. 

cytoplasmic male sterility, mitochondria, DNA 5'-terminus, proteins coupling 
3310. 

DNA, cloning, nucleotide sequence, zein genes 819. 

endosperm, Wx gene transposon Ac integration, role introns 2068. 

endosperm, zein mRNA detection 2835. 

episome mitochondria, DNA nucleotide sequence, homology nuclei .6488. 

fluorescent probes, DNA levels 2908. 

HtN gene, detection 4246. 

male sterility, mitochondria DNA, nucleotide sequence 5058. 

mitochondria DNA restriction endonuclease mapping, cytoplasmic male sterility, 
Drechslera maydis T toxin sensitivity 3034. 

mitochondria, rRNA 5S, rRNA 18S genes, nucleotide sequence 4365. 

mutants, alcohol dehydrogenase, gene expression, DNA insertion effects on 3146. 

mutation effects on transcription 1816. 

poly(A)-containing mRNA ribonucleoproteins complex, characterization 4662. 

protoplasts, RNA biosynthesis, heterosis, hybridization, inbreeding 6288. 

pyruvate orthophosphate dikinase genes, cloning 5934. 

tRNA genes, gene mapping, DNA, mitochondria 1306. 

roots, kinetin effects on histones, RNA levels 6741. 

sucrose synthase genes, restriction endonuclease mapping 6453. 

transposon DS isolation, cloning, sucrose synthase genes, restriction 
endonuclease mapping 946. 

wx locus, transposons gene regulation 947. 

zein gene families, CDNA nucleotide sequence 5729. 

zein genes, cDNA nucleotide sequence 2456. 

= as genes, restriction endonuclease mapping, cloning 1916. 
‘ein, 
genes, cDNA nucleotide sequence, Zea mays 2456. 


phenylalanyl-tRNA synthetase, valyl-tRNA synthetase, tRNA Phe, tRNA Val chemical genes, cDNA nucleotide sequence, Zea mays 5729. 


modification effects on interaction 4791. 

2p plasmid, FLP gene, role sites specificity recombination 2074. 

plasmid pXEY26, DNA biosynthesis, segregation 2537. 

plasmids, reviews 3. 

protoplasts, fusion Saccharomyces cerevisiae nuclei 6617. 

recombination, DNA repair, association crossing-over 6589. 

replication regions, S phase, chromosome 4 3695. 

respiration deficient mutant, DNA nucleotide sequence var1 gene, gene mapping 
1389. 

ribosomes genes DNA transcription, RNA polymerase, cell-free system 688. 

ribosomes, ribosomal subunit 60S, rRNA, ribonuclease T1 hydrolysis 3407. 

ribosomes, rRNA 5S structure, diethyl pyrocarbonate chemical modification 60. 

RNA, use, hybridization analysis 3448. 

mRNA transport, role membranes binding protein biosynthesis 52. 

rRNA 35S genes, chromatin structure 2162. 

rRNA 5S, pseudouridine, melting point, fluorescence 5583. 

rRNA 5.88, helix-coil transitions 2848. 

tRNA, N.M.R. 610. 

tRNA Arg multiple, interaction Sea synthetase 4788. 

tRNA Asp, tertiary structure, N.M.R. 6203. 

tRNA, effects on lactogen mRNA, placenta, man 5530. 

tRNA fMet, tRNA Asp, tRNA Gly, crystal structure, reviews 6115. 

tRNA Leu genes, introns, 5'-terminus flanking regions, role transcription, MRNA 

licing 6673. 

tRNA Leu genes, transcription, development, microinjection, eggs, Xenopus 2657. 

tRNA Leu genes, transcription initiation 1785. 

tRNA Phe, N.M.R. 1125. 

tRNA Phe, N.M.R. 3386. 

tRNA Phe anticodon loop binding ribosomal subunit 30S, Escherichia coli 5554. 

tRNA Phe, base pairs chemical modification, relationship, bases exposure 3382 

tRNA Phe biosynthesis, polyribonucleotide synthetase (ATP) use 4779. 

tRNA Phe conformation, models 1124. 

tRNA Phe, crystal structure, X-ray diffraction, reviews 6123. 

tRNA Phe, ethidium complex, temperature effects on, N.M.R. 5523, 

tRNA Phe, helix-coil transitions kinetics 1709. 

tRNA Phe, pseudouridine residues conformation, nuclear Overhauser effect 611. 

tRNA Phe, secondary structure, nuclear Overhauser effect 4781. 

tRNA Phe, structure, chemical modification 1708. 

tRNA Phe, structure, X-ray scattering, comparison rats liver rRNA 5S 1773. 

tRNA Phe, tertiary structure, nuclear Overhauser effect 4782. 

tRNA Phe, thermal stability, protons exchange rates, role spermidine, magnesium 
4783. 

tRNA role transfer reaction mechanisms, codons interaction 5533. 


SS nh —— 


212 


genes, DNA, cloning, nucleotide sequence, Zea mays 819. 
genes families, cDNA nucleotide sequence, comparison 1979. 
genes, restriction endonuclease mapping, cloning, Zea mays 1916. 
Peds detection, endosperm, Zea mays 2835. 
ne, 
deficiency, effects on gene expression, Euglena gracilis 1808. 
effects on lysyl-tRNA synthetase, N.M.R., Escherichia coli 40. 
induction metallothionein mRNA biosynthesis, small intestine, mice 4915. 
ribonuclease T1 inhibition, Aspergillus oryzae 458. 
role aminoacyl-tRNA synthetase activity 4787. 
role methionyl-tRNA synthetase aminoacylation activity, Escherichia coli 617. 
role, tryptophanyl-tRNA synthetase activity, cattle 2246. 
Zinc bromide, 
oe net! rotecting group removal, oligonucleotides synthesis 4079. 
inc(tl), 
inhibition bis(5'-guanosyl) tetraphosphatase 5327. 
Zoospores, 
ribosomes, protein biosynthesis inhibitors, characterization, Blastocladiella 
emersonii 2823. 
Zygospores, 
polyploids, chloroplasts gene transfer, role gene dosage, Chlamydomonas 
reinhardtii 6628. 
Zygotes, | 
Moloney leukemia virus microinjection, association X chromosome, gene expressio( 
mice 6656. 
Zymomonas mobilis, 
plasmids frequency 4245. 
plasmids, structure, electron microscopy, classification 6438. 


nimal Behavior Abstracts 
iquatic Sciences & Fisheries Abstracts: 
Part 1 - Biological sciences & living 
resources 

| Part 2 - Ocean technology, policy & 
non-living resources 
iochemistry Abstracts: 

‘Part 1 - Biological Membranes 

Part 2 - Nucleic Acids 

Part 3 - Amino-acids, Peptides & 
Proteins 

alcified Tissue Abstracts 
hemoreception Abstracts 

‘omputer & Information Systems 
Abstracts Journal 

‘onference Papers Index 

cology Abstracts 

lectronics & Communications 
Abstracts Journal 


BACK VOLUMES | 


ack volumes are available for all CSA journals 
lore than one year old, in either printed or micro- 
che form. 


MAGNETIC TAPE | 


he CSA journals are available on magnetic tape in 
lachine-readable form for current awareness and 
*trospective batch searching. Contact CSA 
farketing Department for specifications and prices 
301-951-1403. 


cambridge scientific abstracts 
ABSTRACTS JOURNALS [] ONLINE LJ MAGNETIC TAPE 


JOURNALS 


Entomology Abstracts 
Genetics Abstracts 
Immunology Abstracts 
ISMEC (Information Service in 
Mechanical Engineering) Bulletins 
Microbiology Abstracts 
Part A - Industrial & Applied 
Part B - Bacteriology 
Part C - Algology, Mycology & 
Protozoology 
Neurosciences Abstracts 
Oceanic Abstracts 
Pollution Abstracts 
Safety Science Abstracts Journal 
Science Research Abstracts Journal 
Solid State Abstracts Journal 
Toxicology Abstracts 
Virology Abstracts 


| ONLINE 


Some of the above journals are available on differ- 
ing online information systems including: 
CIDIALOG® Information Retrieval Service 
CJBibliographic Retrieval Service 
(Information Retrieval Service (European Space 
Agency) 
(JSystem Development Corporation Search Ser- 
vice. 
For further details contact CSA Database Services, 
toll free at 800-638-8076. In Maryland and outside 
continental U.S., call 301-951-1300. 


Biochemistry | 
Abstracts 


